
MGT−v1_1 : 226807 unigenes, 71674 (31.60%) taxonomically assigned
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MGT−v1_2 : 188464 unigenes, 48605 (25.79%) taxonomically assigned
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MGT−v1_3 : 140612 unigenes, 79081 (56.24%) taxonomically assigned
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MGT−v1_4 : 137550 unigenes, 95215 (69.22%) taxonomically assigned
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MGT−v1_5 : 136601 unigenes, 69325 (50.75%) taxonomically assigned
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MGT−v1_6 : 135892 unigenes, 39950 (29.40%) taxonomically assigned
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MGT−v1_7 : 134359 unigenes, 28296 (21.06%) taxonomically assigned
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MGT−v1_8 : 123134 unigenes, 33117 (26.90%) taxonomically assigned
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MGT−v1_9 : 109368 unigenes, 60778 (55.57%) taxonomically assigned
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MGT−v1_10 : 107664 unigenes, 36834 (34.21%) taxonomically assigned
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MGT−v1_11 : 103565 unigenes, 52631 (50.82%) taxonomically assigned
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MGT−v1_12 : 96216 unigenes, 36827 (38.28%) taxonomically assigned
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MGT−v1_13 : 84384 unigenes, 57966 (68.69%) taxonomically assigned
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MGT−v1_14 : 77802 unigenes, 30120 (38.71%) taxonomically assigned
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MGT−v1_15 : 77705 unigenes, 70164 (90.30%) taxonomically assigned
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MGT−v1_16 : 65566 unigenes, 8518 (12.99%) taxonomically assigned
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MGT−v1_17 : 65404 unigenes, 31450 (48.09%) taxonomically assigned
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MGT−v1_18 : 61296 unigenes, 15487 (25.27%) taxonomically assigned
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MGT−v1_19 : 60584 unigenes, 23526 (38.83%) taxonomically assigned
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MGT−v1_20 : 58041 unigenes, 28047 (48.32%) taxonomically assigned
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MGT−v1_21 : 55924 unigenes, 44790 (80.09%) taxonomically assigned
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MGT−v1_22 : 55444 unigenes, 22551 (40.67%) taxonomically assigned
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MGT−v1_23 : 53910 unigenes, 28470 (52.81%) taxonomically assigned
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MGT−v1_24 : 53408 unigenes, 46865 (87.75%) taxonomically assigned
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MGT−v1_25 : 52253 unigenes, 39318 (75.25%) taxonomically assigned
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Bacillariophyceae

CoscinodiscophyceaeCryptophyta Dinophyceae

0/U Metazoa Mammalia 0/U Viridiplantae Mamiellophyceae

no

Class

FungiMetazoa Viridiplantae

Eukaryota



MGT−v1_26 : 51411 unigenes, 18308 (35.61%) taxonomically assigned

0/U

Eukaryota

0/U

Dinophyceae

0/U
Fungi

0/U Metazoa

0/U Actinopteri

0/U Ascidiacea

0/U Enterogona

0/U Cionidae 0/U

Ciona
0/U

Aves

0/U
Echinoidea

0/U

Hydrozoa

0/U
Insecta

0/U Mammalia

0/U

Eukaryota

0/U

Dinophyceae

0/U
Fungi

0/U Metazoa

0/U Actinopteri

0/U Ascidiacea

0/U Enterogona

0/U Cionidae Ciona
0/U

Aves

0/U
Echinoidea

0/U

Hydrozoa

0/U
Insecta

0/U Mammalia

0/U

Eukaryota

0/U

Dinophyceae

0/U
Fungi

0/U Metazoa

0/U Actinopteri

0/U Ascidiacea

0/U Enterogona

Cionidae 0/U

Aves

0/U
Echinoidea

0/U

Hydrozoa

0/U
Insecta

0/U Mammalia

0/U

Eukaryota

0/U

Dinophyceae

0/U
Fungi

0/U Metazoa

0/U Actinopteri

0/U Ascidiacea Enterogona

0/U

Aves

0/U
Echinoidea

0/U

Hydrozoa

0/U
Insecta

0/U Mammalia

0/U

Eukaryota

Dinophyceae

0/U
Fungi

0/U Metazoa

Actinopteri

Ascidiacea

Aves

Echinoidea

HydrozoaInsecta

Mammalia

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_27 : 48515 unigenes, 17576 (36.23%) taxonomically assigned

0/U

Eukaryota

0/U Calanoida
0/U

Calanidae

0/U Cyclopoida

0/U Oithonidae 0/U Oithona

0/U

Eukaryota

0/U Calanoida
0/U

Calanidae

0/U Cyclopoida

0/U Oithonidae Oithona

0/U Calanoida Calanidae

0/U Cyclopoida

Oithonidae

0/U Insecta

DipteraHymenoptera

0/U

Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Eukaryota

0/U Metazoa Insecta

Mammalia

Maxillopoda

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_28 : 48509 unigenes, 3551 (7.32%) taxonomically assigned

0/U Calanidae 0/U
Calanus

Calanus finmarchicus

0/U Calanidae Calanus

0/U Calanoida

Calanidae

0/U

Eukaryota

0/U

Chrysophyceae

0/U

Actinopteri

0/U

Anthozoa
0/U

Arachnida

0/U

Ascidiacea

0/U Aves

0/U
Bivalvia

0/U

Cestoda

0/U

Echinoidea
0/U

Hydrozoa

Leptothecata

0/U

Mammalia

0/U Maxillopoda Calanoida

0/U

Eukaryota

Chrysophyceae

0/U
Fungi

0/U Metazoa
Actinopteri

AnthozoaArachnida

Ascidiacea

Aves

Bivalvia

Cestoda

EchinoideaHydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Viridiplantae

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_29 : 48249 unigenes, 24942 (51.69%) taxonomically assigned

0/U
Bacteria

0/U

Chroococcales

0/U Eukaryota

0/U Coccolithales

0/U
Coccosphaerales

0/U Isochrysidales

0/U
Phaeocystales

0/U Prymnesiales

0/U Prymnesiaceae
0/U Dinophyceae 0/U Pelagophyceae

0/U
Bacteria

0/U

Chroococcales

0/U Eukaryota

0/U Coccolithales

0/U
Coccosphaerales

0/U Isochrysidales

0/U
Phaeocystales

0/U Prymnesiales

0/U Prymnesiaceae
0/U Dinophyceae 0/U Pelagophyceae

0/U
Bacteria

0/U

Chroococcales

0/U Eukaryota

0/U Coccolithales

0/U

Coccosphaerales

0/U Isochrysidales

0/U
Phaeocystales

0/U Prymnesiales

Prymnesiaceae
0/U Dinophyceae 0/U Pelagophyceae

0/U
Bacteria

Chroococcales

0/U Eukaryota

Coccolithales

Coccosphaerales

Isochrysidales

Phaeocystales

Prymnesiales

0/U Dinophyceae 0/U Pelagophyceae

0/U Eukaryota

DictyochophyceaeDinophyceae Pelagophyceae

0/U
Bacteria

no

Kingdom

Bacteria

Eukaryota

no

superKingdom



MGT−v1_30 : 46533 unigenes, 30399 (65.33%) taxonomically assigned

0/U Eukaryota

0/U
Coccolithales

0/U
Isochrysidales

0/U Noelaerhabdaceae 0/U
Pavlovales

0/U Phaeocystales

0/U Phaeocystaceae

0/U Phaeocystis

0/U Prymnesiales

0/U Prymnesiaceae

0/U Eukaryota

0/U
Coccolithales

0/U
Isochrysidales

0/U Noelaerhabdaceae 0/U
Pavlovales

0/U Phaeocystales

0/U Phaeocystaceae

Phaeocystis

0/U Prymnesiales

0/U Prymnesiaceae

0/U Eukaryota

0/U
Coccolithales

0/U

Coccosphaerales

0/U
Isochrysidales

Noelaerhabdaceae 0/U
Pavlovales

0/U PhaeocystalesPhaeocystaceae

0/U Prymnesiales

Prymnesiaceae

0/U Eukaryota

Coccolithales

Coccosphaerales

Isochrysidales

Pavlovales

Phaeocystales

Prymnesiales

Eukaryota



MGT−v1_31 : 45593 unigenes, 10587 (23.22%) taxonomically assigned
0/U

Actinopteri 0/U

Anthozoa

0/U

Aves

0/U
Hydrozoa

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae 0/U Calanus

Calanus finmarchicus 0/U Cyclopoida 0/U Oithonidae

0/U

Actinopteri 0/U

Anthozoa

0/U

Aves

0/U
Hydrozoa

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae Calanus

0/U Cyclopoida 0/U Oithonidae

0/U

Actinopteri 0/U

Anthozoa

0/U

Aves

0/U
Hydrozoa

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

Calanidae

0/U Cyclopoida Oithonidae

0/U

Actinopteri 0/U

Anthozoa

0/U

Aves

0/U
Hydrozoa

0/U

Mammalia

0/U MaxillopodaCalanoida

Cyclopoida

0/U Metazoa

Actinopteri

Anthozoa
Aves

Hydrozoa

Insecta

Mammalia

Maxillopoda

Fungi

Eukaryota



MGT−v1_32 : 43096 unigenes, 31508 (73.11%) taxonomically assigned

0/U
Metazoa

0/U
Insecta

0/U Diptera

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

0/U Calanus

0/U
Metazoa

0/U
Insecta

0/U Diptera

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

Calanus

0/U
Metazoa

0/U
Insecta

0/U Diptera

0/U Maxillopoda

0/U CalanoidaCalanidae

0/U
Metazoa

0/U
Insecta

Diptera

0/U Maxillopoda

Calanoida

0/U
Metazoa

Insecta

MaxillopodaEukaryota



MGT−v1_33 : 41640 unigenes, 12939 (31.07%) taxonomically assigned

0/U Calanoida

0/U Calanidae 0/U
Calanus

Calanus finmarchicus

0/U Calanoida

0/U Calanidae Calanus

0/U Calanoida

Calanidae

0/U
Eukaryota

0/U

Dinophyceae

0/U

Actinopteri
0/U

Gastropoda

0/U

Hydrozoa

0/U
Mammalia

0/U Maxillopoda Calanoida
0/U

Eukaryota

Dinophyceae

0/U Metazoa
Actinopteri

Echinoidea

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U
Eukaryota

Fungi

Eukaryota



MGT−v1_34 : 39353 unigenes, 22740 (57.78%) taxonomically assigned

0/U

Gonyaulacales

0/U Suessiales

0/U Symbiodiniaceae

0/U Symbiodinium

Symbiodinium sp. clade C

0/U

Gonyaulacales

0/U Suessiales

0/U Symbiodiniaceae

Symbiodinium

0/U

Gonyaulacales

0/U Suessiales

Symbiodiniaceae

0/U Eukaryota

Bicosoecida 0/U
Cryptophyta

Cryptomonadales

0/U

Dictyochophyceae

0/U Dinophyceae
Gonyaulacales

Suessiales

0/U

Labyrinthulomycetes

0/U
Insecta

0/U

Bacteria

0/U Eukaryota

Cryptophyta

Dictyochophyceae

Dinophyceae

Labyrinthulomycetes

Oomycetes

0/U
Fungi

0/U Metazoa
Insecta

no
Class

0/U

Bacteria

0/U Eukaryota

FungiMetazoa Viridiplantae

Bacteria

Eukaryota



MGT−v1_35 : 38940 unigenes, 19910 (51.13%) taxonomically assigned

0/U Calanoida 0/U
Calanidae

0/U Calanus

0/U Cyclopoida

0/U Oithonidae
0/U

Oithona

0/U

Caligidae

0/U Calanoida 0/U
Calanidae

Calanus

0/U Cyclopoida

0/U Oithonidae Oithona

0/U

Caligidae

0/U Calanoida Calanidae

0/U Cyclopoida

Oithonidae

Caligidae

0/U

Dinophyceae

0/U

Hydrozoa

0/U Insecta

DipteraHymenoptera

0/U

Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Eukaryota

Dinophyceae

0/U Metazoa

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Eukaryota

Eukaryota



MGT−v1_36 : 38502 unigenes, 22549 (58.57%) taxonomically assigned

0/U

Ectocarpales

0/U

Isochrysidales

0/U

Pavlovales

0/U

Prymnesiales

0/U
Florenciellales

0/U
Pedinellales

0/U
Gonyaulacales

Pelagophyceae sp. CCMP2097

0/U

Ectocarpales

0/U

Isochrysidales

0/U

Pavlovales

0/U

Prymnesiales

0/U
Florenciellales

0/U

Pedinellales

0/U
Gonyaulacales

0/U

Ectocarpales

0/U

Isochrysidales

0/U

Pavlovales

0/U

Prymnesiales

0/U

Dictyochales

0/U
Florenciellales

0/U

Pedinellales

0/U

Gonyaulacales

Ectocarpales

Isochrysidales

Pavlovales

Prymnesiales

0/U

Cryptophyta

0/U Dictyochophyceae

Dictyochales
Florenciellales Pedinellales

0/U Dinophyceae

Gonyaulacales

0/U
Oomycetes

0/U

Raphidophyceae

Chattonellales

0/U Eukaryota

Cryptophyta

Dictyochophyceae

Dinophyceae

Oomycetes

Pelagophyceae

Raphidophyceae

Eukaryota



MGT−v1_37 : 37876 unigenes, 11017 (29.09%) taxonomically assigned

0/U Calanoida

0/U Calanidae 0/U Calanus

Calanus finmarchicus

0/U Calanoida

0/U Calanidae Calanus

0/U Calanoida

Calanidae

0/U

Eukaryota

0/U
Actinopteri

0/U
Anthozoa

0/U
Aves

0/U

Echinoidea

0/U

Hydrozoa

0/U

Mammalia

0/U MaxillopodaCalanoida
0/U

Eukaryota

0/U Metazoa

Actinopteri

Anthozoa

Aves
EchinoideaHydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_38 : 37557 unigenes, 13839 (36.85%) taxonomically assigned

0/U

Actiniaria

0/U
Anthoathecata

0/U

Hydridae

0/U Hydra

0/U Leptothecata

0/U
Campanulariidae

0/U
Clytia

0/U

Actiniaria

0/U
Anthoathecata

0/U

Hydridae

Hydra

0/U Leptothecata

0/U
Campanulariidae

Clytia

0/U

Actiniaria

0/U
Anthoathecata

0/U Leptothecata

Campanulariidae

0/U

Dinophyceae

Collodaria0/U

Actinopteri

0/U

Anthozoa

Actiniaria

0/U

Bivalvia

0/U
Echinoidea

0/U Hydrozoa

Anthoathecata

Leptothecata

0/U
Insecta

0/U
Maxillopoda

Calanoida

0/U

Eukaryota

Dinophyceae0/U Metazoa

Actinopteri

Anthozoa

Aves

Bivalvia

Echinoidea

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_39 : 37116 unigenes, 33228 (89.52%) taxonomically assigned

0/U Eukaryota 0/U

Cryptophyta

Cryptophyceae
sp.

CCMP2293

0/U Mediophyceae

0/U

Cymatosirales

0/U Cymatosiraceae

0/U Minutocellus
Minutocellus
polymorphus

0/U
Viridiplantae

0/U Mamiellophyceae

0/U Mamiellales

0/U
Mamiellaceae

0/U Micromonas

Micromonas
pusilla

0/U Trebouxiophyceae

0/U Picochlorum

Picochlorum
sp. RCC944

0/U Eukaryota
0/U

Cryptophyta

0/U Mediophyceae

0/U

Cymatosirales

0/U Cymatosiraceae

Minutocellus

0/U
Viridiplantae

0/U Mamiellophyceae

0/U Mamiellales

0/U
Mamiellaceae

Micromonas

0/U Trebouxiophyceae

Picochlorum

0/U Eukaryota
0/U

Cryptophyta

0/U Mediophyceae

0/U

CymatosiralesCymatosiraceae

0/U
Viridiplantae

0/U Mamiellophyceae

0/U Mamiellales

Mamiellaceae

0/U

Trebouxiophyceae

0/U Eukaryota
0/U

Cryptophyta

Gonyaulacales

0/U Mediophyceae

Cymatosirales

0/U
Viridiplantae

0/U Mamiellophyceae

Mamiellales

0/U

Trebouxiophyceae

0/U Eukaryota
Coscinodiscophyceae

Cryptophyta

Dinophyceae

Mediophyceae

0/U Viridiplantae

Mamiellophyceae

Trebouxiophyceae

0/U Eukaryota ViridiplantaeEukaryota



MGT−v1_40 : 36721 unigenes, 15868 (43.21%) taxonomically assigned

0/U Strombidiidae

0/U
Choreotrichida

0/U

Oxytrichidae

0/U Oxytricha

0/U Tintinnida

0/U
Rhabdonellidae

0/U

Xystonellidae

0/U

Urostylida

0/U Strombidiidae

0/U
Choreotrichida

0/U

Oxytrichidae

Oxytricha

0/U Tintinnida

0/U
Rhabdonellidae

0/U

Xystonellidae

0/U

Urostylida

Strombidiidae

0/U
Choreotrichida

Oxytrichidae

0/U Tintinnida

Rhabdonellidae Xystonellidae

0/U

Urostylida

0/U

Dinophyceae

0/U

Polycystinea

Nassellaria

0/U Spirotrichea

Choreotrichida

Euplotida

Sporadotrichida

Tintinnida

Urostylida

0/U Eukaryota Dinophyceae

Polycystinea

Spirotrichea

Eukaryota



MGT−v1_41 : 35610 unigenes, 33605 (94.37%) taxonomically assigned

0/U Bathycoccaceae

0/U BathycoccusBathycoccus prasinos

0/U Bathycoccaceae

Bathycoccus

Eukaryota



MGT−v1_42 : 35355 unigenes, 5467 (15.46%) taxonomically assigned

0/U

Collodaria

0/U Metazoa

0/U Branchiostomidae

0/U Harrimaniidae

0/U Gastropoda

0/U Aplysiidae

0/U Aplysia

0/U
Calanoida

0/U
Calanidae

0/U

Calanus

0/U

Collodaria

0/U Metazoa

0/U Branchiostomidae

0/U Harrimaniidae

0/U Gastropoda

0/U Aplysiidae

Aplysia

0/U
Calanoida

0/U
Calanidae

Calanus

0/U

Collodaria

0/U Metazoa

Branchiostomidae

Harrimaniidae

0/U Gastropoda Aplysiidae

0/U
Calanoida

Calanidae

Collodaria

Coelacanthiformes Testudines

0/U

Anthozoa

0/U

Ascidiacea

0/U
Aves

0/U
Bivalvia

Ostreoida

0/U

Enteropneusta

0/U
Mammalia

0/U

Maxillopoda

Cyclopoida

0/U

Eukaryota

Polycystinea

0/U Metazoa
Actinopteri

Amphibia

Anthozoa

Ascidiacea

Aves

Bivalvia

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

Insecta
Mammalia

Maxillopoda

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_43 : 35097 unigenes, 24909 (70.97%) taxonomically assigned

0/U Eukaryota

0/U Cryptophyta

0/U Cryptomonadales

0/U Pyrenomonadales

0/U Geminigeraceae 0/U
Geminigera

0/U

Dinophyceae

0/U Litostomatea
0/U

Myrionecta

0/U Eukaryota

0/U Cryptophyta

0/U Cryptomonadales

0/U Pyrenomonadales

0/U Geminigeraceae Geminigera

0/U

Dinophyceae

0/U Litostomatea

Myrionecta

no
Genre

0/U Eukaryota

0/U Cryptophyta

0/U Cryptomonadales Hemiselmidaceae

0/U Pyrenomonadales

Geminigeraceae

0/U

Dinophyceae

0/U Litostomatea

no
Family

0/U Eukaryota

0/U Cryptophyta

Cryptomonadales

Pyrenomonadales

0/U

Dinophyceae

0/U Litostomatea

Cyclotrichida

no
Order

0/U Eukaryota

Cryptophyta

Dinophyceae

Litostomatea

no
Class

Bacteria

Eukaryota no
superKingdom



MGT−v1_44 : 34643 unigenes, 27014 (77.98%) taxonomically assigned

0/U Viridiplantae

Prasinophyceae
sp. CCMP2111

prasinophyte sp.
RCC997 (clade VIIA1)

0/U

Mamiellales

0/U Nephroselmis

0/U

Mamiellales

Nephroselmis

0/U

Mamiellales

Chlorodendrales

0/U

Chlorophyceae

0/U

Mamiellophyceae

Mamiellales

Dinophyceae
0/U

Metazoa

Chlorophyceae

Liliopsida

Mamiellophyceae

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_45 : 33662 unigenes, 14831 (44.06%) taxonomically assigned

0/U

Eukaryota

0/U

Calanidae

0/U Calanus

0/U Cyclopoida 0/U
Oithonidae

0/U
Oithona

0/U

Eukaryota

0/U

Calanidae

Calanus

0/U Cyclopoida 0/U
Oithonidae

Oithona

0/U

Eukaryota

Calanidae

0/U Cyclopoida Oithonidae

0/U

Dinophyceae

0/U
Actinopteri

0/U

Arachnida

0/U

Hydrozoa

0/U Insecta

Diptera Hymenoptera

0/U
Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Eukaryota

Dinophyceae

0/U Metazoa

Actinopteri Arachnida

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_46 : 33378 unigenes, 17382 (52.08%) taxonomically assigned

0/U

Eukaryota

0/U Calanoida 0/U
Calanidae

0/U Calanus

0/U Cyclopoida

0/U Oithonidae 0/U
Oithona

0/U

Eukaryota

0/U Calanoida 0/U
Calanidae

Calanus

0/U Cyclopoida

0/U Oithonidae Oithona

0/U Calanoida Calanidae

0/U Cyclopoida

Oithonidae

0/U
Dinophyceae

0/U
Hydrozoa

0/U Insecta

DipteraHymenoptera

0/U

Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Eukaryota

Dinophyceae

0/U Metazoa

Bivalvia

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_47 : 32740 unigenes, 4518 (13.80%) taxonomically assigned

0/U Calanidae 0/U Calanus

Calanus finmarchicus

0/U Calanidae Calanus

0/U Calanoida

Calanidae

0/U

Anthozoa

0/U

Chilopoda

0/U

Echinoidea

0/U

Gastropoda

0/U

Mammalia

0/U MaxillopodaCalanoida

0/U Metazoa

Anthozoa Aves

Chilopoda

Echinoidea

Gastropoda

Hydrozoa

Insecta
Mammalia

Maxillopoda

Fungi

Eukaryota



MGT−v1_48 : 31633 unigenes, 28011 (88.55%) taxonomically assigned

0/U Viridiplantae

Prasinophyceae

sp. CCMP1205

Prasinophyceae

sp. CCMP2175

Prasinophyceae sp.
RCC1871 (clade 7X−A4)

prasinophyte sp. RCC997 (clade VIIA1) 0/U

Pycnococcaceae

0/U

Pycnococcus

0/U Mamiellophyceae 0/U Nephroselmidophyceae 0/U Picochlorum

0/U Viridiplantae

0/U

Pycnococcaceae

Pycnococcus

0/U Mamiellophyceae 0/U Nephroselmidophyceae Picochlorum

0/U Viridiplantae Pycnococcaceae

0/U Mamiellophyceae 0/U Nephroselmidophyceae 0/U Trebouxiophyceae0/U Mamiellophyceae 0/U Nephroselmidophyceae 0/U TrebouxiophyceaeChlorodendrophyceae ChlorophyceaeMamiellophyceae Nephroselmidophyceae Trebouxiophyceae

Eukaryota



MGT−v1_49 : 31155 unigenes, 11572 (37.14%) taxonomically assigned

0/U Metazoa

0/U Branchiopoda

0/U Diplostraca

0/U Daphniidae
0/U Daphnia

Daphnia pulex

0/U Insecta

0/U Diptera
0/U

Hymenoptera

0/U

Mammalia

0/U Metazoa

0/U Branchiopoda

0/U Diplostraca

0/U Daphniidae Daphnia

0/U Insecta

0/U Diptera
0/U

Hymenoptera

0/U

Mammalia

0/U Metazoa

0/U Branchiopoda

0/U Diplostraca

Daphniidae

0/U Insecta

0/U Diptera
0/U

Hymenoptera

0/U

Mammalia

0/U Metazoa

0/U Branchiopoda

Diplostraca

0/U Insecta

DipteraHymenoptera

0/U

Mammalia

0/U Metazoa

Aves

Branchiopoda

Insecta

Maxillopoda

Eukaryota



MGT−v1_50 : 30764 unigenes, 20955 (68.12%) taxonomically assigned

0/U Eukaryota

0/U

Bacillariophyceae

0/U

Bacillariales

0/U Coscinodiscophyceae

0/U Thalassiosirales

0/U Thalassiosiraceae

0/U Thalassiosira

0/U

Dinophyceae

0/U

Mediophyceae

0/U Eukaryota

0/U

Bacillariophyceae

0/U

Bacillariales

0/U Coscinodiscophyceae

0/U Thalassiosirales

0/U Thalassiosiraceae

Thalassiosira

0/U

Dinophyceae

0/U

Mediophyceae

0/U Eukaryota

0/U

Bacillariophyceae

0/U

Bacillariales

0/U Coscinodiscophyceae

0/U Thalassiosirales Thalassiosiraceae

0/U

Dinophyceae

0/U

Mediophyceae

0/U Eukaryota

Isochrysidales

0/U

Bacillariophyceae

Bacillariales

0/U Coscinodiscophyceae

Thalassiosirales

0/U

Dinophyceae

0/U

Mediophyceae

0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

Dinophyceae

Fragilariophyceae

Mediophyceae

Eukaryota



MGT−v1_51 : 30594 unigenes, 20480 (66.94%) taxonomically assigned

0/U
Metazoa

0/U
Hydrozoa

0/U
Insecta

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

0/U Calanus

0/U
Metazoa

0/U
Hydrozoa

0/U
Insecta

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

Calanus

0/U
Metazoa

0/U
Hydrozoa

0/U
Insecta

0/U

Mammalia

0/U Maxillopoda

0/U CalanoidaCalanidae
0/U

Metazoa

0/U
Hydrozoa

0/U
Insecta

Diptera

0/U

Mammalia

0/U Maxillopoda

Calanoida
0/U

Metazoa

Hydrozoa

Insecta

Mammalia

Eukaryota



MGT−v1_52 : 29110 unigenes, 18939 (65.06%) taxonomically assigned

0/U Metazoa

0/U
Oikopleuridae

0/U

Oikopleura

0/U Insecta
0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae 0/U Calanus

0/U Cyclopoida0/U Oithonidae
0/U

Oithona

0/U Metazoa

0/U
Oikopleuridae

Oikopleura

0/U Insecta
0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae Calanus

0/U Cyclopoida0/U Oithonidae Oithona

0/U Metazoa

Oikopleuridae

0/U Insecta
0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

Calanidae

0/U CyclopoidaOithonidae

0/U Metazoa

0/U

Appendicularia

0/U Insecta
0/U

Mammalia

0/U Maxillopoda
Calanoida

Cyclopoida

0/U Metazoa

Appendicularia

Insecta

Mammalia

Maxillopoda

Fungi

Eukaryota



MGT−v1_53 : 28858 unigenes, 18621 (64.53%) taxonomically assigned

0/U

Metazoa

0/U
Hydrozoa

0/U

Insecta

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

0/U Calanus

0/U

Metazoa

0/U
Hydrozoa

0/U

Insecta

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

Calanus

0/U

Metazoa

0/U
Hydrozoa

0/U

Insecta

0/U

Mammalia

0/U Maxillopoda

0/U CalanoidaCalanidae

0/U

Metazoa

0/U
Hydrozoa

0/U

Insecta

0/U

Mammalia

0/U Maxillopoda

Calanoida

0/U

Metazoa

Hydrozoa

Insecta

Mammalia

Eukaryota



MGT−v1_54 : 28829 unigenes, 13087 (45.40%) taxonomically assigned

0/U
Chlamydomonadales

0/U
Chlamydomonadales

0/U
Chlamydomonadales

0/U

Dinophyceae

Noctilucales

0/U
Chlorodendrophyceae

Chlorodendrales

0/U Chlorophyceae

Chlamydomonadales

0/U
Mamiellophyceae

0/U
Trebouxiophyceae

0/U

Bacteria

Dinophyceae
0/U

Metazoa

0/U Viridiplantae
Chlorodendrophyceae

Chlorophyceae

Liliopsida

Mamiellophyceae

Trebouxiophyceae

no

Class

0/U

Bacteria

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Bacteria

Eukaryota



MGT−v1_55 : 27304 unigenes, 2461 (9.01%) taxonomically assigned

0/U

Eukaryota

0/U Hexamitidae

0/U Calanoida

0/U Calanidae 0/U

Calanus

0/U

Eukaryota

0/U Hexamitidae

0/U Calanoida

0/U Calanidae Calanus

0/U

Eukaryota

Hexamitidae

0/U Calanoida

Calanidae

0/U

Amphibia
0/U

Anthozoa

0/U
Aves

0/U
Chromadorea

0/U
Echinoidea

0/U

Gastropoda
0/U

Mammalia

Rodentia

0/U Maxillopoda Calanoida

0/U

Eukaryota

Coccidia

0/U

Fungi

0/U Metazoa

Actinopteri

Amphibia AnthozoaAves

Chromadorea

Echinoidea

GastropodaHydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_56 : 26118 unigenes, 10854 (41.56%) taxonomically assigned

0/U Metazoa

0/U Insecta

0/U Diptera 0/U
Hymenoptera

0/U

Mammalia

0/U Maxillopoda 0/U Calanoida 0/U
Calanidae

0/U Calanus

0/U Cyclopoida

0/U Oithonidae

0/U Oithona Oithona nana

0/U Metazoa

0/U Insecta

0/U Diptera 0/U
Hymenoptera

0/U

Mammalia

0/U Maxillopoda 0/U Calanoida 0/U
Calanidae

Calanus

0/U Cyclopoida

0/U Oithonidae

Oithona

0/U Metazoa

0/U Insecta

0/U Diptera 0/U
Hymenoptera

0/U

Mammalia

0/U Maxillopoda 0/U Calanoida Calanidae

0/U Cyclopoida

Oithonidae

0/U Metazoa

0/U Insecta

Diptera Hymenoptera

0/U

Mammalia

0/U Maxillopoda Calanoida

Cyclopoida

0/U Metazoa

Insecta

Mammalia

MaxillopodaEukaryota



MGT−v1_57 : 25971 unigenes, 23662 (91.11%) taxonomically assigned

0/U Pelagophyceae

0/U

Pelagomonadales

0/U

Pelagococcus

0/U Pelagomonas

Pelagomonas calceolata

0/U Pelagophyceae

0/U

Pelagomonadales

Pelagococcus

Pelagomonas

0/U Pelagophyceae

0/U Pelagomonadales

0/U Pelagophyceae

Pelagomonadales
Eukaryota



MGT−v1_58 : 25964 unigenes, 22457 (86.49%) taxonomically assigned

0/U Eukaryota

0/U

Coccolithales

0/U
Isochrysidales

0/U Noelaerhabdaceae0/U Phaeocystales

0/U Phaeocystaceae

0/U Phaeocystis

0/U
Prymnesiales

0/U Prymnesiaceae

0/U Eukaryota

0/U

Coccolithales

0/U
Isochrysidales

0/U Noelaerhabdaceae0/U Phaeocystales

0/U Phaeocystaceae

Phaeocystis

0/U
Prymnesiales

0/U Prymnesiaceae

0/U Eukaryota

0/U

Coccolithales

0/U
Isochrysidales

Noelaerhabdaceae0/U Phaeocystales

Phaeocystaceae

0/U
Prymnesiales

Prymnesiaceae

0/U Eukaryota

Coccolithales

Isochrysidales

Phaeocystales

Prymnesiales

Eukaryota



MGT−v1_59 : 24885 unigenes, 16150 (64.90%) taxonomically assigned

0/U

Tintinnida

0/U

Tintinnida

0/U

Tintinnida

0/U Heterotrichea

Heterotrichida

Tintinnida

0/U

Insecta

0/U Eukaryota

Dinophyceae

Heterotrichea

Spirotrichea

0/U

Fungi0/U Metazoa Insecta

no
Class

0/U Eukaryota

FungiMetazoa Viridiplantae

Eukaryota



MGT−v1_60 : 24590 unigenes, 20191 (82.11%) taxonomically assigned

0/U
Metazoa

0/U
Insecta

0/U Maxillopoda
0/U

Calanoida
0/U

Calanidae

0/U Calanus

0/U
Cyclopoida

0/U Oithonidae

0/U Oithona
Oithona

nana

0/U
Metazoa

0/U
Insecta

0/U Maxillopoda
0/U

Calanoida
0/U

Calanidae

Calanus

0/U
Cyclopoida

0/U Oithonidae

Oithona

0/U
Metazoa

0/U
Insecta

0/U Maxillopoda
0/U

Calanoida
Calanidae

0/U
Cyclopoida

Oithonidae

0/U
Metazoa

0/U
Insecta

Diptera
0/U Maxillopoda Calanoida

Cyclopoida

0/U
Metazoa

Insecta

Eukaryota



MGT−v1_61 : 24539 unigenes, 4353 (17.74%) taxonomically assigned

0/U

Thalassiosirales

0/U

Thalassiosiraceae

0/U
Calanoida

0/U
Calanidae

0/U Calanus

0/U Cyclopoida

0/U Oithonidae

0/U Oithona

0/U

Thalassiosirales

0/U

Thalassiosiraceae

0/U
Calanoida

0/U
Calanidae

Calanus

0/U Cyclopoida

0/U Oithonidae

Oithona

0/U

Thalassiosirales

Thalassiosiraceae

0/U
Calanoida

Calanidae

0/U Cyclopoida Oithonidae

0/U

Dinophyceae

Gonyaulacales

0/U

Actinopteri

0/U

Aves

0/U

Hydrozoa

0/U Insecta

Diptera

0/U

Mammalia0/U Maxillopoda
Calanoida

Cyclopoida

0/U Eukaryota Coscinodiscophyceae Dinophyceae

0/U Metazoa

Actinopteri
Aves

Hydrozoa

Insecta

Mammalia

Maxillopoda
no

Class

0/U Eukaryota

Metazoa

Eukaryota



MGT−v1_62 : 24118 unigenes, 2159 (8.95%) taxonomically assigned

0/U

Calanus
Calanus

0/U Calanoida

Calanidae

0/U

Aconoidasida

0/U
Actinopteri

0/U
Anthozoa

0/U
Arachnida

0/U

Aves

0/U
Chromadorea

0/U

Demospongiae

0/U

Echinoidea

0/U
Gastropoda

0/U Hydrozoa

Leptothecata

0/U
Mammalia

0/U Maxillopoda Calanoida

0/U

Liliopsida

0/U

Eukaryota

Aconoidasida

0/U
Fungi

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Aves

Chromadorea

Demospongiae

Echinoidea

Gastropoda

Hydrozoa Insecta

Mammalia

Maxillopoda

Liliopsida

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_63 : 23949 unigenes, 19179 (80.08%) taxonomically assigned

0/U Eukaryota

0/U
Coscinodiscophyceae

0/U

Thalassiosirales

0/U

Fragilariophyceae

0/U Mediophyceae

0/U Cymatosirales 0/U Cymatosiraceae

0/U Extubocellulus

0/U Eukaryota

0/U
Coscinodiscophyceae

0/U

Thalassiosirales

0/U

Fragilariophyceae

0/U Mediophyceae

0/U Cymatosirales 0/U Cymatosiraceae

Extubocellulus Minutocellus

0/U Eukaryota

0/U
Coscinodiscophyceae

0/U

Thalassiosirales

Thalassiosiraceae

0/U

Fragilariophyceae

0/U Mediophyceae

0/U Cymatosirales Cymatosiraceae

0/U Eukaryota

Bacillariales

0/U

Coscinodiscophyceae Thalassiosirales

0/U

Fragilariophyceae

0/U Mediophyceae

Cymatosirales

0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

Fragilariophyceae

Mediophyceae Eukaryota



MGT−v1_64 : 23483 unigenes, 1577 (6.72%) taxonomically assigned

Harrimaniidae

0/U

Decapoda

0/U

Amphibia

0/U
Arachnida

0/U
Aves

0/U
Bivalvia

0/U
Chromadorea

0/U Echinoidea

Echinoida 0/U

Enteropneusta

0/U

Gastropoda0/U Hydrozoa

AnthoathecataLeptothecata

0/U
Malacostraca

Decapoda

0/U
Maxillopoda

Calanoida

0/U

Eukaryota

0/U
Fungi

0/U Metazoa

Actinopteri

Amphibia
Anthozoa

Arachnida

Aves

Bivalvia

Chromadorea

Echinoidea

Enteropneusta

GastropodaHydrozoa

Insecta

Malacostraca

Mammalia
Maxillopoda

Polychaeta

0/U

Viridiplantae

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_65 : 23454 unigenes, 21987 (93.75%) taxonomically assigned

0/U Mamiellales

0/U Bathycoccaceae

0/U Bathycoccus

Bathycoccus prasinos

0/U Mamiellales

0/U Bathycoccaceae Bathycoccus

0/U Mamiellales

Bathycoccaceae

Eukaryota



MGT−v1_66 : 23371 unigenes, 17172 (73.48%) taxonomically assigned

0/U
Coccolithales

0/U

Coccosphaerales

0/U Isochrysidales

0/U Noelaerhabdaceae

0/U Phaeocystales

0/U

Phaeocystaceae

0/U
Coccolithales

0/U

Coccosphaerales

Pontosphaeraceae

0/U Isochrysidales

0/U Noelaerhabdaceae

0/U Phaeocystales

0/U

Phaeocystaceae

0/U
Coccolithales

0/U

Coccosphaerales

0/U Isochrysidales

Noelaerhabdaceae

0/U Phaeocystales

Phaeocystaceae

0/U Eukaryota

Coccolithales

Coccosphaerales

IsochrysidalesPhaeocystalesPrymnesiales

Eukaryota



MGT−v1_67 : 23357 unigenes, 18717 (80.13%) taxonomically assigned

0/U Eukaryota

0/U
Coccolithales

0/U Isochrysidales

0/U

Phaeocystales
0/U Phaeocystaceae

0/U Phaeocystis

Phaeocystis antarctica

0/U Prymnesiales

0/U Prymnesiaceae

0/U

Pelagomonas

0/U Eukaryota

0/U
Coccolithales

0/U Isochrysidales

0/U

Phaeocystales
0/U PhaeocystaceaePhaeocystis

0/U Prymnesiales

0/U Prymnesiaceae

Pelagomonas

0/U Eukaryota

0/U
Coccolithales

0/U Isochrysidales

0/U

Phaeocystales
Phaeocystaceae

0/U Prymnesiales

Prymnesiaceae

0/U Eukaryota

Coccolithales

Isochrysidales

Phaeocystales

Prymnesiales

Eukaryota



MGT−v1_68 : 23241 unigenes, 5500 (23.67%) taxonomically assigned

0/U Calanoida

0/U Calanidae 0/U Calanus

Calanus finmarchicus 0/U Cyclopoida 0/U Oithonidae

0/U Calanoida

0/U Calanidae Calanus

0/U Cyclopoida 0/U Oithonidae

0/U Calanoida

Calanidae

0/U Cyclopoida Oithonidae

0/U

Eukaryota

0/U

Actinopteri

0/U

Anthozoa

Actiniaria

0/U

Ascidiacea

Rhabditida

0/U
Echinoidea

0/U
Hydrozoa

0/U Insecta

Diptera

0/U MaxillopodaCalanoida

Cyclopoida

0/U

Eukaryota

0/U Metazoa
Actinopteri

Anthozoa
AscidiaceaAves

Echinoidea

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_69 : 21901 unigenes, 15008 (68.53%) taxonomically assigned

0/U
Metazoa

0/U
Insecta

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

0/U Calanus

0/U
Metazoa

0/U
Insecta

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

Calanus

0/U
Metazoa

0/U
Insecta

0/U Maxillopoda

0/U CalanoidaCalanidae

0/U
Metazoa

0/U
Insecta

Diptera

0/U Maxillopoda

Calanoida

0/U
Metazoa

Insecta

MaxillopodaEukaryota



MGT−v1_70 : 21806 unigenes, 8234 (37.76%) taxonomically assigned

0/U Appendicularia

0/U Oikopleuridae

0/U

Cionidae

0/U Appendicularia

0/U Oikopleuridae

0/U

Cionidae

Ciona

0/U Appendicularia

Oikopleuridae

Cionidae

0/U
Dinophyceae

0/U

Actinopteri

0/U

Chromadorea

0/U
Hydrozoa

0/U
Mammalia

Dinophyceae 0/U
Fungi

0/U Metazoa

Actinopteri

Appendicularia

Ascidiacea

Aves

Chromadorea

Echinoidea

Hydrozoa

Insecta

Mammalia

0/U
Viridiplantae

0/U Eukaryota
Fungi

Metazoa

Viridiplantae

no

Kingdom

Eukaryota



MGT−v1_71 : 21792 unigenes, 18591 (85.31%) taxonomically assigned

0/U Bacteria

Proteobacteria

bacterium JGI

0000113−L05

Proteobacteria
bacterium JGI
0000113−P07

uncultured

marine

bacterium

EB0_39H12

0/U

Actinobacteria

0/U Candidatus

Actinomarinaceae

0/U

Candidatus

Actinomarina

0/U Alphaproteobacteria

alpha
proteobacterium

SCGC
AAA298−K06

alpha

proteobacterium

SCGC

AAA536−K22

alpha
proteobacterium

SCGC
AB−629−F11

0/U
Pelagibacterales

0/U Pelagibacteraceae

0/U Candidatus
Pelagibacter

0/U

Rhizobiales

0/U

Rhodobacterales

0/U
Rhodobacteraceae

0/U Gammaproteobacteria

gamma

proteobacterium

SCGC

AAA168−P09

SAR86 cluster

bacterium SAR86E

0/U

Viruses

0/U
Caudovirales

0/U Myoviridae

0/U Candidatus

Actinomarinaceae

Candidatus

Actinomarina

0/U
Pelagibacterales

0/U Pelagibacteraceae

Candidatus Pelagibacter

0/U

Rhizobiales

0/U

Rhodobacterales

0/U
Rhodobacteraceae

0/U
Caudovirales

0/U Myoviridae

0/U
Pelagibacterales

0/U

Rhizobiales

0/U

Rhodobacterales

0/U
Caudovirales

Myoviridae

0/U

Actinobacteria
Candidatus

Actinomarinales

0/U Alphaproteobacteria
Pelagibacterales

RhizobialesRhodobacterales

0/U Flavobacteriia

Flavobacteriales

0/U Gammaproteobacteria

AlteromonadalesCellvibrionales

0/U

Eukaryota

0/U Viruses

Caudovirales

0/U Bacteria

Actinobacteria

Alphaproteobacteria

Flavobacteriia

Gammaproteobacteria

0/U
Eukaryota

FungiMetazoaViridiplantae

Bacteria

Eukaryota

no
superKingdom

Viruses



MGT−v1_72 : 21014 unigenes, 9930 (47.25%) taxonomically assigned

0/U

Ostreoida

0/U
Gastropoda

0/U

Rhynchobdellida

0/U Capitellida 0/U
Capitellidae

0/U Capitella

0/U

Ostreoida

0/U
Gastropoda

0/U

Rhynchobdellida

0/U Capitellida 0/U
Capitellidae

Capitella

0/U

Ostreoida

0/U
Gastropoda

0/U

Rhynchobdellida

0/U Capitellida
0/U

Actinopteri

0/U

Aves

0/U
Bivalvia

Ostreoida

0/U

Echinoidea

Echinoida

0/U
Enteropneusta

0/U

Hirudinida

Rhynchobdellida

0/U
Mammalia

0/U PolychaetaCapitellida

0/U Metazoa

Actinopteri

Aves

Bivalvia

Echinoidea

Enteropneusta

Gastropoda

Hirudinida

Insecta

Mammalia

Polychaeta

Fungi

Eukaryota



MGT−v1_73 : 20936 unigenes, 1600 (7.64%) taxonomically assigned

0/U
Eukaryota

Harrimaniidae Penaeidae

0/U
Eukaryota

0/U
Actinopteri

Characiformes Cichliformes

0/U
Anthozoa

0/U

Chromadorea

0/U
Enteropneusta 0/U

Gastropoda

0/U
Hirudinida

0/U Hydrozoa

AnthoathecataLeptothecata

0/U
Maxillopoda

Calanoida

0/U
Eukaryota

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Bivalvia

Chromadorea

Echinoidea

Enteropneusta
Gastropoda

Hirudinida

Hydrozoa

Insecta

Malacostraca

Mammalia

Maxillopoda

Polychaeta

Liliopsida

0/U
Eukaryota

Fungi

Eukaryota



MGT−v1_74 : 20616 unigenes, 14249 (69.12%) taxonomically assigned

0/U Eukaryota

0/U

Coccolithales

0/U

Isochrysidales

0/U Noelaerhabdaceae

0/U Phaeocystales

0/U Phaeocystaceae

0/U Phaeocystis

Phaeocystis antarctica
0/U

Prymnesiales

0/U

Dinophyceae

0/U
Pelagophyceae

0/U
Pelagomonadales

0/U Pelagomonas

0/U Eukaryota

0/U

Coccolithales

0/U

Isochrysidales

0/U Noelaerhabdaceae

0/U Phaeocystales

0/U PhaeocystaceaePhaeocystis

0/U
Prymnesiales

0/U

Dinophyceae

0/U
Pelagophyceae

0/U
Pelagomonadales

Pelagomonas

0/U Eukaryota

0/U

Coccolithales

0/U

Coccosphaerales0/U

Isochrysidales

Noelaerhabdaceae

0/U Phaeocystales

Phaeocystaceae

0/U
Prymnesiales

0/U

Dinophyceae

0/U
Pelagophyceae

0/U Eukaryota

Coccolithales

CoccosphaeralesIsochrysidales

Phaeocystales

Prymnesiales

0/U

Dinophyceae

Gymnodiniales

0/U
Pelagophyceae

0/U Eukaryota

CryptophytaDinophyceaePelagophyceae

Eukaryota



MGT−v1_75 : 20421 unigenes, 819 (4.01%) taxonomically assigned

0/U Metazoa

0/U Actinopteri

0/U Moronidae 0/U Dicentrarchus
0/U Cypriniformes

0/U

Anthozoa

0/U

Arachnida

0/U

Ascidiacea

0/U

Bivalvia

0/U
Chromadorea

0/U Spirurida

0/U Echinoidea

0/U Echinoida
0/U

Enoplea

0/U

Enteropneusta 0/U

Gastropoda

0/U Hydrozoa

0/U

Anthoathecata

0/U
Leptothecata

0/U Insecta

0/U Diptera0/U Hemiptera 0/U Reduviidae

0/U Mammalia

0/U
Maxillopoda

0/U
Calanoida

0/U

Calanidae

0/U

Calanus

0/U Polychaeta

0/U Metazoa

0/U Actinopteri

0/U Moronidae Dicentrarchus
0/U Cypriniformes

0/U

Anthozoa

0/U

Arachnida

0/U

Ascidiacea

0/U

Bivalvia

0/U
Chromadorea

0/U Spirurida

0/U Echinoidea

0/U Echinoida
0/U

Enoplea

0/U

Enteropneusta 0/U

Gastropoda

0/U Hydrozoa

0/U

Anthoathecata

0/U
Leptothecata

0/U Insecta

0/U Diptera0/U Hemiptera 0/U Reduviidae

0/U Mammalia

0/U
Maxillopoda

0/U
Calanoida

0/U

Calanidae

Calanus

0/U Polychaeta

0/U Metazoa

0/U Actinopteri

Moronidae
0/U Cypriniformes

0/U

Anthozoa

0/U

Arachnida

0/U

Ascidiacea

0/U

Bivalvia

0/U
Chromadorea

0/U Spirurida

0/U Echinoidea

0/U Echinoida
0/U

Enoplea

0/U

Enteropneusta 0/U

Gastropoda

0/U Hydrozoa

0/U

Anthoathecata

0/U
Leptothecata

0/U Insecta

0/U Diptera0/U Hemiptera Reduviidae

0/U Mammalia

0/U
Maxillopoda

0/U
Calanoida

Calanidae

0/U Polychaeta

0/U Metazoa

0/U Actinopteri

BeloniformesCypriniformes

0/U

Anthozoa

0/U

Arachnida

0/U

Ascidiacea

0/U

Bivalvia

0/U
Chromadorea

Spirurida

0/U Echinoidea

Echinoida
0/U

Enoplea

0/U
Enteropneusta

0/U

Gastropoda

0/U Hydrozoa

Anthoathecata

Leptothecata

0/U Insecta

DipteraHemiptera

0/U Mammalia

0/U
Maxillopoda

Calanoida

0/U Polychaeta

0/U Metazoa

Actinopteri

Anthozoa

ArachnidaAscidiacea

Bivalvia

Chilopoda

Chromadorea

Echinoidea

Enoplea

Enteropneusta
Gastropoda

Hirudinida

Hydrozoa

InsectaMammalia

Maxillopoda

Polychaeta

Fungi

Eukaryota



MGT−v1_76 : 20019 unigenes, 18143 (90.63%) taxonomically assigned

0/U

Eukaryota

0/U Coscinodiscophyceae

0/U Thalassiosirales

0/U Thalassiosiraceae

0/U Thalassiosira

Thalassiosira oceanica

0/U

Eukaryota

Phaeocystis

0/U Coscinodiscophyceae

0/U Thalassiosirales

0/U ThalassiosiraceaeThalassiosira

0/U

Eukaryota

0/U Coscinodiscophyceae

0/U Thalassiosirales

Thalassiosiraceae

0/U

Eukaryota

0/U Coscinodiscophyceae

Thalassiosirales 0/U

Eukaryota

CoscinodiscophyceaeEukaryota



MGT−v1_77 : 19847 unigenes, 1372 (6.91%) taxonomically assigned

0/U Entamoeba

0/U

Penaeidae

Entamoeba

0/U

Penaeidae

Vannellidae

0/U
Leptothecata

Campanulariidae

0/U
Decapoda

Nephropidae

Penaeidae

0/U
Actinopteri

0/U

Anthozoa

0/U

Arachnida

0/U
Bivalvia

0/U

Demospongiae0/U Echinoidea

Echinoida

0/U
Enteropneusta

0/U
Gastropoda

0/U Hydrozoa

Anthoathecata

Leptothecata 0/U Insecta

Diptera Hemiptera Hymenoptera

0/U
Maxillopoda

Calanoida

0/U

Eukaryota

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Aves
Bdelloidea

Bivalvia

Demospongiae

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa Insecta

Malacostraca

Mammalia

Maxillopoda

Polychaeta

0/U

Viridiplantae

Liliopsida

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_78 : 19718 unigenes, 13905 (70.52%) taxonomically assigned

0/U
Metazoa

0/U
Insecta

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

0/U Calanus

0/U
Metazoa

0/U
Insecta

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

Calanus

0/U
Metazoa

0/U
Insecta

0/U Maxillopoda

0/U CalanoidaCalanidae
0/U

Metazoa

0/U
Insecta

0/U Maxillopoda

Calanoida
0/U

Metazoa

Insecta

Eukaryota



MGT−v1_79 : 19705 unigenes, 1317 (6.68%) taxonomically assigned

0/U Calanidae 0/U
Calanus

Calanus

finmarchicus

Atta

0/U Calanidae Calanus

0/U Calanoida

Calanidae 0/U

Eukaryota

0/U

Actinopteri

0/U
Anthozoa

0/U

Ascidiacea

0/U

Aves
Rhabditida

0/U
Echinoidea

0/U Maxillopoda Calanoida

0/U

Eukaryota

0/U Metazoa

Actinopteri

Anthozoa

Ascidiacea

Aves

Echinoidea

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Eukaryota

Eukaryota



MGT−v1_80 : 18684 unigenes, 999 (5.35%) taxonomically assigned

0/U
Actinopteri

0/U

Amphibia

0/U
Anthozoa

0/U

Arachnida
0/U

Bivalvia

0/U Ostreidae

0/U

Chromadorea

0/U Echinoidea

0/U Echinoida

0/U
Enteropneusta

0/U
Gastropoda

0/U
Malacostraca

0/U
Decapoda

0/U

Penaeidae

0/U
Polychaeta

0/U
Actinopteri

0/U

Amphibia

0/U
Anthozoa

0/U

Arachnida
0/U

Bivalvia

0/U Ostreidae

0/U

Chromadorea

0/U Echinoidea

0/U Echinoida

0/U
Enteropneusta

0/U
Gastropoda

0/U
Malacostraca

0/U
Decapoda

Pandalopsis

0/U

Penaeidae

0/U
Polychaeta

0/U
Actinopteri

0/U

Amphibia

0/U
Anthozoa

0/U

Arachnida
0/U

Bivalvia

Ostreidae

0/U

Chromadorea

0/U Echinoidea

0/U Echinoida

0/U
Enteropneusta

0/U
Gastropoda

0/U
Malacostraca

0/U
Decapoda

Pandalidae

Penaeidae

0/U
Polychaeta

0/U
Actinopteri

0/U

Amphibia

0/U
Anthozoa

0/U

Arachnida
0/U

Bivalvia

Ostreoida

0/U

Chromadorea

0/U Echinoidea

Echinoida

0/U
Gastropoda

0/U
Malacostraca

Decapoda

Calanoida

Cyclopoida

0/U
Polychaeta

0/U

Eukaryota

Cryptophyta

0/U

Fungi

0/U Metazoa

Actinopteri

Amphibia

Anthozoa

Arachnida

Ascidiacea

BivalviaChromadorea

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

Insecta

Malacostraca

Mammalia
Maxillopoda

Polychaeta

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_81 : 18570 unigenes, 9375 (50.48%) taxonomically assigned

0/U
Mammalia

0/U Maxillopoda

0/U Calanoida
0/U

Calanidae

0/U Cyclopoida

0/U Oithonidae 0/U Oithona

Oithona nana

0/U
Mammalia

0/U Maxillopoda

0/U Calanoida
0/U

Calanidae

0/U Cyclopoida

0/U Oithonidae Oithona

0/U
Mammalia

0/U Maxillopoda

0/U Calanoida Calanidae

0/U Cyclopoida

Oithonidae

0/U
Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U Metazoa

Aves

Hydrozoa

Insecta

Mammalia

Maxillopoda

Eukaryota



MGT−v1_82 : 18520 unigenes, 1722 (9.30%) taxonomically assigned

0/U Calanidae
0/U Calanus

Calanus finmarchicus

0/U Calanidae Calanus

0/U Calanoida

Calanidae

0/U

Actinopteri

0/U
Amphibia

0/U

Aves

0/U

Chromadorea

0/U

Echinoidea

0/U
Gastropoda

0/U

Mammalia

0/U MaxillopodaCalanoida

0/U

Trematoda

0/U Metazoa
Actinopteri

Amphibia

Aves

Chromadorea

Echinoidea

Gastropoda

Hydrozoa

Insecta
Mammalia

Maxillopoda

Trematoda

Fungi

Eukaryota



MGT−v1_83 : 18203 unigenes, 1900 (10.44%) taxonomically assigned

0/U

Spadella

0/U Branchiostomidae BranchiostomaBranchiostomidae 0/U
Actiniaria

0/U
Actinopteri

0/U

Anthozoa

Actiniaria

0/U

Arachnida

0/U
Aves

0/U
Bivalvia

Ostreoida

0/U

Echinoidea

0/U

Gastropoda

0/U
Hydrozoa

0/U
Mammalia 0/U

Maxillopoda

Calanoida

0/U

Polychaeta

Capitellida

Aphragmophora

Phragmophora

0/U

Bacteria

Bacilli0/U Fungi

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Aves

Bivalvia

Echinoidea

Gastropoda

Hydrozoa

Insecta

Mammalia Maxillopoda

Polychaeta

Sagittoidea

0/U
Viridiplantae

no
Class

0/U

Bacteria

0/U Eukaryota Fungi

Metazoa

Viridiplantae

Bacteria

Eukaryota



MGT−v1_84 : 18092 unigenes, 17567 (97.10%) taxonomically assigned
0/U Viridiplantae

0/U Mamiellophyceae

0/U

Mamiellales

0/U Mamiellaceae

0/U Micromonas Micromonas pusilla

0/U Viridiplantae

0/U Mamiellophyceae

0/U

Mamiellales

0/U Mamiellaceae

Micromonas

0/U Viridiplantae

0/U Mamiellophyceae

0/U

Mamiellales
Mamiellaceae

0/U Viridiplantae

0/U Mamiellophyceae

Mamiellales

0/U Viridiplantae

MamiellophyceaeEukaryota



MGT−v1_85 : 17568 unigenes, 10797 (61.46%) taxonomically assigned

0/U Bacteria

Proteobacteria
bacterium JGI
0000113−E04

Proteobacteria
bacterium JGI
0000113−P07

0/U Alphaproteobacteria

0/U
Pelagibacterales

0/U
Candidatus
Pelagibacter

Candidatus

Pelagibacter ubique
0/U

Rhodobacterales

0/U
Flavobacteriia

Flavobacteria
bacterium

MS024−2A

0/U

Flavobacteriaceae

0/U

Gammaproteobacteria

0/U Eukaryota

0/U

Isochrysidales

0/U Phaeocystales

0/U

Phaeocystaceae
0/U Phaeocystis

Phaeocystis antarctica

0/U
Prymnesiales

0/U
Mamiellales

0/U Mamiellaceae

0/U Micromonas

0/U Alphaproteobacteria

0/U
Pelagibacterales

Candidatus
Pelagibacter

0/U

Rhodobacterales

0/U
Flavobacteriia

0/U

Flavobacteriaceae

0/U

Gammaproteobacteria

0/U Eukaryota

0/U

Isochrysidales

0/U Phaeocystales

0/U

Phaeocystaceae
Phaeocystis

0/U
Prymnesiales

0/U
Mamiellales

0/U Mamiellaceae

Micromonas

0/U Alphaproteobacteria

0/U
PelagibacteralesPelagibacteraceae

0/U

Rhodobacterales

0/U
Flavobacteriia

Flavobacteriaceae

0/U

Gammaproteobacteria

0/U Eukaryota

0/U

Isochrysidales

0/U Phaeocystales

Phaeocystaceae

0/U
Prymnesiales

0/U
Mamiellales

Mamiellaceae

0/U Alphaproteobacteria

Pelagibacterales Rhodobacterales

0/U
Flavobacteriia

0/U

Gammaproteobacteria

0/U Eukaryota

Isochrysidales

Phaeocystales

Prymnesiales

0/U Bacteria

Alphaproteobacteria

Cytophagia

Flavobacteriia

Gammaproteobacteria
0/U Eukaryota

Viridiplantae

0/U

Viruses

Archaea

Bacteria

Eukaryota

no superKingdom Viruses



MGT−v1_86 : 17321 unigenes, 13696 (79.07%) taxonomically assigned

0/U Bacteria

Proteobacteria

bacterium JGI

0000113−P07

Verrucomicrobia

bacterium

SCGC

AAA164−M04

0/U Candidatus

Actinomarinales

0/U Candidatus
Actinomarinaceae

0/U

Candidatus
Actinomarina

0/U

Pelagibacterales

0/U Pelagibacteraceae

0/U Candidatus
Pelagibacter

0/U
Flavobacteriales

0/U

Flavobacteriaceae

SAR86

cluster

bacterium

SAR86B

0/U

Nassellaria
0/U

Theoperidae

0/U Spirotrichea

0/U Strombidiidae

0/U Oxytrichidae

0/U Metazoa

0/U Candidatus

Actinomarinales

0/U Candidatus
Actinomarinaceae

Candidatus
Actinomarina

0/U

Pelagibacterales

0/U Pelagibacteraceae

Candidatus Pelagibacter

0/U
Flavobacteriales

0/U

Flavobacteriaceae
0/U

Nassellaria
0/U

Theoperidae

0/U Spirotrichea

0/U Strombidiidae

0/U Oxytrichidae

0/U Metazoa

0/U Candidatus

Actinomarinales

Candidatus
Actinomarinaceae

0/U

Pelagibacterales
Pelagibacteraceae

0/U
Flavobacteriales

Flavobacteriaceae

0/U

Nassellaria

Theoperidae

0/U Spirotrichea

Strombidiidae

Oxytrichidae

0/U Metazoa

Myoviridae

0/U
Actinobacteria

Candidatus

Actinomarinales

0/U Spirotrichea

Sporadotrichida

0/U Bacteria

Actinobacteria

Alphaproteobacteria

Flavobacteriia

Gammaproteobacteria

0/U Eukaryota

Spirotrichea

0/U Viridiplantae Mamiellophyceae FungiMetazoaViridiplantae

0/U
Viruses

Bacteria

Eukaryota

no superKingdom Viruses



MGT−v1_87 : 17319 unigenes, 14141 (81.65%) taxonomically assigned

0/U

Bacteria

0/U

Cryptophyta

0/U

Labyrinthulomycetes

0/U Viridiplantae

0/U

Bacteria

0/U Eukaryota

CryptophytaDinophyceae Labyrinthulomycetes Oomycetes

0/U Fungi0/U Metazoa InsectaMammalia

no

Class

0/U

Bacteria

0/U Eukaryota

FungiMetazoa Viridiplantae

Bacteria

Eukaryota



MGT−v1_88 : 17312 unigenes, 13697 (79.12%) taxonomically assigned

0/U Coscinodiscophyceae

0/U Chaetocerotales 0/U

Chaetocerotaceae

0/U Chaetoceros

0/U
Fragilariophyceae

0/U
Mediophyceae

0/U Coscinodiscophyceae

0/U Chaetocerotales 0/U

Chaetocerotaceae

Chaetoceros

0/U
Fragilariophyceae

0/U
Mediophyceae

0/U Coscinodiscophyceae

0/U Chaetocerotales Chaetocerotaceae

0/U
Fragilariophyceae

0/U
Mediophyceae

0/U Coscinodiscophyceae

Chaetocerotales

0/U
Fragilariophyceae

0/U
Mediophyceae

0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

FragilariophyceaeMediophyceae

Eukaryota



MGT−v1_89 : 17308 unigenes, 9914 (57.28%) taxonomically assigned

0/U

Metazoa

0/U

Echinoidea

0/U

Hydrozoa

0/U

Insecta

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

0/U Calanus
Calanus

finmarchicus

0/U

Metazoa

0/U

Echinoidea

0/U

Hydrozoa

0/U

Insecta

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

Calanus

0/U

Metazoa

0/U

Echinoidea

0/U

Hydrozoa

0/U

Insecta

0/U

Mammalia

0/U Maxillopoda

0/U CalanoidaCalanidae

0/U

Metazoa

0/U

Echinoidea

0/U

Hydrozoa

0/U

Insecta

0/U

Mammalia

0/U Maxillopoda

Calanoida

0/U

Metazoa

Echinoidea

Hydrozoa

Insecta

Mammalia

Eukaryota



MGT−v1_90 : 17298 unigenes, 7708 (44.56%) taxonomically assigned

0/U Appendicularia

0/U Oikopleuridae

0/U Oikopleura

0/U Appendicularia

0/U Oikopleuridae

Oikopleura

0/U AppendiculariaOikopleuridae

0/U

Actinopteri
0/U

Ascidiacea

Enterogona

0/U

Hydrozoa

0/U
Insecta

Diptera

0/U
Mammalia

0/U

Eukaryota

0/U Metazoa

Actinopteri

Appendicularia

Ascidiacea

InsectaMammalia

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_91 : 17243 unigenes, 2376 (13.78%) taxonomically assigned

0/U
Calanidae

Calanus

0/U Oithonidae

Oithona

0/U
Calanoida

Calanidae

0/U CyclopoidaOithonidae

Caligidae

0/U

Bacilli

0/U
Dinophyceae

0/U

Actinopteri

0/U
Aves

0/U
Hydrozoa

Anthoathecata

0/U Insecta

Diptera Isoptera

0/U

Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Bacteria

Bacilli

0/U Eukaryota Dinophyceae 0/U
Fungi

0/U Metazoa

Actinopteri
Anthozoa

Aves

Echinoidea

Hydrozoa

Insecta Mammalia

Maxillopoda

0/U

Bacteria

0/U Eukaryota
Fungi

Metazoa

Viridiplantae

Bacteria

Eukaryota



MGT−v1_92 : 17212 unigenes, 2547 (14.80%) taxonomically assigned

0/U
Calanidae

0/U
Calanus

0/U
Oithona

Oithona nana

0/U
Calanidae

Calanus

Oithona

0/U

Hymenoptera

0/U
Calanoida

Calanidae

0/U Cyclopoida

Oithonidae

0/U

Dinophyceae

0/U
Actinopteri

0/U

Aves

0/U

Echinoidea

0/U

Hydrozoa

0/U Insecta

Hymenoptera

0/U
Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U Eukaryota Dinophyceae

0/U Metazoa

Actinopteri

Arachnida

Aves

Branchiopoda

Echinoidea

Hydrozoa

Insecta

Mammalia

Maxillopoda

no

Class

0/U Eukaryota
Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_93 : 17030 unigenes, 13439 (78.91%) taxonomically assigned

0/U
Bacillariophyceae

0/U
Bacillariales

0/U

Bacillariaceae

0/U

Chaetocerotales

0/U

Chaetoceros

Chaetoceros

debilis

0/U

Corethrales

0/U

Thalassiosirales

0/U

Fragilariophyceae

0/U
Mediophyceae

0/U
Bacillariophyceae

0/U
Bacillariales

0/U

Bacillariaceae

0/U

Chaetocerotales

Chaetoceros

0/U

Corethrales

0/U

Thalassiosirales

0/U

Fragilariophyceae

0/U
Mediophyceae

0/U
Bacillariophyceae

0/U
Bacillariales

Bacillariaceae

0/U

Chaetocerotales

Chaetocerotaceae

0/U

Corethrales

Corethraceae
0/U

Thalassiosirales

0/U

Fragilariophyceae

0/U
Mediophyceae

0/U
Bacillariophyceae

Bacillariales

Chaetocerotales

Corethrales Thalassiosirales

0/U

Fragilariophyceae

Thalassionemales

0/U
Mediophyceae

Eupodiscales

0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

Fragilariophyceae

Mediophyceae

Eukaryota



MGT−v1_94 : 16921 unigenes, 10774 (63.67%) taxonomically assigned

0/U Enterogona 0/U
Cionidae

0/U Ciona

0/U Enterogona 0/U
Cionidae

Ciona

0/U Enterogona Cionidae

0/U
Actinopteri

0/U Ascidiacea

Enterogona

0/U

Aves
0/U

Echinoidea

0/U

Enteropneusta

0/U

Gastropoda0/U

Hydrozoa

0/U Metazoa

Actinopteri

Ascidiacea

Aves

ChromadoreaEchinoidea

Enteropneusta Gastropoda

HydrozoaInsectaMammalia
Fungi

Eukaryota



MGT−v1_95 : 16663 unigenes, 14010 (84.08%) taxonomically assigned

0/U Eukaryota

0/U Bacillariophyceae

0/U Bacillariales

0/U Bacillariaceae

0/U

Fragilariopsis
0/U Pseudo−nitzschia

0/U
Coscinodiscophyceae

0/U Eukaryota

0/U Bacillariophyceae

0/U Bacillariales

0/U Bacillariaceae

FragilariopsisPseudo−nitzschia

0/U
Coscinodiscophyceae

0/U Eukaryota

0/U Bacillariophyceae

0/U BacillarialesBacillariaceae

0/U
Coscinodiscophyceae

0/U Eukaryota

Isochrysidales

0/U Bacillariophyceae

Bacillariales

0/U

Coscinodiscophyceae

Thalassiosirales

0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

Dinophyceae

Mediophyceae

Eukaryota



MGT−v1_96 : 16663 unigenes, 8754 (52.54%) taxonomically assigned

0/U

Isochrysidales0/U
Phaeocystales

0/U Phaeocystaceae

0/U Phaeocystis

0/U
Prymnesiales

0/U
Corethrales0/U

Corethron

0/U Tintinnida

0/U
Rhabdonellidae

0/U

Isochrysidales0/U
Phaeocystales

0/U Phaeocystaceae

Phaeocystis

0/U
Prymnesiales

0/U
CorethralesCorethron

0/U Tintinnida

0/U
Rhabdonellidae

0/U

Isochrysidales0/U
Phaeocystales

Phaeocystaceae

0/U
Prymnesiales

Prymnesiaceae

0/U
Corethrales

0/U Tintinnida

Rhabdonellidae Xystonellidae

0/U Eukaryota

Isochrysidales

Phaeocystales

Prymnesiales

0/U
Colpodea

0/U

Coscinodiscophyceae

Corethrales

0/U

Dinophyceae

0/U

Heterotrichea

0/U
Oligohymenophorea

Hymenostomatida

0/U Spirotrichea

Sporadotrichida

Tintinnida

0/U

Insecta

0/U Eukaryota

Colpodea

Coscinodiscophyceae

Dinophyceae

HeterotricheaMediophyceae

Oligohymenophorea

Spirotrichea

0/U Fungi0/U Metazoa Insecta

0/U Eukaryota

FungiMetazoa Viridiplantae

Eukaryota



MGT−v1_97 : 16619 unigenes, 9608 (57.81%) taxonomically assigned

0/U Appendicularia

0/U Oikopleuridae

0/U Oikopleura

0/U Appendicularia

0/U Oikopleuridae

Oikopleura

0/U AppendiculariaOikopleuridae

0/U
Actinopteri

0/U

Ascidiacea

Enterogona

0/U
Insecta

0/U

Mammalia

0/U Metazoa

Actinopteri

Appendicularia

Ascidiacea

Hydrozoa

Insecta

Mammalia
Fungi

Eukaryota



MGT−v1_98 : 16604 unigenes, 16205 (97.60%) taxonomically assigned

0/U

Eukaryota

0/U Viridiplantae
0/U Mamiellophyceae

0/U Mamiellales

0/U
Mamiellaceae

0/U Micromonas

Micromonas pusilla
Micromonas

sp. RCC299

0/U

Eukaryota

0/U Viridiplantae
0/U Mamiellophyceae

0/U Mamiellales

0/U
Mamiellaceae

Micromonas
0/U

Eukaryota

0/U Viridiplantae
0/U Mamiellophyceae

0/U Mamiellales

Mamiellaceae
0/U

Eukaryota

0/U Viridiplantae
0/U Mamiellophyceae

Mamiellales 0/U

Eukaryota

Dinophyceae

0/U Viridiplantae

Mamiellophyceae
0/U

EukaryotaEukaryota



MGT−v1_99 : 16366 unigenes, 6202 (37.90%) taxonomically assigned

0/U

Fungi
0/U Metazoa 0/U Insecta

0/U
Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae 0/U Calanus

0/U

Fungi
0/U Metazoa 0/U Insecta

0/U
Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae Calanus

0/U

Fungi
0/U Metazoa 0/U Insecta

0/U
Mammalia

0/U Maxillopoda

0/U Calanoida

Calanidae

0/U

Fungi
0/U Metazoa 0/U Insecta

0/U
Mammalia

0/U MaxillopodaCalanoida

0/U

Fungi
0/U Metazoa Insecta

Mammalia

Maxillopoda

Fungi

Eukaryota



MGT−v1_100 : 15951 unigenes, 14454 (90.62%) taxonomically assigned

0/U Viridiplantae

Prasinophyceae

sp. CCMP1205

Prasinophyceae
sp. CCMP2175

prasinophyte sp. RCC997 (clade VIIA1)

0/U Picochlorum Picochlorum sp. RCC944

0/U Viridiplantae

Picochlorum

0/U Viridiplantae

0/U Trebouxiophyceae

0/U Viridiplantae

0/U Trebouxiophyceae

0/U Viridiplantae

Trebouxiophyceae

Eukaryota



MGT−v1_101 : 15622 unigenes, 7159 (45.83%) taxonomically assigned

0/U
Cionidae

0/U Ciona

0/U
Cionidae

Ciona

Cionidae

0/U
Actinopteri

0/U Ascidiacea

Enterogona

0/U
Aves

0/U

Echinoidea

0/U

Trematoda

0/U

Eukaryota

0/U
Fungi

0/U Metazoa

Actinopteri

Ascidiacea

Aves

Echinoidea

Hydrozoa InsectaMammalia
Trematoda

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_102 : 15538 unigenes, 10851 (69.84%) taxonomically assigned

0/U

Metazoa

0/U

Hydrozoa

0/U

Insecta

0/U
Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

0/U Calanus Calanus

finmarchicus

0/U

Metazoa

0/U

Hydrozoa

0/U

Insecta

0/U
Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

Calanus

0/U

Metazoa

0/U

Hydrozoa

0/U

Insecta

0/U
Mammalia

0/U Maxillopoda

0/U CalanoidaCalanidae
0/U

Metazoa

0/U

Hydrozoa

0/U

Insecta

0/U
Mammalia

0/U Maxillopoda

Calanoida
0/U

Metazoa

Hydrozoa

Insecta

Mammalia

Eukaryota



MGT−v1_103 : 15538 unigenes, 8152 (52.46%) taxonomically assigned

0/U

Calanidae

0/U Calanus

0/U Cyclopoida

0/U Oithonidae 0/U

Oithona

0/U

Calanidae

Calanus

0/U Cyclopoida

0/U Oithonidae Oithona

Calanidae

0/U Cyclopoida

Oithonidae

0/U

Dinophyceae

0/U

Hydrozoa

0/U Insecta

DipteraHymenoptera

0/U

Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Eukaryota

Dinophyceae

0/U Metazoa

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Eukaryota

Viridiplantae

Eukaryota



MGT−v1_104 : 15010 unigenes, 13799 (91.93%) taxonomically assigned

0/U Mamiellophyceae

0/U Mamiellales

0/U Bathycoccaceae

0/U Ostreococcus

0/U Mamiellophyceae

0/U Mamiellales

0/U Bathycoccaceae

Ostreococcus

0/U Mamiellophyceae

0/U MamiellalesBathycoccaceae

0/U Mamiellophyceae

Mamiellales

Eukaryota



MGT−v1_105 : 14939 unigenes, 12833 (85.90%) taxonomically assigned

0/U Nitrosopumilales

0/U

Nitrosopumilaceae

0/U

Rhizobiales

0/U
Rhodospirillales

0/U
Rhodospirillaceae

0/U Alteromonadales

0/U Pseudoalteromonadaceae

0/U Pseudoalteromonas

0/U Vibrionales

0/U
Vibrionaceae0/U Vibrio

Vibrio splendidus

0/U Nitrosopumilales

0/U

Nitrosopumilaceae

0/U

Rhizobiales

0/U
Rhodospirillales

0/U
Rhodospirillaceae

0/U Alteromonadales

0/U Pseudoalteromonadaceae

Pseudoalteromonas

0/U Vibrionales

0/U
Vibrionaceae

Vibrio

0/U Nitrosopumilales

Nitrosopumilaceae

0/U

Rhizobiales

0/U
Rhodospirillales

Rhodospirillaceae

0/U Alteromonadales

Pseudoalteromonadaceae

0/U Vibrionales

Vibrionaceae

0/U Archaea

Nitrosopumilales

Rhizobiales

Rhodobacterales

0/U Gammaproteobacteria

Alteromonadales

Vibrionales

0/U BacteriaAlphaproteobacteria

Gammaproteobacteria

Gemmatimonadetes

0/U
Eukaryota

Metazoa

Archaea

Bacteria

Eukaryota

no

superKingdom



MGT−v1_106 : 14931 unigenes, 8174 (54.75%) taxonomically assigned

0/U

Nassellaria

0/U Spirotrichea

0/U

Choreotrichida

0/U

Strombidinopsidae

0/U

Sporadotrichida

0/U
Oxytrichidae

0/U Tintinnida

0/U
Rhabdonellidae

0/U
Schmidingerella

0/U

Xystonellidae
0/U

Favella

0/U

Nassellaria

0/U Spirotrichea

0/U

Choreotrichida

0/U

Strombidinopsidae

0/U

Sporadotrichida

0/U
Oxytrichidae

0/U Tintinnida

0/U
Rhabdonellidae

Schmidingerella

0/U

Xystonellidae Favella

0/U

Nassellaria

0/U Spirotrichea

0/U

Choreotrichida

Strombidinopsidae

0/U

Sporadotrichida

Oxytrichidae

0/U Tintinnida

Rhabdonellidae

Xystonellidae

Nassellaria

0/U Spirotrichea

Choreotrichida

Sporadotrichida

Tintinnida

0/U

Eukaryota

Polycystinea

Eukaryota



MGT−v1_107 : 14820 unigenes, 7478 (50.46%) taxonomically assigned

0/U Appendicularia
0/U Oikopleuridae

0/U Oikopleura

0/U Appendicularia
0/U Oikopleuridae

Oikopleura

0/U Appendicularia Oikopleuridae

0/U

Actinopteri

0/U

Ascidiacea

0/U

Insecta

0/U

Mammalia

0/U

Eukaryota

0/U Metazoa

Actinopteri

Appendicularia

Ascidiacea

InsectaMammalia

Maxillopoda

0/U

Viridiplantae

0/U

Eukaryota

Fungi
Viridiplantae

Eukaryota



MGT−v1_108 : 14792 unigenes, 10957 (74.07%) taxonomically assigned

0/U
Metazoa

0/U

Hydrozoa

0/U
Insecta

0/U
Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

0/U Calanus

0/U
Metazoa

0/U

Hydrozoa

0/U
Insecta

0/U
Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

Calanus

0/U
Metazoa

0/U

Hydrozoa

0/U
Insecta

0/U
Mammalia

0/U Maxillopoda

0/U CalanoidaCalanidae

0/U
Metazoa

0/U

Hydrozoa

0/U
Insecta

0/U
Mammalia

0/U Maxillopoda

Calanoida

0/U
Metazoa

Hydrozoa

Insecta

Mammalia

Eukaryota



MGT−v1_109 : 14689 unigenes, 11897 (80.99%) taxonomically assigned

0/U

Bacteria

Proteobacteria

bacterium JGI

0000113−E04

0/U
Cryptophyta

0/U

Labyrinthulomycetes

0/U Eukaryota

CryptophytaDinophyceae LabyrinthulomycetesOomycetes

0/U Metazoa

no
Class

0/U

Bacteria

0/U Eukaryota

FungiMetazoa Viridiplantae

Bacteria

Eukaryota

no

superKingdom



MGT−v1_110 : 13810 unigenes, 2232 (16.16%) taxonomically assigned

0/U Calanidae 0/U Calanus

0/U
Oithona

Oithona nana

0/U Calanidae Calanus

0/U Calanoida

Calanidae

0/U CyclopoidaOithonidae

0/U

Anthozoa

0/U
Aves

0/U
Hydrozoa

0/U Maxillopoda

Calanoida

Cyclopoida

0/U Metazoa
Anthozoa

Aves

Hydrozoa

Insecta

Maxillopoda

Eukaryota



MGT−v1_111 : 13474 unigenes, 6676 (49.55%) taxonomically assigned

0/U

Eukaryota

0/U Appendicularia
0/U Oikopleuridae

0/U Oikopleura

0/U

Eukaryota

0/U Appendicularia
0/U Oikopleuridae

Oikopleura

0/U Appendicularia Oikopleuridae

0/U

Actinopteri

0/U

Ascidiacea

0/U
Insecta

0/U

Mammalia

0/U

Eukaryota

0/U Metazoa

Actinopteri

Appendicularia

Ascidiacea

Aves

InsectaMammalia

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_112 : 13318 unigenes, 8306 (62.37%) taxonomically assigned

0/U
Bacteria

0/U

Phaeocystales

0/U

Phaeocystis

Phaeocystis

antarctica

Acanthoeca

0/U

Phaeocystales

Phaeocystis

0/U

Phaeocystales

0/U Eukaryota

Choanoflagellida
Phaeocystales

0/U

Coscinodiscophyceae

0/U

Dinophyceae

Suessiales

0/U

Actinopteri

0/U
Insecta

0/U

Mammalia

0/U
Bacteria

Coscinodiscophyceae

Cryptophyta

Dictyochophyceae

Dinophyceae

Oomycetes

0/U Metazoa
Actinopteri

Insecta

Mammalia 0/U
Viridiplantae

Mamiellophyceae

0/U
Bacteria

0/U Eukaryota

Fungi

Metazoa
Viridiplantae

no

Kingdom

Bacteria

Eukaryota



MGT−v1_113 : 13271 unigenes, 1667 (12.56%) taxonomically assigned

0/U
Calanus

0/U Calanidae Calanus

0/U

Eukaryota

0/U Calanoida

Calanidae

0/U

Aves

0/U

Echinoidea

0/U
Hydrozoa

0/U Insecta

DipteraHymenoptera 0/U

Mammalia

0/U Maxillopoda Calanoida 0/U

Eukaryota

0/U
Fungi

0/U Metazoa

Actinopteri

Amphibia

Anthozoa

Aves

Echinoidea

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Viridiplantae

Liliopsida

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_114 : 13255 unigenes, 985 (7.43%) taxonomically assigned

0/U
Spadella

Spadella
cephaloptera

0/U

Harrimaniidae

0/U

Nostocales

0/U

Enteropneusta

Harrimaniidae

0/U
Calanoida

Spadellidae 0/U

Bacteria

Nostocales

0/U

Coccidia

0/U

Dinophyceae

0/U Metazoa

CoelacanthiformesPetromyzontiformes Testudines

0/U
Actinopteri

0/U

Anthozoa

0/U

Arachnida

0/U Aves

0/U

Chilopoda

0/U
Chromadorea

Rhabditida

0/U
Echinoidea

0/U

Enteropneusta

0/U
Gastropoda

0/U
Hirudinida

0/U
Hydrozoa

0/U Mammalia

Carnivora

0/U
Maxillopoda

Calanoida

0/U

Polychaeta

Capitellida

Aphragmophora

0/U

Bacteria

Bacilli

Coccidia

Dinophyceae
0/U

Fungi

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Aves

Chilopoda

Chromadorea

Echinoidea

Enteropneusta

Gastropoda

Hirudinida

Hydrozoa

Insecta

Mammalia Maxillopoda

Polychaeta

Sagittoidea

no
Class

0/U

Bacteria

0/U Eukaryota
Fungi

Metazoa

Bacteria

Eukaryota



MGT−v1_115 : 12923 unigenes, 11604 (89.79%) taxonomically assigned

0/U
Chroococcales

0/U Synechococcus

Synechococcus sp. WH 8102

0/U Candidatus

Puniceispirillum

SAR324 cluster
bacterium

JCVI−SC AAA005

0/U
Chroococcales

Candidatus

Puniceispirillum

0/U BacteriaChroococcales

Prochlorales

0/U
Alphaproteobacteria 0/U

Gammaproteobacteria

Cellvibrionales

0/U

Eukaryota

0/U Bacteria

AlphaproteobacteriaDeltaproteobacteria

Flavobacteriia

Gammaproteobacteria

0/U

Eukaryota

no

Class

0/U

Eukaryota

Bacteria

Eukaryota

Viruses



MGT−v1_116 : 12873 unigenes, 3688 (28.65%) taxonomically assigned

0/U
Rickettsiaceae

0/U

Rickettsia

0/U

Cichlidae

0/U
Appendicularia 0/U

Oikopleuridae

0/U

Oikopleura

0/U Ciona

0/U
Diplostraca

0/U
Daphniidae

0/U
Daphnia

0/U
Diptera

0/U
Rickettsiaceae

Rickettsia

0/U

Cichlidae

0/U
Appendicularia 0/U

Oikopleuridae

Oikopleura

Ciona

0/U
Diplostraca

0/U
Daphniidae

0/U
Diptera

0/U Myoviridae

Rickettsiaceae

0/U
Appendicularia

Oikopleuridae

0/U
Diplostraca

Daphniidae

0/U
Diptera

Myoviridae

Rickettsiales

0/U

Dinophyceae

0/U
Actinopteri

0/U
Ascidiacea

Enterogona
0/U Branchiopoda

Diplostraca

0/U Insecta

DipteraHymenoptera

0/U
Mammalia

0/U
Bacteria

Dinophyceae
0/U

Fungi

0/U Metazoa

Actinopteri

Appendicularia

Arachnida

Ascidiacea Branchiopoda

Echinoidea

Hydrozoa

Insecta

Mammalia
Maxillopoda

0/U

Viridiplantae

0/U
Bacteria

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

no

Kingdom

0/U
Viruses

Bacteria

Eukaryota

Viruses



MGT−v1_117 : 12859 unigenes, 11970 (93.09%) taxonomically assigned

0/U Bacteria

Proteobacteria

bacterium JGI

0000113−P07

uncultured
marine

bacterium
EB0_39H12

Verrucomicrobia

bacterium SCGC

AAA164−E04

Verrucomicrobia
bacterium SCGC

AAA164−M04

0/U Alphaproteobacteria

0/U Pelagibacterales

0/U
Pelagibacteraceae

alpha

proteobacterium

HIMB59

0/U Candidatus Pelagibacter

Candidatus Pelagibacter ubique

0/U
Flavobacteriia

0/U Gammaproteobacteria

gamma

proteobacterium

SCGC

AAA168−P09

SAR86

cluster

bacterium

SAR86D

SAR86
cluster

bacterium
SAR86E

0/U

Planctomycetia

0/U

Verrucomicrobiae

no
Species

0/U Viruses
0/U

Myoviridae

0/U Bacteria

0/U Alphaproteobacteria

0/U Pelagibacterales

0/U
Pelagibacteraceae

Candidatus Pelagibacter

0/U
Flavobacteriia

0/U Gammaproteobacteria 0/U

Planctomycetia

0/U

Verrucomicrobiae

no
Genre

0/U Viruses
0/U

Myoviridae

0/U Bacteria

0/U Alphaproteobacteria

0/U Pelagibacterales

Pelagibacteraceae

0/U
Flavobacteriia

0/U Gammaproteobacteria 0/U

Planctomycetia

0/U

Verrucomicrobiae

no
Family

0/U Viruses

Myoviridae

0/U Bacteria

0/U Alphaproteobacteria

Pelagibacterales

0/U
Flavobacteriia

Flavobacteriales

0/U Gammaproteobacteria 0/U

Planctomycetia

0/U

Verrucomicrobiae

Verrucomicrobiales

no
Order

0/U Viruses

0/U BacteriaAlphaproteobacteria

Cytophagia

Flavobacteriia

Gammaproteobacteria

PlanctomycetiaVerrucomicrobiae

no
Class

0/U
Eukaryota

0/U
Viruses

Bacteria

Eukaryota

no
superKingdom

Viruses



MGT−v1_118 : 12698 unigenes, 3344 (26.33%) taxonomically assigned

0/U Calanoida
0/U

Calanidae

0/U Cyclopoida

0/U Oithonidae 0/U Oithona

Oithona nana

0/U
Caligidae

0/U Calanoida
0/U

Calanidae

0/U Cyclopoida

0/U Oithonidae Oithona

0/U
Caligidae

0/U Calanoida Calanidae

0/U Cyclopoida

Oithonidae

Caligidae

0/U

Dinophyceae

0/U

Hydrozoa

0/U
Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida 0/U
Eukaryota

Dinophyceae

Polycystinea

Spirotrichea0/U Metazoa

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U
Eukaryota

Fungi

Eukaryota



MGT−v1_119 : 12683 unigenes, 2354 (18.56%) taxonomically assigned

0/U
Actinopteri

0/U
Anthozoa

0/U

Aves

0/U

Echinoidea

0/U

Gastropoda

0/U
Hydrozoa

0/U Insecta

0/U

Diptera 0/U
Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae 0/U Calanus

0/U
Actinopteri

0/U
Anthozoa

0/U

Aves

0/U

Echinoidea

0/U

Gastropoda

0/U
Hydrozoa

0/U Insecta

0/U

Diptera

Atta
0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae Calanus

0/U
Actinopteri

0/U
Anthozoa

0/U

Aves

0/U

Echinoidea

0/U

Gastropoda

Aplysiidae

0/U
Hydrozoa

0/U Insecta

0/U

Diptera 0/U
Mammalia

0/U Maxillopoda

0/U Calanoida

Calanidae

0/U
Actinopteri

Anura

0/U
Anthozoa

0/U

Aves

0/U

Echinoidea

0/U

Gastropoda

0/U
Hydrozoa

0/U Insecta

Diptera 0/U
Mammalia

0/U MaxillopodaCalanoida

0/U Metazoa

Actinopteri

Anthozoa AvesEchinoidea

GastropodaHydrozoa

Insecta

Mammalia

Maxillopoda

Fungi

Eukaryota



MGT−v1_120 : 12668 unigenes, 7381 (58.26%) taxonomically assigned

0/U Nassellaria0/U
Choreotrichida

0/U

Strombidinopsidae

0/U

Sporadotrichida

0/U

Oxytrichidae

0/U Tintinnida

0/U

Rhabdonellidae

0/U

Schmidingerella

0/U
Xystonellidae

0/U Favella

0/U Nassellaria0/U
Choreotrichida

0/U

Strombidinopsidae

0/U

Sporadotrichida

0/U

Oxytrichidae

0/U Tintinnida

0/U

Rhabdonellidae

Schmidingerella

0/U
Xystonellidae

Favella

0/U Nassellaria0/U
Choreotrichida

Strombidinopsidae

0/U

Sporadotrichida

Oxytrichidae

0/U Tintinnida

Rhabdonellidae

Xystonellidae

Prymnesiales

0/U
Dinophyceae

0/U Spirotrichea

Choreotrichida

Sporadotrichida

Tintinnida

Urostylida

0/U
Eukaryota

Dinophyceae

Polycystinea

Eukaryota



MGT−v1_121 : 12643 unigenes, 2376 (18.79%) taxonomically assigned

0/U Calanidae
0/U Calanus

Calanus finmarchicus

0/U Calanidae Calanus

0/U

Rhabditida

0/U Calanoida

Calanidae

0/U

Eukaryota

0/U

Amphibia

0/U

Echinoidea

Echinoida

0/U
Gastropoda

0/U
Hydrozoa

0/U

Mammalia

0/U MaxillopodaCalanoida

0/U

Polychaeta

0/U

Eukaryota

0/U Metazoa
Actinopteri

AmphibiaAves

Chromadorea

Echinoidea GastropodaHydrozoa

Insecta
Mammalia

Maxillopoda

Polychaeta

0/U

Eukaryota

Eukaryota



MGT−v1_122 : 12629 unigenes, 8679 (68.72%) taxonomically assigned

0/U Viridiplantae

prasinophyte sp. RCC997 (clade VIIA1)

0/U

Chlorodendrales

0/U

Mamiellales

0/U
Nephroselmis

0/U Viridiplantae

0/U

Chlorodendrales

0/U

Mamiellales

Nephroselmis

0/U

Chlorodendrales

0/U

Mamiellales

0/U

Dinophyceae

Chlorodendrales

0/U

Mamiellophyceae

Mamiellales

Dinophyceae

0/U
Metazoa

Chlorophyceae

Mamiellophyceae

no

Class

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_123 : 12584 unigenes, 11695 (92.94%) taxonomically assigned

0/U
Actinomycetales

0/U Corynebacteriales

0/U Mycobacteriaceae 0/U Mycobacterium

0/U
Actinomycetales

0/U Corynebacteriales

0/U Mycobacteriaceae Mycobacterium

0/U
Actinomycetales

0/U Corynebacteriales

Mycobacteriaceae

0/U

Actinobacteria

Actinomycetales

CorynebacterialesBacteria



MGT−v1_124 : 12520 unigenes, 1003 (8.01%) taxonomically assigned

0/U
Spadella

Branchiostoma

0/U Metazoa

Branchiostomidae

0/U

Ixodida

0/U

Leptothecata

0/U

Hemiptera

0/U

Bacilli

0/U

Tremellomycetes

Coelacanthiformes Petromyzontiformes Squamata

0/U
Anthozoa

0/U

Bivalvia

Ostreoida

0/U Echinoidea

Echinoida

0/U
Enteropneusta

0/U

Gastropoda 0/U

Hirudinida

0/U

Hydrozoa

Leptothecata

Hemiptera

0/U
Mammalia

0/U
Maxillopoda

Calanoida

0/U
Polychaeta

0/U

Chlorophyceae

0/U

Viruses

Bacilli

0/U Fungi

Tremellomycetes

0/U Metazoa

Actinopteri Anthozoa

Arachnida

Aves

Bivalvia

Echinoidea

Enteropneusta

Gastropoda
Hirudinida

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

Sagittoidea

Chlorophyceae
0/U Eukaryota Fungi

Metazoa

Viridiplantae

0/U

Viruses

Eukaryota



MGT−v1_125 : 12316 unigenes, 12026 (97.65%) taxonomically assigned

0/U Mamiellales

0/U

Bathycoccaceae

0/U Ostreococcus

Ostreococcus lucimarinus Ostreococcus sp. RCC789

0/U Mamiellales

0/U

BathycoccaceaeOstreococcus

0/U Mamiellales

Bathycoccaceae
Eukaryota



MGT−v1_126 : 12306 unigenes, 822 (6.68%) taxonomically assigned

0/U
Harrimaniidae

0/U
Harrimaniidae

0/U

Enteropneusta

Harrimaniidae
0/U

Decapoda

0/U
Actinopteri

0/U
Amphibia

0/U

Anthozoa

0/U
Arachnida

Ixodida

0/U
Bivalvia

0/U Echinoidea

Echinoida
0/U

Enteropneusta

0/U
Gastropoda

0/U

Hirudinida

Rhynchobdellida

0/U Malacostraca

Decapoda

Rodentia

0/U
Maxillopoda

0/U

Fungi

0/U Metazoa

Actinopteri

Amphibia

Anthozoa

Arachnida

Aves

Bivalvia

Demospongiae

Echinoidea

Enteropneusta

Gastropoda

Hirudinida

Hydrozoa

Insecta

Malacostraca

Mammalia
Maxillopoda

Polychaeta

Fungi

Eukaryota



MGT−v1_127 : 12269 unigenes, 11540 (94.06%) taxonomically assigned

0/U Mamiellophyceae

0/U
Mamiellales

0/U Mamiellaceae

0/U Micromonas
Micromonas

pusilla

0/U Mamiellophyceae

0/U
Mamiellales

0/U Mamiellaceae

Micromonas

0/U Mamiellophyceae

0/U
Mamiellales

Mamiellaceae

0/U Mamiellophyceae

Mamiellales
Eukaryota



MGT−v1_128 : 12153 unigenes, 6805 (55.99%) taxonomically assigned

0/U Bacteria

Planctomycetes

bacterium

SCGC

AAA282−C19

Proteobacteria
bacterium JGI
0000113−P07

0/U

Chroococcales

0/U
Synechococcus

0/U
Actinomycetales

0/U Alphaproteobacteria

alpha proteobacterium
SCGC AAA298−K06

0/U

Rhizobiales0/U
Rhodobacterales

0/U
Rhodobacteraceae

0/U

Deltaproteobacteria

SAR324 cluster

bacterium

JCVI−SC AAA005

0/U

Myxococcales

0/U

Cellvibrionales

0/U
Phycisphaerales

0/U

Phycisphaeraceae

0/U
Prymnesiales

marine sediment
metagenome

no Species

0/U

Caudovirales

0/U

Chroococcales

Synechococcus

0/U
Actinomycetales

0/U

Rhizobiales0/U
Rhodobacterales

0/U
Rhodobacteraceae

0/U

Myxococcales

0/U

Cellvibrionales

0/U

Halieaceae

0/U
Phycisphaerales

0/U

Phycisphaeraceae

0/U
Prymnesiales

0/U

Caudovirales

0/U

Chroococcales

0/U
Actinomycetales

0/U

Rhizobiales0/U
Rhodobacterales

0/U

Myxococcales

0/U

Cellvibrionales

Halieaceae

0/U
Phycisphaerales

Phycisphaeraceae

0/U
Prymnesiales

0/U

Caudovirales

Chroococcales

Prochlorales

0/U
Actinobacteria

Actinomycetales

0/U Alphaproteobacteria

Rhizobiales
Rhodobacterales

0/U

Deltaproteobacteria

Myxococcales

0/U

Flavobacteriia

Flavobacteriales

Cellvibrionales

0/U Eukaryota

Prymnesiales

0/U
Dinophyceae

0/U
Viruses

Caudovirales

0/U Bacteria

Actinobacteria

Alphaproteobacteria

Bacilli

Betaproteobacteria

Cytophagia

Deltaproteobacteria

Flavobacteriia

Gammaproteobacteria

Phycisphaerae

Planctomycetia

0/U Eukaryota

Dinophyceae

0/U
Archaea

0/U Eukaryota

MetazoaViridiplantae

Archaea

Bacteria

Eukaryota

no superKingdom

Viruses



MGT−v1_129 : 12093 unigenes, 10555 (87.28%) taxonomically assigned
0/U Appendicularia

0/U Oikopleuridae

0/U Oikopleura

Oikopleura dioica

0/U Appendicularia

0/U OikopleuridaeOikopleura

0/U Appendicularia

Oikopleuridae
Eukaryota



MGT−v1_130 : 12014 unigenes, 632 (5.26%) taxonomically assigned

0/U

Calanidae

0/U Oithonidae

0/U Oithona

0/U

Calanidae

0/U Oithonidae

Oithona

0/U

Prymnesiales

0/U

Rodentia

Calanidae

Cyclopettidae

Oithonidae

0/U

Eukaryota

Prymnesiales

0/U

Cryptophyta

0/U

Actinopteri

0/U

Arachnida

0/U
Branchiopoda 0/U

Chromadorea

0/U

Gastropoda

0/U
Hydrozoa

Anthoathecata

0/U

Mammalia

Rodentia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Polychaeta

0/U

Eukaryota

Cryptophyta

0/U Metazoa

Actinopteri

Arachnida

Aves

Branchiopoda

Chromadorea

Echinoidea

GastropodaHydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_131 : 11922 unigenes, 8692 (72.91%) taxonomically assigned

0/U
Daphniidae

0/U

Daphnia

0/U

Hydrozoa0/U Insecta

0/U Diptera0/U Hymenoptera

0/U Maxillopoda

0/U Calanoida

0/U Calanidae
0/U

Calanus

0/U Cyclopoida 0/U Oithonidae
0/U

Oithona

0/U
Daphniidae

Daphnia

0/U

Hydrozoa0/U Insecta

0/U Diptera0/U Hymenoptera Apis

0/U Maxillopoda

0/U Calanoida

0/U Calanidae Calanus

0/U Cyclopoida 0/U Oithonidae Oithona

0/U

Hydrozoa0/U Insecta

0/U Diptera0/U Hymenoptera

0/U Maxillopoda

0/U Calanoida

Calanidae

0/U Cyclopoida Oithonidae

0/U

Hydrozoa0/U Insecta

DipteraHymenoptera

0/U Maxillopoda
Calanoida

Cyclopoida

0/U Metazoa

Branchiopoda

Hydrozoa
Insecta

Maxillopoda

Eukaryota



MGT−v1_132 : 11894 unigenes, 10226 (85.98%) taxonomically assigned

0/U Bacteria

0/U
Actinobacteria

0/U
Actinomycetales

0/U
Micrococcales

0/U
Microbacteriaceae

0/U

Microbacterium

Microbacterium

laevaniformans

0/U

Alphaproteobacteria

alpha proteobacterium JLT2015

0/U

Rhodobacteraceae

0/U
Pelagibaca

0/U Sphingomonadales

0/U Erythrobacteraceae

0/U Erythrobacter

0/U Sphingomonadaceae

0/U
Viruses

0/U

Caudovirales

0/U Bacteria

0/U
Actinobacteria

0/U
Actinomycetales

0/U
Micrococcales

0/U
Microbacteriaceae

Microbacterium

0/U

Alphaproteobacteria

0/U

Rhodobacteraceae

Pelagibaca

0/U Sphingomonadales

0/U Erythrobacteraceae

Erythrobacter

0/U Sphingomonadaceae

0/U
Viruses

0/U

Caudovirales

0/U Bacteria

0/U
Actinobacteria

0/U
Actinomycetales

0/U
Micrococcales

Microbacteriaceae

0/U

Alphaproteobacteria

Rhodobacteraceae

0/U Sphingomonadales

ErythrobacteraceaeSphingomonadaceae

0/U
Viruses

0/U

Caudovirales

0/U Bacteria

0/U
Actinobacteria

Actinomycetales

Micrococcales

0/U

Alphaproteobacteria

Rhodobacterales

Sphingomonadales

0/U
Viruses

Caudovirales

0/U BacteriaActinobacteria

Alphaproteobacteria
no

Kingdom

0/U
Viruses

Bacteria

Viruses



MGT−v1_133 : 11827 unigenes, 9413 (79.59%) taxonomically assigned

0/U

Pyrenomonadales

0/U Mamiellales

0/U Mamiellaceae

0/U Micromonas

0/U

Pyrenomonadales

Geminigera

0/U Mamiellales

0/U Mamiellaceae

Micromonas

0/U

Pyrenomonadales

0/U MamiellalesMamiellaceae

0/U
Cryptophyta

Pyrenomonadales0/U Mamiellophyceae

Mamiellales

0/U
Eukaryota

Cryptophyta

0/U Viridiplantae

Mamiellophyceae
0/U

Eukaryota

Metazoa

Eukaryota



MGT−v1_134 : 11696 unigenes, 1840 (15.73%) taxonomically assigned

0/U

Passeriformes

0/U Calanoida

0/U Calanidae
0/U Calanus

0/U

Passeriformes

0/U Calanoida

0/U Calanidae Calanus

0/U

Passeriformes

0/U Calanoida

Calanidae

0/U

Actinopteri

0/U

Anthozoa

0/U
Aves

Passeriformes

0/U

Chromadorea

0/U
Echinoidea

0/U

Hydrozoa

Leptothecata

0/U Insecta

Hymenoptera

0/U
Mammalia

0/U MaxillopodaCalanoida

0/U Metazoa

Actinopteri

Anthozoa

Aves

Bivalvia

Chromadorea

Echinoidea

Hydrozoa

Insecta

Mammalia

Maxillopoda

Fungi

Eukaryota



MGT−v1_135 : 11672 unigenes, 6558 (56.19%) taxonomically assigned

0/U Bacteria

Planctomycetes bacterium
SCGC AAA282−C19

0/U Chroococcales

0/U Synechococcus

SAR324
cluster

bacterium
JCVI−SC
AAA005

0/U

Phycisphaerales

0/U
Phycisphaeraceae marine sediment

metagenome

no Species

0/U Chroococcales

Synechococcus

0/U

Phycisphaerales

0/U
Phycisphaeraceae

0/U

Phycisphaerales

Phycisphaeraceae

0/U Bacteria Chroococcales

Prochlorales

0/U

Actinobacteria

0/U
Alphaproteobacteria

0/U
Deltaproteobacteria

0/U
Gammaproteobacteria

0/U
Phycisphaerae 0/U

Planctomycetia

Planctomycetales

0/U
Eukaryota

0/U

Dinophyceae 0/U

Viruses

0/U Bacteria

Actinobacteria

Alphaproteobacteria

Bacilli
Clostridia

Deltaproteobacteria

Gammaproteobacteria

Phycisphaerae Planctomycetia

0/U Eukaryota

Dinophyceae

0/U

Viruses

Bacteria

Eukaryota

no superKingdom

Viruses



MGT−v1_136 : 11628 unigenes, 7703 (66.25%) taxonomically assigned

0/U

Bacteria

0/U Bacillariales

0/U

Bacillariaceae

0/U

Pleurostomatida

0/U Strombidiidae

0/U
Choreotrichida

0/U

Oxytrichidae

0/U Bacillariales

0/U

Bacillariaceae

Proboscia

0/U

Pleurostomatida

0/U Strombidiidae

0/U
Choreotrichida

0/U

Oxytrichidae

Oxytricha

0/U Bacillariales

Bacillariaceae

0/U

Pleurostomatida

Strombidiidae

0/U
Choreotrichida

Strombidinopsidae

Oxytrichidae

0/U Eukaryota

Phaeocystales

0/U

Dinophyceae

0/U

Litostomatea

Pleurostomatida

0/U Spirotrichea

Choreotrichida
Sporadotrichida Tintinnida

Urostylida

0/U

Hydrozoa

0/U

Bacteria

0/U Eukaryota

Bacillariophyceae

Dinophyceae

Litostomatea

Spirotrichea

0/U Fungi0/U Metazoa

no

Class

0/U

Bacteria

0/U Eukaryota

FungiMetazoa Viridiplantae

Eukaryota



MGT−v1_137 : 11552 unigenes, 11225 (97.17%) taxonomically assigned

0/U Alteromonadales

0/U Alteromonadaceae

0/U Alteromonas
Alteromonas

macleodii

0/U Alteromonadales

0/U Alteromonadaceae

Alteromonas

0/U Alteromonadales

Alteromonadaceae

0/U Gammaproteobacteria

0/U

Eukaryota

Choanoflagellida

Gammaproteobacteria

no
Class

0/U

Eukaryota

Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_138 : 11537 unigenes, 1887 (16.36%) taxonomically assigned
0/U

Apis

0/U Calanoida

0/U Calanidae 0/U Calanus

0/U Cyclopoida 0/U Oithonidae

0/U Calanoida

0/U Calanidae Calanus

0/U Cyclopoida 0/U Oithonidae

0/U Calanoida

Calanidae

0/U Cyclopoida Oithonidae

0/U

Actinopteri

0/U

Anthozoa

0/U

Aves

0/U Insecta

Diptera

0/U
Mammalia

0/U MaxillopodaCalanoida

Cyclopoida

0/U

Eukaryota

0/U Metazoa Actinopteri

Anthozoa

Aves

Hydrozoa

Insecta Mammalia

Maxillopoda

0/U
Viridiplantae

Liliopsida

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_139 : 11413 unigenes, 6319 (55.37%) taxonomically assigned

0/U

Cytophagales

0/U

Flavobacteriales
0/U

Flavobacteriaceae

0/U Flavobacterium

0/U

Gammaproteobacteria

0/U

Alteromonadales

0/U

Pseudomonas

0/U
Sphingobacteriales

0/U
Saprospiraceae

0/U Lewinella

0/U Phaeocystales

0/U

Phaeocystaceae
0/U

Phaeocystis

0/U

Prymnesiales

0/U

Thalassiosirales

0/U

Pyrenomonadales 0/U

Geminigeraceae

0/U
Geminigera

0/U

Viridiplantae

0/U

Cytophagales

0/U

Flavobacteriales
0/U

Flavobacteriaceae

Flavobacterium

0/U

Alteromonadales

0/U
Sphingobacteriales

0/U
Saprospiraceae

Lewinella

0/U Phaeocystales

0/U

PhaeocystaceaePhaeocystis

0/U

Prymnesiales

0/U

Thalassiosirales

0/U

Pyrenomonadales 0/U

Geminigeraceae

Geminigera

0/U

Cytophagales

0/U

Flavobacteriales

0/U

Alteromonadales

0/U
Sphingobacteriales

0/U Phaeocystales

Phaeocystaceae

0/U

Prymnesiales

0/U

Thalassiosirales

0/U

Pyrenomonadales

0/U
Cytophagia

Cytophagales

0/U Flavobacteriia

Flavobacteriales

Alteromonadales

Pseudomonadales

0/U
Sphingobacteriia

Sphingobacteriales

0/U Eukaryota

Phaeocystales

Prymnesiales

0/U

Coscinodiscophyceae

Thalassiosirales
0/U Cryptophyta

Pyrenomonadales
0/U

Dinophyceae

Caudovirales

0/U Bacteria

Alphaproteobacteria

BacteroidiaCytophagia

Flavobacteriia

Gammaproteobacteria

Sphingobacteriia

0/U Eukaryota

Coscinodiscophyceae

Cryptophyta

Dictyochophyceae

Dinophyceae

0/U Metazoa

0/U

Archaea

0/U Eukaryota

FungiMetazoa Viridiplantae

0/U

Viruses

Archaea

Bacteria

Eukaryota

no superKingdom

Viruses



MGT−v1_140 : 11221 unigenes, 8518 (75.91%) taxonomically assigned

0/U Bacteria

0/U

Chroococcales

0/U
Microcystis

0/U

Nostocales

0/U Oscillatoriales

0/U
Lyngbya0/U

Moorea

0/U Trichodesmium Trichodesmium
erythraeum

0/U Bacteria

0/U

Chroococcales

Microcystis

0/U

Nostocales

0/U Oscillatoriales

Lyngbya

Moorea

Trichodesmium

0/U Bacteria

0/U
Chroococcales

0/U

Nostocales

0/U Oscillatoriales

0/U Bacteria

Chroococcales

Nostocales

Oscillatoriales

Bacilli

Bacteria



MGT−v1_141 : 11184 unigenes, 6116 (54.69%) taxonomically assigned

0/U
Cytophagales

0/U

Amoebophilaceae

0/U Appendicularia

0/U Oikopleuridae

0/U Oikopleura

0/U
Cytophagales

0/U

Amoebophilaceae

0/U Appendicularia

0/U Oikopleuridae

Oikopleura

0/U
Cytophagales

Amoebophilaceae

0/U AppendiculariaOikopleuridae

Rickettsiales

0/U
Cytophagia

Cytophagales

0/U

Actinopteri

0/U

Ascidiacea

Enterogona

0/U
Aves

0/U

Insecta

0/U

Mammalia

0/U

Maxillopoda

Calanoida

0/U Bacteria

Cytophagia

0/U Eukaryota Polycystinea

0/U Metazoa Actinopteri

Appendicularia

Ascidiacea

Aves

Insecta

Mammalia

Maxillopoda

Sagittoidea

0/U Eukaryota Fungi

Metazoa

Bacteria

Eukaryota

no

superKingdom



MGT−v1_142 : 11167 unigenes, 1238 (11.09%) taxonomically assigned

0/U Palpitomonas

0/U
Calanus

Palpitomonas

Calanus

Hexamitidae

0/U Calanoida

Calanidae

0/U
Eukaryota

Mucorales

0/U

Actinopteri

0/U

Anthozoa

0/U
Aves

0/U
Branchiopoda

0/U
Insecta

Hemiptera

0/U
Mammalia

0/U Maxillopoda Calanoida

0/U

Liliopsida

0/U
Fungi

0/U Metazoa

Actinopteri

Anthozoa

Aves

Branchiopoda

Hydrozoa Insecta

Mammalia

Maxillopoda

0/U

Viridiplantae

Liliopsida

0/U
Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_143 : 10878 unigenes, 1436 (13.20%) taxonomically assigned

0/U Calanidae

0/U Calanus

0/U Calanidae

Calanus

0/U

Kinetoplastida

Branchiostomidae

0/U Calanoida Calanidae

0/U

Bacilli

0/U Eukaryota Kinetoplastida

0/U
Actinopteri

0/U

Amphibia

0/U
Anthozoa

Actiniaria

0/U

Ascidiacea

0/U
Aves

0/U

Echinoidea

Echinoida
0/U

Enteropneusta

0/U

Gastropoda

0/U
Hydrozoa

0/U
Insecta

0/U
Mammalia0/U Maxillopoda

Calanoida

Bacilli

Dinophyceae 0/U

Fungi

0/U Metazoa

Actinopteri
Amphibia

Anthozoa

AscidiaceaAves
Echinoidea

Enteropneusta
Gastropoda

HydrozoaInsecta
Mammalia

Maxillopoda

no
Class

0/U Eukaryota Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_144 : 10820 unigenes, 7522 (69.52%) taxonomically assigned

0/U Eukaryota

0/U

Coccolithales
0/U Isochrysidales 0/U Phaeocystales

0/U Prymnesiales

0/U Chrysochromulina

0/U Prymnesiaceae

0/U Eukaryota

0/U

Coccolithales
0/U Isochrysidales 0/U Phaeocystales

0/U Prymnesiales

Chrysochromulina

0/U Prymnesiaceae

0/U Eukaryota

0/U

Coccolithales
0/U Isochrysidales 0/U Phaeocystales

0/U Prymnesiales

Prymnesiaceae

0/U Eukaryota

CoccolithalesIsochrysidales

Pavlovales

Phaeocystales

Prymnesiales

Eukaryota



MGT−v1_145 : 10810 unigenes, 6684 (61.83%) taxonomically assigned

0/U Pyrenomonadales

0/U Geminigeraceae 0/U

Geminigera

0/U Guillardia

0/U

Cyclotrichida

0/U

Mesodiniidae

0/U Pyrenomonadales

0/U Geminigeraceae Geminigera

Guillardia

0/U

Cyclotrichida

0/U

Mesodiniidae

0/U Pyrenomonadales

Geminigeraceae

0/U

Cyclotrichida

Mesodiniidae

0/U Cryptophyta

Cryptomonadales

Pyrenomonadales

0/U Litostomatea

Cyclotrichida

0/U Eukaryota

Cryptophyta

Dinophyceae

Litostomatea

no
Kingdom

Bacteria

Eukaryota no

superKingdom



MGT−v1_146 : 10714 unigenes, 4454 (41.57%) taxonomically assigned

0/U

Cobetia
0/U

Pseudomonadales

0/U

Moraxellaceae

0/U

Psychrobacter

0/U Calanoida

0/U Calanidae 0/U Calanus

Calanus finmarchicus

0/U

Pseudomonadales

0/U

Moraxellaceae

Psychrobacter

Collozoum

0/U Calanoida

0/U Calanidae Calanus

0/U

Pseudomonadales

Moraxellaceae

0/U Calanoida

Calanidae

Bacillales

0/U

Gammaproteobacteria

Oceanospirillales

Pseudomonadales

0/U

Dinophyceae

0/U
Aves

0/U

Hydrozoa

0/U
Insecta 0/U

Mammalia

0/U MaxillopodaCalanoida

0/U

Bacteria
Bacilli

Gammaproteobacteria

0/U Eukaryota DinophyceaePolycystinea

0/U Metazoa

Aves

Hydrozoa

Insecta
Mammalia

Maxillopoda

0/U Eukaryota Fungi

Metazoa Bacteria

Eukaryota

no
superKingdom



MGT−v1_147 : 10706 unigenes, 814 (7.60%) taxonomically assigned

0/U Oithona

Oithona nana

Bigelowiella

0/U Oithonidae Oithona

0/U

Eukaryota

0/U

Diptera

Calanidae

0/U Cyclopoida

Oithonidae

Phaeocystales

0/U

Actinopteri

0/U
Hydrozoa

Diptera

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Eukaryota

0/U
Fungi

0/U Metazoa

Actinopteri

Aves

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_148 : 10675 unigenes, 4052 (37.96%) taxonomically assigned

0/U

Hymenoptera

0/U

Calanidae

0/U Calanus

0/U Cyclopoida

0/U Oithonidae 0/U
Oithona

0/U

Caligidae

0/U

Hymenoptera

0/U

Calanidae

Calanus

0/U Cyclopoida

0/U Oithonidae Oithona

0/U

Caligidae

0/U

Hymenoptera

Calanidae

0/U Cyclopoida

Oithonidae

Caligidae

0/U

Cryptophyta

0/U

Aves

0/U Insecta

Diptera Hymenoptera

0/U

Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Eukaryota

Cryptophyta

0/U

Fungi

0/U Metazoa

Arachnida

Insecta

Mammalia

Maxillopoda

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_149 : 10436 unigenes, 3636 (34.84%) taxonomically assigned

0/U

Actinopteri

0/U

Echinoidea

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae 0/U Calanus

Calanus finmarchicus

0/U Cyclopoida

0/U

Actinopteri

0/U

Echinoidea

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae Calanus

0/U Cyclopoida

0/U

Actinopteri

0/U

Echinoidea

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

Calanidae

0/U Cyclopoida Oithonidae

0/U

Actinopteri

0/U

Echinoidea

0/U

Mammalia

0/U MaxillopodaCalanoida

Cyclopoida

0/U Metazoa

Actinopteri

Aves

Echinoidea

Insecta

Mammalia

Maxillopoda

Fungi

Eukaryota



MGT−v1_150 : 10255 unigenes, 3542 (34.54%) taxonomically assigned

0/U Metazoa
0/U

Actinopteri

0/U
Aves 0/U

Echinoidea

0/U

Hydrozoa0/U
Insecta

0/U
Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae
0/U Calanus

Calanus finmarchicus

0/U Metazoa
0/U

Actinopteri

0/U
Aves 0/U

Echinoidea

0/U

Hydrozoa0/U
Insecta

0/U
Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae Calanus

0/U Metazoa
0/U

Actinopteri

0/U
Aves 0/U

Echinoidea

0/U

Hydrozoa0/U
Insecta

0/U
Mammalia

0/U Maxillopoda

0/U Calanoida

Calanidae

0/U Metazoa
0/U

Actinopteri

0/U
Aves 0/U

Echinoidea

0/U

Hydrozoa0/U
Insecta

0/U
Mammalia

0/U MaxillopodaCalanoida

0/U Metazoa
Actinopteri

Aves
Echinoidea

Hydrozoa

Insecta Mammalia

Maxillopoda

Eukaryota



MGT−v1_151 : 10224 unigenes, 1177 (11.51%) taxonomically assigned

0/U

Eukaryota

0/U Calanoida

0/U Calanidae
0/U

Calanus

0/U Cyclopoida0/U Oithonidae Oithona nana

0/U

Eukaryota

0/U Calanoida

0/U Calanidae Calanus

0/U Cyclopoida0/U Oithonidae Oithona

0/U Calanoida

Calanidae

0/U CyclopoidaOithonidae

0/U
Dinophyceae

0/U

Actinopteri

0/U

Anthozoa 0/U Aves

0/U
Chromadorea

0/U
Echinoidea

0/U
Gastropoda

0/U Insecta

Diptera

0/U
Mammalia

0/U Maxillopoda Calanoida

Cyclopoida

0/U

Chlorophyceae

0/U

Eukaryota

Dinophyceae

0/U Metazoa
Actinopteri

Anthozoa

Aves

Chromadorea

Echinoidea

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Viridiplantae

Chlorophyceae

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_152 : 10177 unigenes, 2530 (24.86%) taxonomically assigned

0/U
Cylindrotheca

0/U

Thalassiosira

0/U
Prorocentrum

0/U

Bacillariaceae

Cylindrotheca

Thalassiosira

0/U

Prorocentraceae

Prorocentrum

0/U Chaetocerotales Chaetocerotaceae

0/U Thalassiosirales

Thalassiosiraceae

0/U
Bacillariophyceae

Bacillariales

0/U Coscinodiscophyceae

Chaetocerotales Corethrales

Thalassiosirales

0/U

Dinophyceae

Peridiniales

Prorocentrales

Fragilariales

0/U Eukaryota Bacillariophyceae

Coscinodiscophyceae

Dinophyceae

Eukaryota



MGT−v1_153 : 9985 unigenes, 3643 (36.48%) taxonomically assigned

0/U Metazoa
0/U

Actinopteri

0/U

Hydrozoa

0/U Insecta
0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae 0/U Calanus

Calanus finmarchicus 0/U Cyclopoida 0/U Oithonidae 0/U Oithona

0/U Metazoa
0/U

Actinopteri

0/U

Hydrozoa

0/U Insecta

Atta

0/U
Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae Calanus

0/U Cyclopoida 0/U Oithonidae Oithona

0/U Metazoa
0/U

Actinopteri

0/U

Hydrozoa

0/U Insecta
0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

Calanidae

0/U Cyclopoida Oithonidae

0/U Metazoa
0/U

Actinopteri

0/U

Hydrozoa

0/U Insecta
0/U

Mammalia

0/U MaxillopodaCalanoida

Cyclopoida

0/U Metazoa
Actinopteri

Hydrozoa

Insecta
Mammalia

Maxillopoda

Fungi

Eukaryota



MGT−v1_154 : 9894 unigenes, 3832 (38.73%) taxonomically assigned

0/U Calanoida
0/U

Calanidae

0/U Cyclopoida

0/U Oithonidae 0/U Oithona

Oithona nana

0/U Calanoida
0/U

Calanidae

0/U Cyclopoida

0/U Oithonidae Oithona

0/U Calanoida Calanidae

0/U Cyclopoida

Oithonidae

0/U Insecta

DipteraHymenoptera

0/U
Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U Metazoa

Aves

Insecta

Mammalia

Maxillopoda

Eukaryota



MGT−v1_155 : 9887 unigenes, 4373 (44.23%) taxonomically assigned

0/U Calanoida
0/U

Calanidae

0/U Cyclopoida

0/U Oithonidae 0/U
Oithona

Oithona nana

0/U Calanoida
0/U

Calanidae

0/U Cyclopoida

0/U Oithonidae Oithona

0/U Calanoida Calanidae

0/U Cyclopoida

Oithonidae

0/U Insecta

Diptera

0/U
Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U Metazoa

Hydrozoa

Insecta

Mammalia

Maxillopoda

Fungi

Eukaryota



MGT−v1_156 : 9787 unigenes, 6859 (70.08%) taxonomically assigned

0/U Viridiplantae

prasinophyte sp. RCC997 (clade VIIA1)

0/U
Mamiellales

0/U
Mamiellales

0/U
Mamiellales

0/U

Dinophyceae

0/U
Chlorodendrophyceae

Chlorodendrales

0/U

Chlorophyceae

0/U

Mamiellophyceae

Mamiellales

0/U

Nephroselmidophyceae

0/U

Trebouxiophyceae

Dinophyceae
0/U

Metazoa

0/U Viridiplantae

Chlorodendrophyceae

Chlorophyceae

Mamiellophyceae

Nephroselmidophyceae

Trebouxiophyceae

no
Class

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_157 : 9740 unigenes, 1050 (10.78%) taxonomically assigned

0/U
Eukaryota

0/U

Hemiptera

0/U Calanoida

0/U Calanidae 0/U Calanus

Calanus finmarchicus

0/U
Eukaryota

0/U

Hemiptera

0/U Calanoida

0/U Calanidae Calanus

0/U
Eukaryota

0/U

Hemiptera

0/U Calanoida

Calanidae

0/U

Dinophyceae

0/U
Actinopteri

0/U

Anthozoa

0/U
Aves

0/U

Bivalvia

0/U

Chromadorea

0/U
Hydrozoa

0/U Insecta

Hemiptera

0/U
Mammalia

0/U Maxillopoda Calanoida

0/U
Eukaryota

Dinophyceae

0/U Fungi

0/U Metazoa
Actinopteri

Anthozoa

Aves

Bivalvia

Chilopoda

Chromadorea

Echinoidea

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U
Viridiplantae

0/U
Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_158 : 9693 unigenes, 975 (10.06%) taxonomically assigned

0/U Calanidae

0/U Calanus

0/U Calanidae

Calanus

0/U Calanoida Calanidae

0/U
Coccidia

0/U

Polycystinea

0/U
Actinopteri

0/U
Anthozoa

0/U

Aves

0/U
Chromadorea

0/U

Hydrozoa

0/U Maxillopoda

Calanoida

CoccidiaPolycystinea

0/U Metazoa

Actinopteri

Anthozoa

Aves

Chromadorea
Echinoidea

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Viridiplantae

no

Class

0/U
Bacteria

0/U Eukaryota Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_159 : 9623 unigenes, 685 (7.12%) taxonomically assigned

0/U

Anthoathecata

0/U

Decapoda

0/U

Euphausiacea

0/U

Fungi

0/U
Anthozoa

0/U
Arachnida

0/U
Ascidiacea

Enterogona

0/U

Aves

0/U

Demospongiae

0/U Echinoidea

Echinoida

0/U

Enteropneusta

0/U Hydrozoa

Anthoathecata

Decapoda

Euphausiacea

0/U
Maxillopoda

Calanoida

0/U
Polychaeta

Capitellida
0/U

Fungi

0/U Metazoa

Actinopteri

Anthozoa Arachnida

Ascidiacea

Aves

Bivalvia

Demospongiae

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

InsectaMammalia

Maxillopoda

Polychaeta Trematoda
Fungi

Eukaryota



MGT−v1_160 : 9494 unigenes, 3450 (36.34%) taxonomically assigned

0/U Aplysiidae

0/U Aplysia

0/U

Calanidae

0/U

Calanus

0/U Aplysiidae

Aplysia

0/U

Calanidae

Calanus

0/U Gastropoda Aplysiidae

0/U

Leptothecata

0/U
Actinopteri

0/U
Bivalvia

0/U

Echinoidea

0/U
Hydrozoa

Leptothecata

0/U
Insecta

0/U

Mammalia

0/U

Maxillopoda

Calanoida

0/U Metazoa

Actinopteri

Bivalvia

Echinoidea

Gastropoda

Hydrozoa
Insecta

Mammalia

Maxillopoda

Fungi

Eukaryota



MGT−v1_161 : 9466 unigenes, 6245 (65.97%) taxonomically assigned

0/U
Eukaryota

0/U
Calanidae

0/U Calanus

0/U Cyclopoida

0/U Oithonidae 0/U

Oithona

0/U
Eukaryota

0/U
Calanidae

Calanus

0/U Cyclopoida

0/U Oithonidae Oithona

Calanidae

0/U Cyclopoida

Oithonidae

0/U

Dinophyceae

0/U

Actinopteri

0/U Insecta

DipteraHymenoptera

0/U

Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U
Eukaryota

Dinophyceae

0/U Metazoa

Actinopteri

Insecta

Mammalia

Maxillopoda

0/U
Eukaryota

Fungi

Eukaryota



MGT−v1_162 : 9459 unigenes, 1223 (12.93%) taxonomically assigned

0/U Calanus

Calanus finmarchicus

0/U Calanidae Calanus

0/U Calanoida

Calanidae

0/U
Eukaryota

0/U

Dinophyceae

0/U

Actinopteri

0/U
Anthozoa

0/U

Arachnida

0/U

Chromadorea

0/U
Hydrozoa

0/U
Insecta

0/U MaxillopodaCalanoida

Capitellida

0/U
Eukaryota

Dinophyceae

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Aves

Chromadorea

Hydrozoa

InsectaMammalia

Maxillopoda

0/U
Eukaryota

Fungi

Eukaryota



MGT−v1_163 : 9400 unigenes, 1456 (15.49%) taxonomically assigned

0/U Calanidae
0/U Calanus

Calanus finmarchicus

0/U Calanidae Calanus

0/U Calanoida

Calanidae

0/U Cyclopoida Oithonidae

0/U
Eukaryota

0/U

Aconoidasida

0/U
Actinopteri

0/U

Amphibia

0/U
Anthozoa

0/U

Arachnida

0/U
Aves

0/U

Bivalvia

0/U
Echinoidea

0/U

Gastropoda

0/U
Hydrozoa

Leptothecata

0/U Insecta

Hymenoptera

0/U
Mammalia

0/U MaxillopodaCalanoida

Cyclopoida

0/U

Polychaeta

0/U
Eukaryota

Aconoidasida

Dinophyceae

0/U Metazoa
Actinopteri

Amphibia

Anthozoa

Arachnida

Aves

BivalviaEchinoidea

Gastropoda
Hydrozoa

Insecta
Mammalia

Maxillopoda

Polychaeta

0/U

Viridiplantae

0/U
Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_164 : 9309 unigenes, 8545 (91.79%) taxonomically assigned

0/U Pelagophyceae

0/U

Pelagomonadales

0/U

Pelagococcus

0/U Pelagomonas

Pelagomonas calceolata

0/U Pelagophyceae

0/U

Pelagomonadales

Pelagococcus

Pelagomonas

0/U Pelagophyceae

0/U Pelagomonadales

0/U Pelagophyceae

Pelagomonadales
Eukaryota



MGT−v1_165 : 9304 unigenes, 1400 (15.05%) taxonomically assigned

0/U

Enteropneusta

0/U
Leptothecata

Anura
0/U

Anthozoa

0/U

Arachnida

0/U

Demospongiae

0/U Echinoidea

Echinoida
0/U

Gastropoda

Anthoathecata

Leptothecata

0/U Insecta

Hymenoptera Isoptera

0/U

Mammalia

0/U
Maxillopoda

Capitellida

0/U

Trematoda

0/U

Fungi

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Bivalvia

Demospongiae

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

Insecta
Mammalia

Maxillopoda

Trematoda
Fungi

Eukaryota



MGT−v1_166 : 9247 unigenes, 5931 (64.14%) taxonomically assigned

0/U Viridiplantae

Prasinophyceae

sp. CCMP1205

Prasinophyceae

sp. CCMP2111

prasinophyte sp.
RCC997 (clade VIIA1)

0/U

Mamiellales

0/U

Caudovirales

0/U
Myoviridae

0/U

Mamiellales

0/U

Caudovirales

0/U
Myoviridae

0/U

Mamiellales

0/U

Caudovirales

Mamiellales

0/U
Viruses

0/U

Fungi

Liliopsida

0/U
Bacteria

0/U Eukaryota

Fungi

Viridiplantae

0/U
Viruses

Bacteria

Eukaryota

no
superKingdom

Viruses



MGT−v1_167 : 9138 unigenes, 1020 (11.16%) taxonomically assigned

Entamoeba

Spadella

Paramoebidae

0/U
Tetraodontiformes

0/U

Actiniaria

Harrimaniidae

0/U

Diptera

0/U

Hymenoptera

0/U

Ichthyosporea0/U Actinopteri

Tetraodontiformes
0/U

Anthozoa

Actiniaria

0/U

Arachnida

0/U
Aves

0/U Echinoidea

Echinoida

0/U

Enteropneusta

0/U

Hirudinida

0/U
Hydrozoa

0/U Insecta

DipteraHymenoptera

0/U

Mammalia
0/U

Maxillopoda

0/U

Polychaeta

0/U

Trematoda

0/U

Eukaryota

Aconoidasida

Ichthyosporea

0/U

Fungi

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Aves

Echinoidea

Enteropneusta

Hirudinida

Hydrozoa

Insecta

Mammalia Maxillopoda

Polychaeta

Sagittoidea

Trematoda

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_168 : 9069 unigenes, 6479 (71.44%) taxonomically assigned

0/U

Rhizobiales

0/U
Bacillales

0/U

Clostridiales

0/U

Desulfovibrionaceae

0/U
Desulfovibrio

0/U Alteromonadales

0/U Alteromonadaceae

0/U Vibrio

0/U
Phycisphaerales

0/U

Phycisphaeraceae

0/U

Planctomycetales

marine

sediment

metagenome

no
Species

0/U

Rhizobiales

0/U
Bacillales

0/U

Clostridiales

0/U

Desulfovibrionaceae

Desulfovibrio

0/U Alteromonadales

0/U Alteromonadaceae

Vibrio

0/U
Phycisphaerales

0/U

Phycisphaeraceae

0/U

Planctomycetales

0/U

Rhizobiales

0/U
Bacillales

0/U

Clostridiales

0/U Alteromonadales

Alteromonadaceae

0/U
Phycisphaerales

Phycisphaeraceae

0/U

Planctomycetales

0/U

Actinobacteria

Rhizobiales

0/U

Bacilli

Bacillales

0/U

Clostridia

Clostridiales

0/U Gammaproteobacteria
Alteromonadales

Oceanospirillales Vibrionales

0/U
Opitutae

Opitutales

0/U

Phycisphaerae

Choanoflagellida

0/U Bacteria Actinobacteria

Alphaproteobacteria

Bacilli

Clostridia

Cytophagia

Deltaproteobacteria

Flavobacteriia

Gammaproteobacteria

Opitutae

Phycisphaerae
Planctomycetia

0/U

Eukaryota

Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_169 : 9056 unigenes, 990 (10.93%) taxonomically assigned

0/U
Calanus

Oncorhynchus

Atta

0/U

Calanidae

Calanus

0/U

Prymnesiales

Branchiostomidae

0/U

Beloniformes

0/U

Cichliformes

Cichlidae

0/U

Echinoida

0/U

Anthoathecata

0/U
Leptothecata

0/U

Calanoida

Calanidae

Prymnesiales

0/U Actinopteri

Beloniformes

Cichliformes

Salmoniformes

0/U

Amphibia

Anura

0/U

Anthozoa

Actiniaria
0/U

Arachnida

Araneae

0/U

Aves

0/U
Bivalvia

0/U

Chromadorea

Rhabditida
0/U

Demospongiae

Echinoida

0/U

Enteropneusta

0/U

Gastropoda

Anthoathecata

Leptothecata

0/U Mammalia

Insectivora Rodentia

Calanoida

0/U

Polychaeta

0/U Eukaryota
0/U Fungi

0/U Metazoa

Actinopteri

Amphibia

Anthozoa

Arachnida

AvesBivalvia
Chromadorea

Demospongiae

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

Trematoda

0/U
Viridiplantae

Liliopsida

no

Class

0/U Eukaryota Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_170 : 9053 unigenes, 6712 (74.14%) taxonomically assigned

0/U Choanoflagellida

0/U Salpingoecidae

0/U Salpingoeca

0/U Choanoflagellida

0/U Salpingoecidae

Salpingoeca

0/U Choanoflagellida Salpingoecidae

0/U Eukaryota

Choanoflagellida

0/U

Fungi

Fungi

Eukaryota



MGT−v1_171 : 8950 unigenes, 3967 (44.32%) taxonomically assigned

0/U
Hydrozoa

0/U

Insecta

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

0/U Calanus

0/U
Hydrozoa

0/U

Insecta

ApisAtta

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

Calanus

0/U
Hydrozoa

0/U

Insecta

0/U

Mammalia

0/U Maxillopoda

0/U CalanoidaCalanidae

0/U
Hydrozoa

0/U

Insecta

0/U

Mammalia

0/U Maxillopoda

Calanoida 0/U
Metazoa

Hydrozoa

Insecta

Mammalia

Eukaryota



MGT−v1_172 : 8950 unigenes, 1066 (11.91%) taxonomically assigned

0/U
Calanidae

0/U

Prymnesiales

0/U

Cypriniformes

0/U

Tetraodontiformes

0/U

Anthoathecata

0/U
Leptothecata

Campanulariidae

0/U

Diptera

0/U
Calanoida

Calanidae

0/U

Eukaryota

Prymnesiales

0/U

Coccidia

0/U

Dinophyceae

Peridiniales

0/U Actinopteri

CypriniformesTetraodontiformes

0/U
Arachnida

0/U

Ascidiacea

0/U

Aves

0/U
Bivalvia

0/U
Enoplea

0/U

Enteropneusta

0/U Hydrozoa

Anthoathecata

Leptothecata

Diptera

0/U
Mammalia

0/U Maxillopoda Calanoida

0/U

Polychaeta

Capitellida

0/U
Trematoda

Strigeidida

0/U

Eukaryota

Dinophyceae

0/U
Fungi

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Ascidiacea

Aves

Bivalvia

Echinoidea

Enoplea

EnteropneustaGastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

Trematoda

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_173 : 8939 unigenes, 8315 (93.02%) taxonomically assigned

0/U Prasinococcales

0/U Prasinoderma Prasinoderma coloniale

0/U Prasinococcales

Prasinoderma

0/U PrasinococcalesEukaryota



MGT−v1_174 : 8888 unigenes, 4186 (47.10%) taxonomically assigned

0/U Appendicularia

0/U Oikopleuridae

0/U Oikopleura

0/U Appendicularia

0/U Oikopleuridae

Oikopleura

0/U AppendiculariaOikopleuridae

0/U
Ascidiacea

0/U
Insecta

0/U

Mammalia

0/U
Eukaryota

0/U Metazoa

Appendicularia

Ascidiacea

InsectaMammalia

0/U
Eukaryota

Fungi

Eukaryota



MGT−v1_175 : 8797 unigenes, 7314 (83.14%) taxonomically assigned

uncultured bacterium

0/U Sphingomonadaceae

0/U Novosphingobium

Novosphingobium aromaticivorans

0/U

SphingobiumSphingobium

xenophagum

0/U
Comamonadaceae

0/U Acidovorax

0/U Sphingomonadaceae

Novosphingobium

Sphingobium

0/U
Comamonadaceae

Acidovorax

0/U

Sphingomonadales
Sphingomonadaceae

0/U Burkholderiales

Burkholderiaceae

Comamonadaceae

0/U

Rhodocyclales

0/U
Alphaproteobacteria

Rhizobiales

0/U

Betaproteobacteria

Rhodocyclales

Pseudomonadales

0/U Bacteria

Alphaproteobacteria

Betaproteobacteria

Gammaproteobacteria

no
Class

0/U
Eukaryota

0/U

Viruses

Bacteria

Eukaryota

no
superKingdom

Viruses



MGT−v1_176 : 8717 unigenes, 5410 (62.06%) taxonomically assigned

0/U Chroococcales

0/U Candidatus
Atelocyanobacterium

Candidatus
Atelocyanobacterium

thalassa

0/U
Actinomycetales

0/U

Bacillales

0/U
Flavobacteriia

Flavobacteria

bacterium

MS024−2A

0/U

Flavobacteriales
0/U

Flavobacteriaceae

0/U

Planctomycetales

marine sediment metagenome

no Species

0/U Chroococcales

Candidatus
Atelocyanobacterium

0/U
Actinomycetales

0/U

Bacillales

0/U

Flavobacteriales
0/U

Flavobacteriaceae

0/U

Planctomycetales

0/U
Actinomycetales

0/U

Bacillales

0/U

Flavobacteriales

0/U

Planctomycetales

0/U Bacteria Chroococcales

0/U

Actinobacteria

Actinomycetales

0/U

Alphaproteobacteria

0/U
Bacilli

Bacillales

0/U
Clostridia

0/U Flavobacteriia

Flavobacteriales
0/U

Gammaproteobacteria0/U Planctomycetia

Planctomycetales

Prymnesiales

0/U

Archaea

0/U Bacteria

Actinobacteria

Alphaproteobacteria

Bacilli
Bacteroidia

Clostridia

Cytophagia

Deltaproteobacteria

Flavobacteriia

Gammaproteobacteria
Planctomycetia

0/U
Eukaryota 0/U

Archaea

0/U Eukaryota

Fungi MetazoaViridiplantae

0/U

Viruses

Archaea

Bacteria

Eukaryota

no superKingdom

Viruses



MGT−v1_177 : 8676 unigenes, 743 (8.56%) taxonomically assigned

Paramoebidae

0/U Calanoida

Calanidae

0/U

Eukaryota

0/U
Actinopteri

0/U

Amphibia

0/U
Anthozoa

0/U
Arachnida

0/U
Aves

0/U
Chromadorea

Rhabditida

0/U

Echinoidea

0/U

Gastropoda

0/U

Mammalia

0/U Maxillopoda Calanoida

0/U

Eukaryota

0/U Metazoa

Actinopteri

Amphibia

Anthozoa

Arachnida

Aves

Chromadorea

Echinoidea

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U
Viridiplantae

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_178 : 8653 unigenes, 7272 (84.04%) taxonomically assigned

0/U Pelagomonadales

0/U Pelagomonas Pelagomonas calceolata

0/U Pelagomonadales

Pelagomonas

0/U PelagomonadalesEukaryota



MGT−v1_179 : 8603 unigenes, 7202 (83.71%) taxonomically assigned

0/U Viridiplantae

prasinophyte sp. RCC997 (clade VIIA1)

0/U

Chlorodendrales

0/U
Mamiellales

0/U Nephroselmis

0/U

Chlorodendrales

0/U
Mamiellales

Nephroselmis

0/U

Chlorodendrales

0/U
Mamiellales

0/U Viridiplantae

0/U

Chlorodendrophyceae

Chlorodendrales

0/U

Mamiellophyceae

Mamiellales

0/U

Trebouxiophyceae

Dinophyceae

0/U

Metazoa

Chlorodendrophyceae

Chlorophyceae

Mamiellophyceae

Trebouxiophyceae

no

Class

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_180 : 8598 unigenes, 330 (3.84%) taxonomically assigned

0/U

Collozoum

0/U

Calanidae

0/U
Calanus

0/U

Sagittidae

0/U

Calanidae

0/U

Sagittidae

0/U

Perkinsida 0/U

Collodaria

0/U Calanoida

Calanidae

Sagittidae

Perkinsida

Prymnesiales

0/U

Dinophyceae

0/U

Pelagophyceae0/U
Polycystinea

Collodaria

0/U
Actinopteri 0/U

Anthozoa

0/U
Aves

0/U
Bivalvia

0/U
Chromadorea

0/U

Collembola

0/U
Crinoidea

0/U

Demospongiae

0/U
Echinoidea

0/U

Malacostraca

0/U
Mammalia

0/U Maxillopoda Calanoida

Cyclopoida

0/U

Sagittoidea

0/U Eukaryota

Dinophyceae

Pelagophyceae

Polycystinea

0/U Metazoa

Actinopteri

Anthozoa

Aves

Bivalvia

Chromadorea

Collembola

Crinoidea

Demospongiae

Echinoidea

Hirudinida
Hydrozoa

Insecta

Malacostraca

Mammalia

Maxillopoda

Sagittoidea

0/U

Viridiplantae

no

Class

0/U Eukaryota

Metazoa

Viridiplantae

Eukaryota



MGT−v1_181 : 8514 unigenes, 4484 (52.67%) taxonomically assigned

0/U Viridiplantae

Prasinophyceae

sp. CCMP1205

Prasinophyceae
sp. CCMP2111

prasinophyte sp.
RCC997 (clade VIIA1)

Nephroselmis

0/U

Dinophyceae

Chlorodendrales

0/U

Chlorophyceae

0/U
Bacteria

Dinophyceae

0/U

Metazoa

Chlorophyceae

no

Class

0/U
Bacteria

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Bacteria

Eukaryota



MGT−v1_182 : 8495 unigenes, 1454 (17.12%) taxonomically assigned

0/U Calanus

Calanus finmarchicus

0/U Calanidae Calanus

0/U Calanoida

Calanidae

0/U

Actinopteri

0/U

Anthozoa

0/U
Aves

0/U
Echinoidea

0/U

Gastropoda

0/U
Hirudinida

0/U

Hydrozoa

0/U
Mammalia

0/U MaxillopodaCalanoida

0/U

Polychaeta

0/U

Fungi0/U Metazoa

Actinopteri

Anthozoa
Aves

BivalviaCestoda
Echinoidea

Gastropoda

Hirudinida

Hydrozoa
Insecta

Mammalia

Maxillopoda

Polychaeta

Fungi

Eukaryota



MGT−v1_183 : 8433 unigenes, 3653 (43.32%) taxonomically assigned

0/U
Actinomycetales

0/U Myxococcales

0/U

Kofleriaceae

0/U

Haliangium

Haliangium

ochraceum

0/U Polyangiaceae

0/U Vannellidae

0/U
Actinomycetales

0/U Myxococcales

0/U

Kofleriaceae
Haliangium0/U Polyangiaceae

0/U Vannellidae

0/U
Actinomycetales

0/U Myxococcales

KofleriaceaePolyangiaceae

Vannellidae

0/U
Actinobacteria

Actinomycetales

0/U

Alphaproteobacteria

0/U Deltaproteobacteria Myxococcales

0/U

Gammaproteobacteria

Halobacteria

0/U Bacteria

Actinobacteria

Alphaproteobacteria

Bacilli

Betaproteobacteria

Clostridia

Deinococci

Deltaproteobacteria

Gammaproteobacteria

Planctomycetia

0/U

Eukaryota
0/U Eukaryota

Metazoa Viridiplantae

Archaea

Bacteria

Eukaryota

no
superKingdom



MGT−v1_184 : 8378 unigenes, 480 (5.73%) taxonomically assigned
0/U

Isochrysidales

0/U
Trichomonadida

0/U
Poales0/U Eukaryota

Isochrysidales

Trichomonadida

0/U

Spirotrichea

Squamata Testudines

0/U
Anthozoa

0/U

Branchiopoda

0/U

Chilopoda

0/U

Chromadorea

0/U
Echinoidea

Echinoida

0/U

Enoplea

0/U
Enteropneusta

0/U
Maxillopoda

Cyclopoida

0/U

Polychaeta

Capitellida

Spirotrichea

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Branchiopoda

Chilopoda

Chromadorea

Echinoidea

Enoplea

Enteropneusta

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

Liliopsida

no
Class

0/U

Bacteria

0/U Eukaryota Fungi

Metazoa

Viridiplantae

Bacteria

Eukaryota

no
superKingdom

Viruses



MGT−v1_185 : 8243 unigenes, 627 (7.61%) taxonomically assigned

0/U
Oithonidae

0/U
Oithonidae

0/U
Leptothecata

Dictyosteliida

0/U

Dinophyceae

0/U

Arachnida

0/U
Gastropoda0/U

Hirudinida
0/U

Hydrozoa

Leptothecata

0/U Maxillopoda

Calanoida Cyclopoida

0/U

Eukaryota

Dinophyceae

0/U Metazoa

Actinopteri

Arachnida

Gastropoda

Hirudinida
Hydrozoa

Insecta

Mammalia

Maxillopoda

Chlorophyceae

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_186 : 8121 unigenes, 1919 (23.63%) taxonomically assigned

0/U Calanidae 0/U
Calanus

0/U

Oithonidae

Lotharella

0/U Calanidae Calanus

0/U

Oithonidae

0/U Calanoida

Calanidae

0/U Cyclopoida Oithonidae

0/U

Actinopteri

Echinoida

0/U
Mammalia

0/U Maxillopoda
Calanoida

Cyclopoida

0/U Metazoa
Actinopteri

Hydrozoa

Insecta

Mammalia

Maxillopoda

Fungi

Eukaryota



MGT−v1_187 : 8054 unigenes, 6974 (86.59%) taxonomically assigned

0/U Coscinodiscophyceae

0/U

Thalassiosirales

0/U Thalassiosiraceae

0/U Thalassiosira

0/U Coscinodiscophyceae

0/U

Thalassiosirales

Skeletonema

0/U Thalassiosiraceae

Thalassiosira

0/U Coscinodiscophyceae

0/U

Thalassiosirales

Skeletonemataceae

Thalassiosiraceae

0/U Coscinodiscophyceae

Thalassiosirales
CoscinodiscophyceaeEukaryota



MGT−v1_188 : 8036 unigenes, 2437 (30.33%) taxonomically assigned

0/U Bacteria

Proteobacteria
bacterium JGI
0000113−P07

0/U Pelagomonadales

0/U
Pelagomonas

Pelagomonas

calceolata

0/U Viridiplantae

Prasinophyceae

sp. CCMP1205

Prasinophyceae
sp. CCMP2111

prasinophyte sp.
RCC997 (clade VIIA1)

marine sediment
metagenome

0/U Pelagomonadales

Pelagomonas

0/U
Chroococcales

0/U

Isochrysidales
0/U

Prymnesiales

0/U

Caudovirales

0/U Bacteria

Chroococcales

0/U

Opitutae

0/U Eukaryota

Isochrysidales Prymnesiales

0/U

Dinophyceae

0/U Pelagophyceae

Pelagomonadales

Mamiellales

0/U

Viruses

0/U Bacteria

Opitutae

Planctomycetia

Verrucomicrobiae

0/U Eukaryota

DinophyceaeLitostomatea

Pelagophyceae0/U Eukaryota

Viridiplantae

Bacteria

Eukaryota

no
superKingdom

Viruses



MGT−v1_189 : 7758 unigenes, 605 (7.80%) taxonomically assigned

0/U

Actiniaria

0/U
Cryptophyta0/U

Actinopteri

0/U

Amphibia

0/U
Anthozoa

Actiniaria

0/U

Ascidiacea

0/U
Bivalvia

0/U
Chromadorea

0/U

Enteropneusta

0/U

Gastropoda

0/U

Hirudinida

0/U Hydrozoa

Leptothecata

0/U
Maxillopoda

0/U
Polychaeta

0/U
Eukaryota

Cryptophyta

0/U Metazoa

Actinopteri

Amphibia

Anthozoa

Arachnida

Ascidiacea

Bivalvia

Chromadorea

Echinoidea

Enteropneusta
Gastropoda

Hirudinida

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

0/U

Viridiplantae

Chlorophyceae

0/U
Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_190 : 7520 unigenes, 3679 (48.92%) taxonomically assigned

0/U

Oxytrichidae

0/U
Rhabdonellidae

0/U

Xystonellidae

0/U

Oxytrichidae

0/U
Rhabdonellidae

0/U

Xystonellidae

0/U
Sporadotrichida

Oxytrichidae

0/U Tintinnida

Rhabdonellidae Xystonellidae

Chaetocerotales

Thalassiosirales

0/U

Dinophyceae

0/U Spirotrichea

Choreotrichida

Euplotida

Sporadotrichida

Tintinnida

Urostylida

0/U Eukaryota
Dinophyceae

Polycystinea

Spirotrichea

Eukaryota



MGT−v1_191 : 7517 unigenes, 5377 (71.53%) taxonomically assigned

0/U Spirotrichea

0/U
Choreotrichida

0/U

Strombidinopsidae

0/U

Sporadotrichida

0/U

Oxytrichidae

0/U Tintinnida

0/U

Rhabdonellidae

0/U
Schmidingerella

0/U
Xystonellidae

0/U Favella

0/U Spirotrichea

0/U
Choreotrichida

0/U

Strombidinopsidae

0/U

Sporadotrichida

0/U

Oxytrichidae

0/U Tintinnida

0/U

Rhabdonellidae

Schmidingerella

0/U
Xystonellidae

Favella

0/U Spirotrichea

0/U
Choreotrichida

Strombidinopsidae

0/U

Sporadotrichida

Oxytrichidae

0/U Tintinnida

Rhabdonellidae

Xystonellidae

0/U Spirotrichea

Choreotrichida

Sporadotrichida

Tintinnida

Urostylida

0/U

Eukaryota

Polycystinea

Eukaryota



MGT−v1_192 : 7455 unigenes, 758 (10.17%) taxonomically assigned

0/U

Eukaryota

0/U Entamoeba
0/U Reticulomyxidae

0/U

Kinetoplastida

0/U Calanoida

0/U Calanidae
0/U Calanus

Calanus
finmarchicus

0/U

Eukaryota

Entamoeba
0/U Reticulomyxidae

0/U

Kinetoplastida

0/U Calanoida

0/U Calanidae Calanus

0/U

Eukaryota

Reticulomyxidae

0/U

Kinetoplastida

0/U Calanoida

Calanidae

Kinetoplastida

0/U
Coccidia

0/U

Cryptophyta

0/U

Dinophyceae

0/U
Actinopteri

Salmoniformes

0/U

Anthozoa

0/U
Aves

0/U
Chromadorea

Rhabditida

0/U
Echinoidea

0/U
Hydrozoa

0/U
Mammalia

0/U Maxillopoda Calanoida

0/U

Eukaryota

Coccidia

Cryptophyta

Dinophyceae

0/U Metazoa

Actinopteri

Anthozoa

Aves Chromadorea

Echinoidea Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Eukaryota

Viridiplantae

Eukaryota



MGT−v1_193 : 7449 unigenes, 4414 (59.26%) taxonomically assigned

0/U

Bacteria

Proteobacteria

bacterium JGI

0000113−E04

0/U
Bicosoecida

0/U
Eutreptiales

0/U
Gonyaulacaceae

0/U Alexandrium

0/U

Pelagomonas

0/U
Bicosoecida

0/U
Eutreptiales

0/U
Gonyaulacaceae

Alexandrium

Pelagomonas

0/U
Bicosoecida

Acanthoecidae

0/U
Eutreptiales

Bicosoecida

Eutreptiales

0/U
Cryptophyta0/U

Dictyochophyceae

0/U DinophyceaeGonyaulacales

0/U
Oomycetes

0/U

Bacteria

Flavobacteriia

0/U Eukaryota

Cryptophyta

Dictyochophyceae

Dinophyceae

Oomycetes
Pelagophyceae

0/U
Fungi

0/U Metazoa Mamiellophyceae

no
Class

0/U

Bacteria

0/U Eukaryota

FungiMetazoa Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_194 : 7397 unigenes, 1335 (18.05%) taxonomically assigned

0/U
Calanidae

Calanus

0/U Oithonidae

Oithona

0/U
Calanoida

Calanidae

0/U Cyclopoida Oithonidae

0/U Eukaryota 0/U

Dinophyceae

0/U
Actinopteri

0/U
Ascidiacea

0/U

Aves

0/U

Hydrozoa0/U Insecta

Diptera

0/U

Mammalia

0/U Maxillopoda

Calanoida
Cyclopoida

Dinophyceae

0/U Metazoa

Actinopteri

Ascidiacea
Aves

HydrozoaInsecta Mammalia

Maxillopoda

no

Class

0/U Eukaryota
Fungi

Metazoa

Eukaryota



MGT−v1_195 : 7388 unigenes, 7017 (94.98%) taxonomically assigned

0/U

Alphaproteobacteria

alpha

proteobacterium

LLX12A

0/U Sphingomonadaceae

0/U Novosphingobium Novosphingobium sp. B−7

0/U Sphingobium

Sphingobium xenophagum

0/U Sphingomonas Sphingomonas

sp. ATCC 31555

0/U Sphingomonadaceae

Novosphingobium

Sphingobium

Sphingomonas

0/U Sphingomonadales

Sphingomonadaceae
0/U

Alphaproteobacteria

0/U Bacteria

Alphaproteobacteria

Bacilli

no
Class

Bacteria



MGT−v1_196 : 7378 unigenes, 5380 (72.92%) taxonomically assigned

0/U

Eukaryota

0/U

Dinophyceae

0/U

Theoperidae

0/U

Eucyrtidium

0/U Spirotrichea

0/U

Choreotrichida

0/U

Sporadotrichida

0/U
Oxytrichidae

0/U Tintinnida
0/U Rhabdonellidae

0/U Schmidingerella

Schmidingerella taraikaensis

0/U

Xystonellidae
0/U

Favella

Favella ehrenbergii

0/U

Eukaryota

0/U

Dinophyceae

0/U

Theoperidae

Eucyrtidium
0/U Spirotrichea

0/U

Choreotrichida

0/U

Sporadotrichida

0/U
Oxytrichidae

0/U Tintinnida
0/U Rhabdonellidae

Schmidingerella

0/U

Xystonellidae
Favella

0/U

Eukaryota

0/U

Dinophyceae

Theoperidae0/U Spirotrichea

0/U

Choreotrichida

0/U

Sporadotrichida

Oxytrichidae

0/U Tintinnida

Rhabdonellidae

Xystonellidae

0/U

Eukaryota

0/U

Dinophyceae

Nassellaria

0/U Spirotrichea

Choreotrichida

Sporadotrichida

Tintinnida

0/U

Eukaryota

Polycystinea

Eukaryota



MGT−v1_197 : 7244 unigenes, 2345 (32.37%) taxonomically assigned

0/U
Bolinopsidae

0/U
Mnemiopsis

0/U
Myoviridae

0/U
Bolinopsidae

0/U
Myoviridae

0/U LobataBolinopsidae

0/U

Viruses

0/U

Caudovirales

Myoviridae

0/U

Dinophyceae

0/U
Oomycetes

0/U

Polycystinea

0/U Metazoa

CydippidaLobata

0/U
Actinopteri

0/U

Anthozoa

0/U

Ascidiacea

0/U

Aves

0/U

Chilopoda

0/U
Demospongiae

Haplosclerida

0/U

Echinoidea
0/U

Enteropneusta

0/U
Hydrozoa

0/U
Maxillopoda

0/U Viruses

0/U

Bacteria

0/U Eukaryota Cryptophyta

Dinophyceae

Oomycetes

Polycystinea 0/U

Fungi

0/U Metazoa

Actinopteri

Anthozoa

Ascidiacea
Aves

BivalviaChilopoda

Demospongiae

Echinoidea Enteropneusta

Hydrozoa

Insecta

Mammalia

Maxillopoda

no
Class

0/U

Bacteria0/U Eukaryota
Fungi

Metazoa

0/U
Viruses

Bacteria

Eukaryota

no
superKingdom

Viruses



MGT−v1_198 : 7167 unigenes, 476 (6.64%) taxonomically assigned

0/U
Vannellidae

0/U

Oithonidae

0/U

Eukaryota

Vannellidae

Harrimaniidae

0/U

Calanoida

0/U

Mamiellales

0/U

Heterotrichea

0/U

Amphibia

0/U

Anthozoa
0/U

Arachnida

0/U
Bivalvia0/U

Chromadorea

0/U Echinoidea

Echinoida

0/U

Enoplea

0/U
Enteropneusta

0/U

Gastropoda

0/U
Maxillopoda

Calanoida Cyclopoida

0/U
Polychaeta

Capitellida

0/U

Eukaryota

Heterotrichea

0/U Metazoa

Actinopteri

Amphibia

Anthozoa

Arachnida

Bivalvia

Chromadorea

Demospongiae

Echinoidea

Enoplea

Enteropneusta

Gastropoda

Hydrozoa

Insecta

Mammalia MaxillopodaPolychaeta

0/U
Viridiplantae

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_199 : 7050 unigenes, 3192 (45.28%) taxonomically assigned

0/U Bolidomonas 0/U Lotharella0/U Palpitomonas

0/U

Isochrysidales
0/U

Prymnesiales

0/U

Gonyaulacales

0/U Metazoa

Bolidomonas LotharellaPalpitomonas Trichosphaerium

0/U

Isochrysidales
0/U

Prymnesiales

0/U

Gonyaulacales

0/U Metazoa

0/U

Isochrysidales
0/U

Prymnesiales

0/U

Gonyaulacales

0/U Metazoa

0/U Eukaryota

Choanoflagellida Isochrysidales Prymnesiales

0/U Cryptophyta

Pyrenomonadales

0/U
Dinophyceae

Gonyaulacales

0/U

Oomycetes

0/U

Mammalia

0/U Viridiplantae
0/U

Mamiellophyceae

0/U
Bacteria

Bacilli

0/U Eukaryota

Cryptophyta

Dictyochophyceae

Dinophyceae

Oomycetes

0/U
Fungi

Insecta

Mammalia Mamiellophyceae

0/U
Bacteria

0/U Eukaryota

FungiMetazoa Viridiplantae

Archaea

Bacteria

Eukaryota

no
superKingdom



MGT−v1_200 : 7033 unigenes, 5291 (75.23%) taxonomically assigned

0/U Isochrysidales

0/U
Isochrysidaceae0/U Isochrysis

0/U Noelaerhabdaceae

0/U Emiliania Emiliania huxleyi

0/U Isochrysidales

0/U
IsochrysidaceaeIsochrysis

0/U Noelaerhabdaceae

Emiliania

0/U Isochrysidales

Isochrysidaceae

Noelaerhabdaceae

0/U Eukaryota Coccolithales

Isochrysidales

PhaeocystalesPrymnesiales

Eukaryota



MGT−v1_201 : 7006 unigenes, 1128 (16.10%) taxonomically assigned

0/U

Florenciella

0/U
Prymnesiaceae

0/U

Florenciellales

Florenciella

0/U
Prymnesiales

Prymnesiaceae

0/U

Florenciellales

0/U
Gonyaulacales

0/U
Peridiniales

0/U Eukaryota

Isochrysidales Prymnesiales

0/U Dinophyceae

Dinophysiales Gonyaulacales

Oxyrrhinales

Peridiniales

0/U

Bacteria

0/U Eukaryota

Coccidia

Cryptophyta

Dictyochophyceae

Dinophyceae

Pelagophyceae

0/U

Fungi
0/U Metazoa Actinopteri

Aves

Insecta

no

Class

0/U

Bacteria

0/U Eukaryota

FungiMetazoa Viridiplantae

Bacteria

Eukaryota



MGT−v1_202 : 6983 unigenes, 1464 (20.97%) taxonomically assigned

0/U Calanidae

0/U Calanus
Calanus

finmarchicus

0/U Calanidae

Calanus

0/U

Actiniaria

0/U

Echinoida

0/U CalanoidaCalanidae

0/U

Actinopteri

0/U

Anthozoa

Actiniaria

0/U
Aves

0/U
Bivalvia

Myoida
Ostreoida

0/U

Branchiopoda

0/U
Echinoidea

Echinoida

0/U
Enteropneusta

0/U
Gastropoda0/U

Hydrozoa

0/U
Maxillopoda

Calanoida

Cyclopoida

0/U
Trematoda

0/U Metazoa

Actinopteri

Anthozoa

Aves

Bivalvia
Branchiopoda

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

Insecta

Maxillopoda

Polychaeta
Trematoda

Fungi

Eukaryota



MGT−v1_203 : 6961 unigenes, 5033 (72.30%) taxonomically assigned

0/U Bacteria

Candidatus
Poribacteria
sp. WGA−4E

Poribacteria bacterium WGA−3G

0/U

Bacillales
0/U

Clostridiales

0/U
Planctomycetales

0/U

Planctomycetaceae

marine sediment

metagenome

no Species

0/U

Bacillales
0/U

Clostridiales

0/U
Planctomycetales

0/U

Planctomycetaceae
0/U

Bacillales
0/U

Clostridiales

0/U
Planctomycetales

Planctomycetaceae

0/U
Bacilli

Bacillales

0/U

Clostridia

Clostridiales

0/U

Deltaproteobacteria
0/U

Gammaproteobacteria

0/U Bacteria

Alphaproteobacteria

Bacilli Clostridia

Cytophagia

Deltaproteobacteria

Flavobacteriia

GammaproteobacteriaPlanctomycetia

0/U

Viridiplantae

0/U
Eukaryota

Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_204 : 6941 unigenes, 1727 (24.88%) taxonomically assigned

0/U

Calanus

0/U
Calanidae

Calanus

0/U
Oithonidae

Oithona

CalanidaeOithonidae

0/U
Dinophyceae

0/U
Spirotrichea

Tintinnida

0/U

Anthozoa

0/U
Mammalia

0/U Maxillopoda

CalanoidaCyclopoida

Bacilli

0/U Eukaryota Dinophyceae Spirotrichea

0/U

Fungi

0/U Metazoa

Anthozoa

Aves

Hydrozoa

Insecta

Mammalia

Maxillopoda
no

Class

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_205 : 6869 unigenes, 4584 (66.73%) taxonomically assigned

0/U Viridiplantae

Prasinophyceae

sp. CCMP2111

prasinophyte sp.
RCC997 (clade VIIA1)

0/U
Mamiellales

0/U
Mamiellales

Nephroselmis

0/U
Mamiellales

0/U

Dinophyceae

Chlorodendrales

0/U
Chlorophyceae

Mamiellales

Dinophyceae
0/U

Metazoa

Chlorophyceae

Liliopsida

no

Class

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_206 : 6804 unigenes, 5341 (78.50%) taxonomically assigned

0/U

Metazoa

0/U
Insecta

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

0/U Calanus

0/U

Metazoa

0/U
Insecta

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

Calanus

0/U

Metazoa

0/U
Insecta

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida Calanidae

0/U

Metazoa

0/U
Insecta

0/U

Mammalia

0/U Maxillopoda

Calanoida

0/U

Metazoa

Insecta

Mammalia

Eukaryota



MGT−v1_207 : 6715 unigenes, 6043 (89.99%) taxonomically assigned

0/U Gammaproteobacteria

0/U
Alteromonadales

uncultured Alteromonadales
bacterium HF4000_16C08

0/U Alteromonadaceae

0/U Alteromonas

0/U
Eukaryota

0/U

Nephroselmis

0/U Gammaproteobacteria

0/U
Alteromonadales

0/U Alteromonadaceae

Alteromonas

Pseudoalteromonas

0/U
Eukaryota

0/U Gammaproteobacteria

0/U
Alteromonadales

Alteromonadaceae

Pseudoalteromonadaceae

0/U
Eukaryota

Acanthoecidae

0/U Gammaproteobacteria

Alteromonadales

0/U
Eukaryota

Choanoflagellida

0/U Bacteria Alphaproteobacteria

Gammaproteobacteria

0/U
Eukaryota

Viridiplantae

no

Kingdom

Bacteria

Eukaryota

no

superKingdom



MGT−v1_208 : 6656 unigenes, 1776 (26.68%) taxonomically assigned

0/U

Calanus

0/U
Caligidae

0/U
Caligidae

Lepeophtheirus

0/U

Amphipoda

0/U
Decapoda

0/U
Calanoida

Calanidae
Caligidae

0/U

Dinophyceae

0/U
Actinopteri Anura

0/U
Arachnida

0/U

Chilopoda
0/U

Chromadorea
0/U

Echinoidea

0/U
Hydrozoa

0/U Malacostraca

Amphipoda
Decapoda

0/U
Mammalia

0/U Maxillopoda

Calanoida

Capitellida

0/U

Eukaryota

Dinophyceae

0/U Metazoa

Actinopteri
Amphibia

Arachnida
AscidiaceaBranchiopoda

Chilopoda

Chromadorea Echinoidea

Hydrozoa

Insecta

Malacostraca

Mammalia

Maxillopoda

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_209 : 6345 unigenes, 830 (13.08%) taxonomically assigned

0/U

Eukaryota

0/U

Bolidomonas

0/U

Calanidae
0/U

Calanus

0/U Oithonidae 0/U
Oithona

Oithona nana
0/U

Eukaryota

Bolidomonas

0/U

Calanidae
Calanus

0/U Oithonidae Oithona

0/U Calanoida Calanidae

0/U Cyclopoida

Oithonidae

0/U

Dinophyceae
0/U

Actinopteri

Cypriniformes

0/U
Aves

0/U
Bivalvia

0/U

Demospongiae

Haplosclerida

0/U

Echinoidea

0/U
Hydrozoa

0/U
Mammalia

Rodentia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Eukaryota

Dinophyceae

0/U

Fungi

0/U Metazoa Actinopteri

Aves

Bivalvia

Demospongiae

Echinoidea

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_210 : 6327 unigenes, 4118 (65.09%) taxonomically assigned

0/U
Phaeocystaceae

0/U Phaeocystis

0/U

Eucyrtidium

0/U Spirotrichea
0/U Strombidiidae

0/U Strombidium

0/U
Phaeocystaceae

Phaeocystis

Eucyrtidium

0/U Spirotrichea
0/U Strombidiidae

Strombidium

0/U Spirotrichea Strombidiidae

0/U EukaryotaPhaeocystales
0/U

Dinophyceae

0/U

Polycystinea

Nassellaria

Urostylida

0/U Eukaryota Dinophyceae

Polycystinea

Spirotrichea

Eukaryota



MGT−v1_211 : 6304 unigenes, 4492 (71.26%) taxonomically assigned

0/U Coscinodiscophyceae

0/U Leptocylindraceae

0/U Chaetocerotales 0/U

Chaetocerotaceae 0/U Thalassiosirales

0/U

Fragilariophyceae
0/U

Mediophyceae

0/U Coscinodiscophyceae

0/U Leptocylindraceae

0/U Chaetocerotales 0/U

Chaetocerotaceae 0/U Thalassiosirales

0/U

Fragilariophyceae
0/U

Mediophyceae

0/U Coscinodiscophyceae

Leptocylindraceae

0/U Chaetocerotales Chaetocerotaceae 0/U Thalassiosirales

0/U

Fragilariophyceae
0/U

Mediophyceae

0/U Coscinodiscophyceae

Chaetocerotales Thalassiosirales

0/U
Fragilariophyceae

Striatellales

0/U

Mediophyceae

0/U Eukaryota

Coscinodiscophyceae

Dinophyceae

Fragilariophyceae

Mediophyceae

Eukaryota



MGT−v1_212 : 6215 unigenes, 2546 (40.97%) taxonomically assigned

0/U
Oithonidae

Oithona

0/U
Calanoida

Calanidae

0/U Cyclopoida Oithonidae

Corethrales
0/U

Dinophyceae

Ixodida

0/U

Bivalvia

0/U
Mammalia

0/U Maxillopoda

CalanoidaCyclopoida

Siphonostomatoida

0/U Eukaryota Dinophyceae

0/U Metazoa

Bivalvia

Insecta

Mammalia

Maxillopoda

no
Class

0/U Eukaryota

Fungi

Metazoa

Eukaryota



MGT−v1_213 : 6203 unigenes, 2406 (38.79%) taxonomically assigned

0/U

Dictyocha

Bolidomonas

0/U

Dictyochales

0/U
Florenciellales

0/U

Isochrysidales

0/U Eukaryota

Isochrysidales Prymnesiales

0/U

Cryptophyta

0/U Dictyochophyceae

Dictyochales

Florenciellales

Pedinellales

0/U
Dinophyceae

0/U

Oomycetes

0/U
Pelagophyceae

0/U Eukaryota

Chrysophyceae

Cryptophyta

Dictyochophyceae

Dinophyceae

Oomycetes

Pelagophyceae

0/U Fungi

0/U Eukaryota

Fungi MetazoaViridiplantae

Eukaryota



MGT−v1_214 : 6183 unigenes, 2128 (34.42%) taxonomically assigned

0/U Coscinodiscophyceae

0/U Thalassiosirales

0/U Thalassiosiraceae 0/U

Thalassiosira

0/U

Mediophyceae

0/U Coscinodiscophyceae

0/U Thalassiosirales

0/U Thalassiosiraceae Thalassiosira

0/U

Mediophyceae

0/U Coscinodiscophyceae

0/U Thalassiosirales

Thalassiosiraceae

0/U

Mediophyceae

0/U CoscinodiscophyceaeThalassiosirales

0/U

Mediophyceae
0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

Dinophyceae
Mediophyceae

Eukaryota



MGT−v1_215 : 6182 unigenes, 4780 (77.32%) taxonomically assigned

Bradyrhizobiaceae

0/U Rhodobacterales

Rhodobacteraceae

0/U
Burkholderiales

0/U Alphaproteobacteria

Rhizobiales

Rhodobacterales

Rhodospirillales

0/U Bacteria

Alphaproteobacteria

Betaproteobacteria

Gammaproteobacteria

no

Class

Fungi

Bacteria



MGT−v1_216 : 6139 unigenes, 1723 (28.07%) taxonomically assigned

0/U
Cionidae

0/U
Cionidae

0/U
Nassellaria

0/U

Enterogona

Cionidae

0/U Eukaryota

0/U

Dinophyceae

0/U
Actinopteri

0/U
Amphibia

0/U
Arachnida

Enterogona

0/U

Bivalvia

0/U
Chromadorea

0/U
Hydrozoa

0/U
Mammalia

0/U

Bacteria

Bacilli

Dinophyceae

Polycystinea

0/U
Fungi

0/U Metazoa

Actinopteri

Amphibia

Appendicularia

Arachnida

Ascidiacea

Aves
Bivalvia

Chromadorea

Hydrozoa

Insecta Mammalia

Maxillopoda

0/U

Viridiplantae

no

Class

0/U

Bacteria

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Bacteria

Eukaryota



MGT−v1_217 : 6129 unigenes, 311 (5.07%) taxonomically assigned
labyrinthulid

quahog
parasite QPX

0/U Oithonidae 0/U Oithona

Oithona nana

0/U Oithonidae Oithona

0/U

Dictyosteliida

0/U

Eutreptiales

0/U
Isochrysidales

0/U

Anura

0/U

Rhabditida

0/U

Calanoida

0/U Cyclopoida

Oithonidae

Dictyosteliida

Eutreptiales

Isochrysidales
0/U

Aconoidasida

0/U

Dinophyceae0/U

Litostomatea

0/U

Actinopteri

0/U

Anthozoa

0/U

Arachnida

0/U

Branchiopoda

0/U

Echinoidea

0/U

Enoplea

0/U

Gastropoda

0/U

Hydrozoa

0/U Insecta

Diptera Hymenoptera

0/U
Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Polychaeta

0/U Eukaryota

Aconoidasida

Dinophyceae

Litostomatea

0/U Metazoa

Actinopteri

Amphibia
Anthozoa

Arachnida

Branchiopoda Echinoidea

Enoplea

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

Trematoda

no
Class

0/U Eukaryota Fungi

Metazoa

Eukaryota



MGT−v1_218 : 6124 unigenes, 5050 (82.46%) taxonomically assigned

0/U Viridiplantae

Prasinophyceae
sp. CCMP1205

Prasinophyceae sp. CCMP2111 Prasinophyceae
sp. CCMP2175

Prasinophyceae

sp. RCC1871

(clade 7X−A4)prasinophyte
sp. RCC997
(clade VIIA1)

0/U Trebouxiophyceae 0/U Picochlorum0/U Trebouxiophyceae Picochlorum

0/U

Eukaryota

0/U

Eukaryota

Mediophyceae

0/U
Metazoa

0/U Viridiplantae

Chlorodendrophyceae ChlorophyceaeMamiellophyceaeTrebouxiophyceae

0/U

Eukaryota

Metazoa

Eukaryota



MGT−v1_219 : 6115 unigenes, 3600 (58.87%) taxonomically assigned

0/U Eukaryota

0/U Choanoflagellida

0/U
Dinophyceae

0/U Polycystinea

0/U Theoperidae

0/U Eucyrtidium

0/U Spirotrichea

0/U Strombidiidae 0/U
Strombidium

Strombidium inclinatum

0/U
Euplotida0/U Sporadotrichida 0/U Oxytrichidae 0/U

Oxytricha

0/U
Tintinnida

0/U Eukaryota

0/U Choanoflagellida

0/U
Dinophyceae

0/U Polycystinea

0/U Theoperidae

Eucyrtidium

0/U Spirotrichea

0/U Strombidiidae Strombidium

0/U
Euplotida0/U Sporadotrichida 0/U Oxytrichidae Oxytricha

0/U
Tintinnida

0/U Eukaryota

0/U Choanoflagellida

0/U
Dinophyceae

0/U Polycystinea

0/U Spirotrichea

Strombidiidae

0/U
Euplotida0/U Sporadotrichida Oxytrichidae 0/U

Tintinnida

0/U Eukaryota

Choanoflagellida

0/U
Dinophyceae

0/U Polycystinea

0/U Spirotrichea

Choreotrichida EuplotidaSporadotrichida Tintinnida

0/U Eukaryota

Dinophyceae

Polycystinea

SpirotricheaEukaryota



MGT−v1_220 : 6109 unigenes, 428 (7.01%) taxonomically assigned

0/U

Echinoida

Harrimaniidae

0/U

Decapoda

0/U

Eukaryota

0/U
Actinopteri

0/U

Amphibia

0/U Anthozoa

Actiniaria

0/U
Aves

0/U
Bivalvia

0/U

Chromadorea
Echinoida

0/U

Enteropneusta

0/U

Gastropoda

0/U Hydrozoa

Anthoathecata Leptothecata

0/U Insecta

ColeopteraIsoptera Lepidoptera

0/U Maxillopoda

Calanoida

0/U Polychaeta

Capitellida

0/U Metazoa

Actinopteri

Amphibia

Anthozoa
Aves

Bivalvia

ChromadoreaEchinoidea

Enteropneusta

Gastropoda

Hirudinida

Hydrozoa

InsectaMammalia

MaxillopodaPolychaeta

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_221 : 6033 unigenes, 753 (12.48%) taxonomically assigned

0/U Oithonidae 0/U Oithona

Bolidomonas

0/U Oithonidae Oithona

Hexamitidae

0/U Calanoida Calanidae

0/U Cyclopoida

Oithonidae

0/U
Dinophyceae

0/U
Arachnida

0/U

Chromadorea

0/U

Demospongiae

Haplosclerida

0/U

Echinoidea

Echinoida

0/U
Hydrozoa

0/U

Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Eukaryota

Dinophyceae

0/U
Fungi

0/U Metazoa

Actinopteri

Anthozoa
Arachnida

Aves

Chromadorea

Demospongiae

Echinoidea

HydrozoaInsecta

Mammalia

Maxillopoda

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_222 : 5923 unigenes, 3147 (53.13%) taxonomically assigned

0/U Metazoa 0/U

Hydrozoa

0/U Insecta

0/U Maxillopoda

0/U Calanoida

0/U Calanidae
0/U

Calanus

0/U Metazoa 0/U

Hydrozoa

0/U Insecta

0/U Maxillopoda

0/U Calanoida

0/U Calanidae Calanus

0/U Metazoa 0/U

Hydrozoa

0/U Insecta

0/U Maxillopoda

0/U Calanoida

Calanidae

0/U Metazoa 0/U

Hydrozoa

0/U Insecta

0/U MaxillopodaCalanoida

0/U Metazoa HydrozoaInsecta

Maxillopoda

Eukaryota



MGT−v1_223 : 5916 unigenes, 5207 (88.02%) taxonomically assigned

0/U

Rhizobiales

0/U
Sphingomonadaceae

0/U Alteromonadales

0/U
Alteromonadaceae0/U Marinobacter

Marinobacter manganoxydans Marinobacter sp. ES−1

0/U

Rhizobiales

0/U
Sphingomonadaceae

Novosphingobium

Sphingobium

0/U Alteromonadales

0/U
Alteromonadaceae

Marinobacter

0/U

Rhizobiales

0/U Alteromonadales

Alteromonadaceae

Alcanivoracaceae

0/U

Pedinellales

0/U
Alphaproteobacteria

Rhizobiales

0/U
Gammaproteobacteria

Oceanospirillales

Pseudomonadales

0/U

Planctomycetia

0/U BacteriaAlphaproteobacteria

Flavobacteriia

Gammaproteobacteria

Planctomycetia

0/U
Eukaryota

no
Class

0/U
Eukaryota

Metazoa

Bacteria

Eukaryota

no
superKingdom

Viruses



MGT−v1_224 : 5900 unigenes, 3454 (58.54%) taxonomically assigned

0/U
Dinophyceae

0/U

Polycystinea

0/U Spirotrichea

0/U

Choreotrichida

0/U
Sporadotrichida 0/U

Oxytrichidae

0/U

Oxytricha0/U Tintinnida

0/U Favella

0/U
Urostylida

0/U
Dinophyceae

0/U

Polycystinea

0/U Spirotrichea

0/U

Choreotrichida

0/U
Sporadotrichida 0/U

Oxytrichidae

Oxytricha
0/U Tintinnida

Favella

0/U
Urostylida

0/U
Dinophyceae

0/U

Polycystinea

0/U Spirotrichea

0/U

Choreotrichida

0/U
Sporadotrichida

Oxytrichidae

0/U Tintinnida

0/U
Urostylida

0/U
Dinophyceae

0/U

Polycystinea

Nassellaria

0/U Spirotrichea

Choreotrichida

Euplotida

Sporadotrichida

Tintinnida

Urostylida

0/U
Eukaryota

Dinophyceae

Polycystinea

SpirotricheaEukaryota



MGT−v1_225 : 5805 unigenes, 4873 (83.94%) taxonomically assigned

0/U Eukaryota

0/U

Coccolithales
0/U Isochrysidales 0/U Phaeocystales

0/U Prymnesiales

0/U
Chrysochromulina

0/U Prymnesiaceae

0/U Eukaryota

0/U

Coccolithales
0/U Isochrysidales 0/U Phaeocystales

0/U Prymnesiales

Chrysochromulina

0/U Prymnesiaceae

0/U Eukaryota

0/U

Coccolithales
0/U Isochrysidales 0/U Phaeocystales

0/U Prymnesiales

Prymnesiaceae

0/U Eukaryota

CoccolithalesIsochrysidales Phaeocystales

Prymnesiales

Eukaryota



MGT−v1_226 : 5748 unigenes, 1706 (29.68%) taxonomically assigned

0/U
Calanidae

Calanus

0/U Oithonidae

Oithona

0/U
Eukaryota

0/U

Ixodida

0/U Calanoida Calanidae

0/U Cyclopoida Oithonidae

0/U

Dinophyceae

0/U

Hydrozoa

0/U Insecta

Diptera

0/U

Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U
Eukaryota

Dinophyceae

Polycystinea

0/U Metazoa

Arachnida

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U
Eukaryota

Fungi

Eukaryota



MGT−v1_227 : 5738 unigenes, 5641 (98.31%) taxonomically assigned

0/U Alteromonadales

0/U Marinobacter

Marinobacter
adhaerens

Marinobacter manganoxydans
0/U

Pseudopedinella

0/U Alteromonadales0/U Alteromonadales

0/U Gammaproteobacteria

Alteromonadales

0/U Bacteria Alphaproteobacteria

Gammaproteobacteria

0/U Eukaryota

0/U
Eukaryota

Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_228 : 5716 unigenes, 4025 (70.42%) taxonomically assigned

0/U Eukaryota0/U Bolidomonas 0/U EukaryotaBolidomonas

0/U
Viruses

0/U

Bacteria

0/U Eukaryota

BacillariophyceaeCoscinodiscophyceae Pelagophyceae

no

Class

0/U

Bacteria

0/U
Viruses

Bacteria

Eukaryota

Viruses



MGT−v1_229 : 5666 unigenes, 2184 (38.55%) taxonomically assigned

0/U Fragilariopsis

Fragilariopsis kerguelensis

0/U
Chaetoceros

Chaetoceros

debilis

Fragilariopsis

Chaetoceros
0/U

Thalassiosiraceae

Thalassiosira

0/U

Oithonidae

0/U BacillarialesBacillariaceae

0/U

Chaetocerotales

0/U

Thalassiosirales

Thalassiosiraceae

0/U
Cyclopoida

Oithonidae

0/U

Bacillariophyceae

0/U Coscinodiscophyceae

Chaetocerotales

Corethrales

Thalassiosirales

0/U
Dinophyceae

0/U

Fragilariophyceae

0/U

Spirotrichea

0/U
Insecta

0/U
Maxillopoda

Calanoida

Cyclopoida

0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

DinophyceaeFragilariophyceae

Mediophyceae

Spirotrichea

0/U Metazoa

Insecta

Maxillopoda

0/U Eukaryota MetazoaEukaryota



MGT−v1_230 : 5654 unigenes, 4190 (74.11%) taxonomically assigned

0/U Planctomycetales

0/U Planctomycetaceae

marine sediment

metagenome

no Species

0/U Planctomycetales

0/U Planctomycetaceae

0/U Planctomycetales

Planctomycetaceae

0/U PlanctomycetiaPlanctomycetales

0/U Bacteria

Bacilli

Gammaproteobacteria

Planctomycetia

0/U
Eukaryota

Bacteria

Eukaryota

no
superKingdom



MGT−v1_231 : 5611 unigenes, 4321 (77.01%) taxonomically assigned

0/U
Chromulinales

0/U Chromulinaceae

0/U
Chromulinales

0/U Chromulinaceae

0/U
Chromulinales

Chromulinaceae

0/U Chrysophyceae Chromulinales

0/U
Dinophyceae

0/U

Oomycetes

Synurales

0/U

Insecta

Bacilli

0/U Eukaryota

Chrysophyceae

Cryptophyta

Dinophyceae

Oomycetes

0/U Metazoa Actinopteri Insecta 0/U Viridiplantae

no

Class

0/U Eukaryota

FungiMetazoa Viridiplantae

Eukaryota



MGT−v1_232 : 5587 unigenes, 536 (9.59%) taxonomically assigned
0/U

Aplysia

0/U
HarrimaniidaeAplysia

0/U

Reduviidae

0/U Cichliformes Cichlidae

0/U

Enteropneusta

Harrimaniidae

0/U Gastropoda

Aplysiidae

0/U

Coleoptera

0/U

Diptera

0/U
Hemiptera

Reduviidae

0/U Calanoida

Calanidae

0/U

Eukaryota

0/U Actinopteri

Cichliformes

0/U

Amphibia

0/U
Anthozoa

0/U

Arachnida

0/U

Ascidiacea

0/U
Aves0/U

Chromadorea
0/U

Demospongiae

0/U

Echinoidea

Echinoida

0/U

Enteropneusta

Coleoptera

Diptera

Hemiptera

0/U
Mammalia0/U Maxillopoda Calanoida

0/U

Polychaeta

Capitellida

0/U
Trematoda

Strigeidida

0/U

Eukaryota

0/U

Fungi

0/U Metazoa

Actinopteri

Amphibia

Anthozoa

Arachnida

Ascidiacea

Aves

Chromadorea

Demospongiae

Echinoidea

EnopleaEnteropneusta

Gastropoda

Hirudinida

Hydrozoa
Insecta

Mammalia
Maxillopoda

Polychaeta

Trematoda

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_233 : 5494 unigenes, 5187 (94.41%) taxonomically assigned
0/U Rhodobacterales

0/U Rhodobacteraceae

0/U Citreicella 0/U Leisingera

0/U Pelagibaca

Pelagibaca bermudensis

0/U Roseivivax

0/U Rhodobacterales

0/U Rhodobacteraceae

Citreicella Leisingera

Pelagibaca

Roseivivax

0/U Rhodobacterales

Rhodobacteraceae
AlphaproteobacteriaBacteria



MGT−v1_234 : 5480 unigenes, 577 (10.53%) taxonomically assigned

0/U Calanus

Calanus finmarchicus

0/U Calanidae Calanus

0/U

Prymnesiales

0/U

Leptothecata

0/U

Hemiptera

0/U Calanoida

Calanidae

0/U

Eukaryota

Choanoflagellida

Prymnesiales0/U

Actinopteri

0/U
Amphibia

0/U

Arachnida

0/U
Aves

0/U

Bivalvia

0/U

Chromadorea

0/U

Echinoidea

Echinoida

Leptothecata

0/U Insecta

Diptera Hemiptera

0/U Maxillopoda Calanoida

0/U

Liliopsida

0/U Metazoa
Actinopteri

Amphibia Arachnida

Aves

Bivalvia

Chromadorea

Echinoidea

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Viridiplantae

Liliopsida

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_235 : 5473 unigenes, 4740 (86.61%) taxonomically assigned

0/U Dothideomycetes

0/U

Botryosphaeriales

0/U
Capnodiales0/U Pleosporales

0/U Eurotiomycetes

0/U
Chaetothyriales

0/U

Eurotiales

0/U

Sordariomycetes

0/U

Hypocreales

0/U Dothideomycetes

0/U

Botryosphaeriales

0/U
Capnodiales0/U Pleosporales

0/U Eurotiomycetes

0/U
Chaetothyriales

0/U

Eurotiales

0/U

Sordariomycetes

0/U

Hypocreales

0/U Dothideomycetes

0/U

Botryosphaeriales

0/U
Capnodiales0/U Pleosporales

0/U Eurotiomycetes

0/U
Chaetothyriales

0/U

Eurotiales

0/U

Sordariomycetes

0/U

Hypocreales

0/U Dothideomycetes

BotryosphaerialesCapnodialesPleosporales

0/U Eurotiomycetes

Chaetothyriales Eurotiales

0/U

Sordariomycetes

Hypocreales

0/U Fungi

Dothideomycetes

Eurotiomycetes

Leotiomycetes

Sordariomycetes

Eukaryota



MGT−v1_236 : 5456 unigenes, 356 (6.52%) taxonomically assigned

0/U

Acartia

0/U
Calanus

0/U

Oithonidae

Acartia

Calanus

0/U

Oithonidae

0/U
Isochrysidales

0/U Calanoida

Calanidae

0/U Cyclopoida Oithonidae

0/U Eukaryota Isochrysidales

0/U
Actinopteri

0/U
Echinoidea

0/U

Gastropoda

0/U Insecta

Coleoptera
0/U Maxillopoda

Calanoida

Cyclopoida

0/U Metazoa

Actinopteri

Ascidiacea

Echinoidea

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

no

Class

0/U Eukaryota

Metazoa
Eukaryota



MGT−v1_237 : 5449 unigenes, 373 (6.85%) taxonomically assigned

0/U
Oithona

0/U Calanidae

Calanus

0/U
Oithonidae

Oithona
0/U Calanoida

Acartiidae

Calanidae

0/U
Cyclopoida

Testudines

0/U

Actinopteri

0/U

Anthozoa

0/U
Arachnida

0/U

Echinoidea

0/U
Gastropoda

0/U Hydrozoa

Leptothecata

0/U Maxillopoda

Calanoida Cyclopoida

0/U

Polychaeta

0/U

Trematoda

0/U Metazoa

Actinopteri

Anthozoa

Arachnida
Aves

Chromadorea

Echinoidea

Gastropoda

HydrozoaInsecta Mammalia

Maxillopoda

Polychaeta

Trematoda

Eukaryota



MGT−v1_238 : 5409 unigenes, 4757 (87.95%) taxonomically assigned

0/U Bacteria

uncultured bacterium
MedeBAC46A06

0/U Alphaproteobacteria
0/U Candidatus
Puniceispirillum

0/U

Candidatus

Pelagibacter

0/U

Rhodobacteraceae

SAR324
cluster

bacterium
JCVI−SC
AAA005
gamma

proteobacterium

HIMB55

0/U Alphaproteobacteria
Candidatus

Puniceispirillum

Candidatus

Pelagibacter

0/U

Rhodobacteraceae

0/U
Pelagibacterales

Pelagibacteraceae

0/U

Rhodobacterales

Rhodobacteraceae

0/U BacteriaChroococcales

Pelagibacterales

Rhizobiales

Rhodobacterales

Rhodospirillales

0/U

Deltaproteobacteria 0/U

Flavobacteriia

Flavobacteriales

0/U
Gammaproteobacteria

Cellvibrionales

0/U

Chrysophyceae

0/U Bacteria

Alphaproteobacteria

Deltaproteobacteria

Flavobacteriia

Gammaproteobacteria 0/U

Eukaryota

Chrysophyceae

no
Class

0/U

Eukaryota

Bacteria

Eukaryota



MGT−v1_239 : 5408 unigenes, 4931 (91.18%) taxonomically assigned

0/U Viridiplantae

Prasinophyceae
sp. CCMP1205

Prasinophyceae

sp. CCMP2111

Prasinophyceae
sp. CCMP2175

Prasinophyceae

sp. RCC1871

(clade 7X−A4)

prasinophyte sp.
RCC997 (clade VIIA1)

0/U Mamiellophyceae0/U Trebouxiophyceae0/U Picochlorum 0/U Mamiellophyceae0/U TrebouxiophyceaePicochlorum 0/U Mamiellophyceae0/U Mamiellophyceae

0/U Viridiplantae

ChlorodendrophyceaeMamiellophyceae NephroselmidophyceaeTrebouxiophyceae

Eukaryota



MGT−v1_240 : 5292 unigenes, 4781 (90.34%) taxonomically assigned

0/U Gammaproteobacteria

0/U Alteromonadales

0/U Alteromonadaceae

0/U

Alteromonas

0/U

Salinimonas

0/U

Vibrionales

0/U
Vibrionaceae

0/U

Eukaryota

0/U Gammaproteobacteria

0/U Alteromonadales

0/U Alteromonadaceae

Alteromonas

Salinimonas

0/U

Vibrionales

0/U
Vibrionaceae

0/U

Eukaryota

0/U Gammaproteobacteria

0/U Alteromonadales

Alteromonadaceae

0/U

Vibrionales

Vibrionaceae

0/U

Eukaryota

0/U Gammaproteobacteria

Alteromonadales

Oceanospirillales Vibrionales

0/U

Eukaryota

0/U Bacteria Alphaproteobacteria
Flavobacteriia

Gammaproteobacteria

0/U

Eukaryota

no
Class

0/U

Eukaryota

Bacteria

Eukaryota



MGT−v1_241 : 5274 unigenes, 1736 (32.92%) taxonomically assigned

0/U

Pseudophaeobacter

0/U
Roseobacter

Roseobacter sp. MED193

0/U

Sulfitobacter

Sulfitobacter

sp.

NAS−14.1

0/U

Chaetoceros

0/U Rhodobacteraceae

Pseudophaeobacter

Roseobacter

Sulfitobacter
0/U Oithonidae

Oithona

0/U Rhodobacterales

Rhodobacteraceae

0/U Alphaproteobacteria

Rhodobacterales

Chaetocerotales 0/U

Spirotrichea

0/U
Actinopteri

Beloniformes

0/U
Bivalvia

0/U

Enteropneusta

0/U
Gastropoda

0/U
Insecta

0/U

Mammalia

0/U Bacteria

Alphaproteobacteria

Gammaproteobacteria

0/U Eukaryota Dinophyceae

Spirotrichea

0/U Metazoa

Actinopteri

Bivalvia
Echinoidea

Enteropneusta

Gastropoda

Hirudinida

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

0/U Eukaryota

Metazoa

Bacteria

Eukaryota

no superKingdom



MGT−v1_242 : 5257 unigenes, 1361 (25.89%) taxonomically assigned

0/U

Chroococcales

0/U Oscillatoriales
0/U

Moorea

0/U Trichodesmium

0/U

Cionidae

0/U Ciona

0/U

Chroococcales

0/U Oscillatoriales

Lyngbya

Moorea

Trichodesmium

0/U

Cionidae

Ciona

0/U

Chroococcales

0/U
Nostocales

0/U

Pleurocapsales

Branchiostomidae

0/U

Calanoida

Calanidae

0/U Bacteria

Chroococcales

Nostocales

Oscillatoriales

Pleurocapsales

Corynebacteriales
0/U

Bacilli

0/U

Actinopteri

0/U
Anthozoa

0/U
Aves

0/U

Echinoidea

0/U

Gastropoda

0/U

Hydrozoa

0/U

Mammalia

0/U Bacteria

Actinobacteria BacilliGammaproteobacteria

Dinophyceae

0/U Metazoa

Actinopteri

Anthozoa
Arachnida

Ascidiacea

Aves

Chromadorea

Echinoidea Gastropoda

Hydrozoa
Insecta

Mammalia
Maxillopoda

0/U Eukaryota

Metazoa

Bacteria
Eukaryota

no superKingdom



MGT−v1_243 : 5158 unigenes, 4303 (83.42%) taxonomically assigned

0/U

Eukaryota

0/U
Dinophyceae0/U Pelagophyceae

0/U Pelagomonadales0/U Aureococcus

Aureococcus anophagefferens 0/U Pelagococcus 0/U Pelagomonas

0/U

Eukaryota

0/U
Dinophyceae0/U Pelagophyceae

0/U PelagomonadalesAureococcus

Pelagococcus Pelagomonas

0/U

Eukaryota

0/U
Dinophyceae0/U Pelagophyceae

0/U Pelagomonadales
0/U

Eukaryota

Isochrysidales

0/U
Dinophyceae0/U Pelagophyceae

Pelagomonadales

0/U

Eukaryota

Dictyochophyceae

Dinophyceae

Eukaryota



MGT−v1_244 : 5150 unigenes, 287 (5.57%) taxonomically assigned

0/U

Calanidae
0/U

Calanus

0/U Oithonidae 0/U Oithona

Oithona nana

0/U

Calanidae

0/U Oithonidae Oithona

0/U Calanoida Calanidae

0/U Cyclopoida

Oithonidae

0/U

Actinopteri

0/U

Branchiopoda

0/U

Echinoidea

0/U

Gastropoda

0/U Maxillopoda

Calanoida

Cyclopoida

Siphonostomatoida

0/U

Eukaryota

0/U

Fungi

0/U Metazoa

Actinopteri

Arachnida

Branchiopoda Echinoidea

Gastropoda

Insecta

Maxillopoda

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_245 : 5092 unigenes, 2869 (56.34%) taxonomically assigned

0/U Polycystinea

0/U

Nassellaria

0/U

Theoperidae

0/U

Eucyrtidium

0/U Spirotrichea

0/U
Choreotrichida

0/U

Sporadotrichida

0/U

Oxytrichidae

0/U Oxytricha

0/U Tintinnida

0/U
Rhabdonellidae

0/U
Schmidingerella

Schmidingerella taraikaensis

0/U

Xystonellidae
0/U

Favella

Favella ehrenbergii

0/U Polycystinea

0/U

Nassellaria

0/U

Theoperidae

Eucyrtidium

0/U Spirotrichea

0/U
Choreotrichida

0/U

Sporadotrichida

0/U

Oxytrichidae

Oxytricha

0/U Tintinnida

0/U
Rhabdonellidae

Schmidingerella

0/U

Xystonellidae Favella

0/U Polycystinea

0/U

Nassellaria

Theoperidae

0/U Spirotrichea

0/U
Choreotrichida

0/U

Sporadotrichida

Oxytrichidae

0/U Tintinnida

Rhabdonellidae

Xystonellidae

0/U Polycystinea

Nassellaria

0/U Spirotrichea

Choreotrichida

Sporadotrichida

Tintinnida
0/U

Eukaryota

Polycystinea

Eukaryota



MGT−v1_246 : 5043 unigenes, 4800 (95.18%) taxonomically assigned

0/U Rhodospirillaceae

0/U Tistrella Tistrella mobilis

0/U Rhodospirillaceae

Tistrella

0/U
Rhizobiales

0/U Alphaproteobacteria Rhizobiales

Rhodospirillales

Chromatiales

0/U
Bacteria

AlphaproteobacteriaBacteria



MGT−v1_247 : 5039 unigenes, 2958 (58.70%) taxonomically assigned

0/U Bacteria
Verrucomicrobia

bacterium
SCGC

AAA164−E04

0/U

Synechococcus

0/U Halieaceae

gamma
proteobacterium

HIMB55

0/U
Rhodopirellula

0/U

Pelagomonas

Pelagomonas

calceolata

0/U

Chroococcales

Synechococcus

0/U

Flavobacteriaceae

0/U

Planctomycetaceae

Rhodopirellula
0/U Pelagomonadales

0/U

Chroococcales

0/U

Cytophagales

0/U

Flavobacteriales

Flavobacteriaceae

0/U

Pelagomonadales

Chroococcales

Prochlorales

0/U Alphaproteobacteria

Rhizobiales

Rhodobacterales

0/U
Bacilli

0/U
Cytophagia

Cytophagales

0/U
Flavobacteriia

Flavobacteriales

0/U Gammaproteobacteria

Cellvibrionales
0/U

Opitutae

0/U Planctomycetia

Planctomycetales

0/U Eukaryota

Isochrysidales Prymnesiales

0/U

Cryptophyta

0/U Bacteria

Alphaproteobacteria

Bacilli
BacteroidiaBetaproteobacteria

Cytophagia

Flavobacteriia

Gammaproteobacteria

OpitutaePlanctomycetia

Verrucomicrobiae

0/U Eukaryota

Cryptophyta

Dinophyceae

MediophyceaePelagophyceae

0/U Eukaryota

Metazoa Viridiplantae

Bacteria

Eukaryota

no superKingdom



MGT−v1_248 : 4981 unigenes, 488 (9.80%) taxonomically assigned

0/U
Spadellidae

Spadella
cephaloptera

0/U
Spadellidae

Spadella

0/U

Eucoccidiorida

Eimeriidae

0/U Metazoa

Branchiostomidae
0/U

Actiniaria

0/U Phragmophora

Spadellidae

0/U Coccidia

Petromyzontiformes

0/U

Actinopteri

0/U

Anthozoa

Actiniaria 0/U
Aves

0/U Bivalvia

Ostreoida

0/U

Echinoidea

Echinoida

0/U
Mammalia

Carnivora Rodentia

0/U

Maxillopoda

0/U
Polychaeta

Aphragmophora

Phragmophora

0/U

Viridiplantae

0/U

Chlorophyceae

0/U
Bacteria

Coccidia
0/U

Fungi

0/U Metazoa

Actinopteri

Anthozoa
Aves

Bivalvia

Echinoidea

Hydrozoa

Insecta

Mammalia

Maxillopoda
Polychaeta

Sagittoidea

0/U

Viridiplantae

Chlorophyceae

0/U
Bacteria

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

no

Kingdom

0/U

Viruses

Bacteria

Eukaryota

Viruses



MGT−v1_249 : 4980 unigenes, 3882 (77.95%) taxonomically assigned

uncultured
bacterium

12−5D

0/U

Cytophagales0/U

Planctomycetales
0/U

Planctomycetaceae

0/U Rhodopirellula

0/U

Spartobacteria

0/U

Chthoniobacter

0/U

Verrucomicrobiaceae

marine sediment
metagenome

no
Species

0/U

Cytophagales0/U

Planctomycetales
0/U

Planctomycetaceae

Rhodopirellula

0/U

Spartobacteria

Chthoniobacter

0/U

Verrucomicrobiaceae

0/U

Cytophagales0/U

Planctomycetales

Rubritaleaceae

Verrucomicrobiaceae

0/U

Cytophagia

Cytophagales

0/U Lentisphaeria

Lentisphaerales

0/U
Opitutae

Puniceicoccales

0/U Planctomycetia

Planctomycetales

0/U

Spartobacteria

0/U Verrucomicrobiae

Verrucomicrobiales

0/U Bacteria

Actinobacteria

Bacilli

Cytophagia

Gammaproteobacteria

Lentisphaeria

Opitutae

Planctomycetia SpartobacteriaVerrucomicrobiae

0/U
Eukaryota

Bacteria

Eukaryota

no
superKingdom



MGT−v1_250 : 4893 unigenes, 541 (11.06%) taxonomically assigned

Apis

florea

0/U
Calanus

0/U Calanidae Calanus

0/U

Prymnesiales

0/U

Diptera

Apidae

0/U Calanoida

Calanidae

0/U
Eukaryota

Prymnesiales

0/U

Aconoidasida

0/U

Actinopteri

0/U

Ascidiacea

Enterogona

0/U
Aves

0/U

Chromadorea

Rhabditida

0/U

Echinoidea

Echinoida

0/U
Hydrozoa

Diptera

0/U

Mammalia

0/U Maxillopoda Calanoida

0/U

Liliopsida

Aconoidasida
0/U Metazoa

Actinopteri

Ascidiacea

Aves

Chromadorea

Echinoidea
Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Viridiplantae

Liliopsida

0/U
Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_251 : 4889 unigenes, 866 (17.71%) taxonomically assigned

0/U

Dendroctonus

0/U Calanidae

Calanus

0/U CalanoidaCalanidae

0/U Insecta

ColeopteraHymenoptera

0/U Maxillopoda

Calanoida 0/U Metazoa

Chromadorea

Insecta

MaxillopodaEukaryota



MGT−v1_252 : 4881 unigenes, 1092 (22.37%) taxonomically assigned

0/U
Calanidae

0/U Oithonidae 0/U Oithona

0/U
Calanidae

0/U Oithonidae Oithona

0/U Calanoida Calanidae

0/U Cyclopoida

Oithonidae

0/U

Dinophyceae

0/U

Actinopteri 0/U

Bivalvia

0/U

Echinoidea

0/U

Hirudinida

0/U

Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U
Eukaryota

Dinophyceae

0/U Metazoa

Actinopteri
Bivalvia

Echinoidea

Hirudinida

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U
Eukaryota

Fungi

Eukaryota



MGT−v1_253 : 4857 unigenes, 1780 (36.65%) taxonomically assigned

Oikopleura
dioica

0/U Oikopleuridae

Oikopleura

0/U AppendiculariaOikopleuridae

0/U

Actinopteri

0/U

Ascidiacea

0/U
Insecta

Diptera
0/U

Mammalia

0/U
Eukaryota

0/U
Fungi0/U Metazoa

Actinopteri

Appendicularia

Ascidiacea

InsectaMammalia

0/U
Eukaryota

Fungi

Eukaryota



MGT−v1_254 : 4787 unigenes, 4035 (84.29%) taxonomically assigned

0/U Chitinophagaceae

0/U Balneola0/U Gracilimonas
Gracilimonas

tropica

0/U Chitinophagaceae

BalneolaGracilimonas

0/U

Bacteroidales

0/U
Cytophagales

0/U SphingobacterialesChitinophagaceae

0/U

Bacteroidia

Bacteroidales

0/U
Cytophagia

Cytophagales

0/U Flavobacteriia

Flavobacteriales

0/U

Sphingobacteriia

0/U Bacteria

Bacilli

Bacteroidia

Cytophagia

Deltaproteobacteria

Flavobacteriia

Ignavibacteria

Sphingobacteriia

0/U

Eukaryota

no

Class

0/U

Eukaryota

Bacteria

Eukaryota



MGT−v1_255 : 4743 unigenes, 962 (20.28%) taxonomically assigned

0/U
Calanus

0/U Oithona

Oithona nana

0/U Calanidae Calanus

0/U Oithonidae

0/U Calanoida

Calanidae

0/U CyclopoidaOithonidae

0/U

Spirotrichea

0/U

Hydrozoa

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Eukaryota

Spirotrichea

0/U Metazoa

Aves

Hydrozoa

Insecta

Maxillopoda

0/U

Eukaryota

Eukaryota



MGT−v1_256 : 4737 unigenes, 2940 (62.06%) taxonomically assigned

0/U

Bacteria

0/U

Gonyaulacales

0/U
Gonyaulacaceae

0/U
Alexandrium

Alexandrium tamarense

0/U Viridiplantae

0/U

Gonyaulacales

0/U
Gonyaulacaceae

0/U

Gonyaulacales
0/U

Cryptophyta

0/U

Dictyochophyceae

0/U DinophyceaeGonyaulacales

Suessiales

0/U
Oomycetes

0/U

Insecta

0/U Eukaryota

Coscinodiscophyceae

Cryptophyta

Dictyochophyceae

Dinophyceae

Oomycetes

0/U Metazoa Insecta

no
Class

0/U

Bacteria

0/U Eukaryota

FungiMetazoa Viridiplantae

Bacteria

Eukaryota



MGT−v1_257 : 4729 unigenes, 2839 (60.03%) taxonomically assigned

0/U Bacteria Planctomycetes
bacterium

SCGC
AAA282−C19

0/U

Phycisphaeraceae

marine sediment metagenome

no Species

0/U

Phycisphaeraceae

0/U

Actinomycetales

0/U

Bacillales

0/U

Phycisphaerales

Phycisphaeraceae

0/U

Planctomycetales

0/U

Actinobacteria

Actinomycetales

0/U

Alphaproteobacteria

0/U

Bacilli

0/U

Deltaproteobacteria

Myxococcales

0/U
Gammaproteobacteria

0/U

Phycisphaerae
0/U

Planctomycetia

Planctomycetales 0/U
Dinophyceae

0/U Bacteria

Actinobacteria

Alphaproteobacteria

Bacilli

Betaproteobacteria

Cytophagia

Deltaproteobacteria

Flavobacteriia

Gammaproteobacteria

Phycisphaerae

Planctomycetia

0/U
Eukaryota

Dinophyceae

Bacteria

Eukaryota

no superKingdom



MGT−v1_258 : 4724 unigenes, 3143 (66.53%) taxonomically assigned

0/U

Eukaryota

0/U
Nassellaria

0/U

Theoperidae

0/U

Eucyrtidium

0/U Spirotrichea

0/U

Sporadotrichida

0/U
Oxytrichidae

0/U Tintinnida

0/U
Rhabdonellidae

0/U
Schmidingerella

Schmidingerella taraikaensis

0/U
Xystonellidae

0/U
Favella

0/U

Eukaryota

0/U
Nassellaria

0/U

Theoperidae

Eucyrtidium

0/U Spirotrichea

0/U

Sporadotrichida

0/U
Oxytrichidae

0/U Tintinnida

0/U
Rhabdonellidae

Schmidingerella

0/U
Xystonellidae Favella

0/U

Eukaryota

0/U
Nassellaria

Theoperidae

0/U Spirotrichea

0/U

Sporadotrichida

Oxytrichidae

0/U Tintinnida

Rhabdonellidae

Xystonellidae

0/U

Eukaryota

Nassellaria0/U Spirotrichea

Choreotrichida

Sporadotrichida

Tintinnida

0/U

Eukaryota

Polycystinea

Eukaryota



MGT−v1_259 : 4707 unigenes, 651 (13.83%) taxonomically assigned

0/U

Theoperidae

0/U

Harrimaniidae

0/U Aplysiidae 0/U Aplysia

0/U
Bovidae

0/U

Theoperidae

0/U

Harrimaniidae

0/U Aplysiidae Aplysia

0/U
Bovidae

Branchiostomidae

0/U

Enterogona

0/U

Echinoida

Strongylocentrotidae

0/U

Enteropneusta

Harrimaniidae

0/U Gastropoda

Aplysiidae

Bovidae

0/U
Eukaryota

0/U

Agaricomycetes

Boletales

0/U

Eurotiomycetes
0/U

Arachnida

Ixodida

0/U
Aves

0/U
Bivalvia

0/U

Chromadorea

Echinoida

0/U

Enteropneusta

0/U Hydrozoa

Leptothecata

0/U Insecta

Hemiptera

0/U

Polychaeta

Polycystinea

0/U Fungi

Agaricomycetes

Eurotiomycetes

0/U Metazoa

Actinopteri Arachnida

Ascidiacea

Aves

Bivalvia

Chromadorea

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

Insecta

Malacostraca

Maxillopoda

Polychaeta

0/U
Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_260 : 4688 unigenes, 1070 (22.82%) taxonomically assigned

0/U
Bacteria

0/U Bolidomonas 0/U Chrysoculter 0/U Lotharella

0/U

Pelagomonadales

0/U
Pelagomonas

Bolidomonas Chrysoculter Lotharella Trichosphaerium

0/U

Pelagomonadales

Pelagomonas

0/U
Isochrysidales

0/U

Pavlovales0/U

Prymnesiales

0/U

Gonyaulacales

0/U

Gymnodiniales

0/U

Pelagomonadales

0/U

Actiniaria

0/U Eukaryota

Isochrysidales

PavlovalesPhaeocystales

Prymnesiales
Bacillariales

0/U
Cryptophyta

0/U
Dictyochophyceae

0/U Dinophyceae

GonyaulacalesGymnodiniales
Noctilucales

0/U

Pelagophyceae

Pelagomonadales

Collodaria

Actiniaria0/U
Aves

0/U

Insecta

0/U

Mammalia

Carnivora

0/U
Mamiellophyceae

0/U
Bacteria

0/U Eukaryota

Chrysophyceae

Coscinodiscophyceae

CryptophytaDictyochophyceae

Dinophyceae

Oomycetes

Pelagophyceae

0/U
Fungi

0/U Metazoa
Aves

Insecta

Mammalia0/U Viridiplantae Mamiellophyceae

0/U
Bacteria

0/U Eukaryota

FungiMetazoaViridiplantae

no
Kingdom

Bacteria

Eukaryota

no

superKingdom

Viruses



MGT−v1_261 : 4671 unigenes, 2970 (63.58%) taxonomically assigned

0/U

Dinophyceae

0/U Spirotrichea

0/U

Choreotrichida

0/U
Sporadotrichida

0/U Tintinnida
0/U

Dinophyceae

0/U Spirotrichea

0/U

Choreotrichida

0/U
Sporadotrichida

0/U Tintinnida

Favella

0/U

Dinophyceae

0/U Spirotrichea

0/U

Choreotrichida

0/U
Sporadotrichida

0/U Tintinnida
0/U

Dinophyceae

0/U Spirotrichea

Choreotrichida

Sporadotrichida

Tintinnida

0/U
Eukaryota

Dinophyceae

SpirotricheaEukaryota



MGT−v1_262 : 4631 unigenes, 4381 (94.60%) taxonomically assigned

0/U Alphaproteobacteria

alpha

proteobacterium

SCGC

AAA015−N04

alpha
proteobacterium

SCGC
AAA536−G10

alpha
proteobacterium

SCGC
AAA536−K22

0/U Candidatus Pelagibacter

Candidatus Pelagibacter ubique

Candidatus Puniceispirillum

0/U
Pelagibacteraceae

Candidatus Pelagibacter

0/U Pelagibacterales

Pelagibacteraceae

0/U Rhodobacterales

0/U BacteriaChroococcales

0/U AlphaproteobacteriaPelagibacterales

Rhodobacterales

0/U

Eukaryota

0/U Bacteria

Alphaproteobacteria

0/U

Eukaryota

no

Kingdom

0/U

Viruses

Bacteria

Eukaryota

Viruses



MGT−v1_263 : 4539 unigenes, 274 (6.04%) taxonomically assigned

0/U

Spadella

0/U

Aplysiidae

0/U

Stigonematales

0/U
Eutreptiales

0/U

Kinetoplastida

Branchiostomidae

0/U

Actiniaria
Aplysiidae

0/U

Capitellida

0/U
Bacteria

Stigonematales

0/U

Clostridia

Eutreptiales

Kinetoplastida

0/U

Amphibia

0/U

Anthozoa

Actiniaria

0/U

Arachnida

0/U

Ascidiacea0/U
Aves 0/U

Chilopoda

0/U

Chromadorea

0/U

Demospongiae

0/U

Echinoidea

0/U

Gastropoda

0/U
Mammalia

Rodentia

0/U
Maxillopoda

0/U
Polychaeta

Capitellida

0/U
Sagittoidea

Phragmophora

0/U
Bacteria

Clostridia

0/U

Fungi

0/U Metazoa

Actinopteri

Amphibia

Anthozoa

Arachnida

Ascidiacea

Aves
Chilopoda

Chromadorea

Demospongiae

Echinoidea

Gastropoda

Hirudinida

Hydrozoa

Insecta

MammaliaMaxillopoda

Polychaeta Sagittoidea

0/U

Viridiplantae

0/U
Bacteria

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_264 : 4519 unigenes, 3974 (87.94%) taxonomically assigned

0/U
Metazoa

0/U
Insecta

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

0/U Calanus

0/U
Metazoa

0/U
Insecta

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

Calanus

0/U
Metazoa

0/U
Insecta

0/U Maxillopoda

0/U Calanoida Calanidae

0/U
Metazoa

0/U
Insecta

0/U Maxillopoda

Calanoida

0/U
Metazoa

Insecta

Eukaryota



MGT−v1_265 : 4491 unigenes, 620 (13.81%) taxonomically assigned

0/U
Calanidae

Calanus

0/U

Prymnesiales

0/U

Anura

0/U Calanoida Calanidae

0/U Eukaryota Prymnesiales

0/U
Actinopteri

0/U

Anthozoa

0/U

Ascidiacea

Rhabditida

0/U

Echinoidea

0/U
Gastropoda 0/U

Hydrozoa

0/U
Mammalia

0/U Maxillopoda

Calanoida

0/U Metazoa

Actinopteri

Amphibia

Anthozoa

Ascidiacea
Aves

Echinoidea

Gastropoda
Hydrozoa

Insecta Mammalia

Maxillopoda

0/U

Viridiplantae

no

Class

0/U Eukaryota Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_266 : 4489 unigenes, 381 (8.49%) taxonomically assigned

0/U

Sagitta

0/U
Lottiidae

Sagitta

0/U

SpadellidaeSpadella

0/U
Enteropneusta

0/U
Gastropoda

Lottiidae

0/U Calanoida

Calanidae

0/U
Actinopteri

0/U
Anthozoa

0/U

Bivalvia

0/U
Echinoidea

Echinoida

0/U

Enteropneusta
0/U

Gastropoda

0/U
Hydrozoa

0/U Insecta

Hymenoptera

0/U
Mammalia

0/U
Maxillopoda

Calanoida

0/U

Sagittoidea

0/U

Fungi

0/U Metazoa

Actinopteri

Anthozoa

Aves

Bivalvia
Chromadorea

Echinoidea

Enteropneusta GastropodaHydrozoa

Insecta

Mammalia

Maxillopoda

Sagittoidea

no

Class

0/U Eukaryota Fungi

Metazoa

Eukaryota



MGT−v1_267 : 4470 unigenes, 921 (20.60%) taxonomically assigned

0/U Sphaerozoidae

Collozoum

0/U CollodariaSphaerozoidae

0/U
Bacteria

0/U
Opitutae

0/U

Cryptophyta

0/U

Polycystinea

Nassellaria

0/U

Actinopteri

0/U

Insecta
0/U

Mammalia

Pinales

0/U
Bacteria

Alphaproteobacteria

Opitutae

0/U Eukaryota
Cryptophyta

Dinophyceae

Polycystinea

0/U Metazoa ActinopteriHydrozoa InsectaMammalia

0/U
Bacteria

0/U Eukaryota

Metazoa Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_268 : 4453 unigenes, 3206 (72.00%) taxonomically assigned

0/U Insecta

0/U Diptera 0/U Hymenoptera

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida 0/U

Calanidae

0/U Calanus

0/U Cyclopoida

0/U Oithonidae 0/U
Oithona

0/U Insecta

0/U Diptera 0/U Hymenoptera

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida 0/U

Calanidae

Calanus

0/U Cyclopoida

0/U Oithonidae Oithona

0/U Insecta

0/U Diptera 0/U Hymenoptera

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida Calanidae

0/U Cyclopoida

Oithonidae

0/U Insecta

Diptera Hymenoptera

0/U

Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U Metazoa
Insecta

Mammalia

Maxillopoda

Fungi

Eukaryota



MGT−v1_269 : 4436 unigenes, 1249 (28.16%) taxonomically assigned

0/U

Vibrionaceae

0/U Vibrio
0/U

Oikopleuridae

0/U

Oikopleura

0/U

Vibrionaceae

Vibrio0/U

Oikopleuridae

Oikopleura

0/U

Vibrionales

Vibrionaceae

0/U
Appendicularia

Oikopleuridae

Vibrionales

0/U Eukaryota
0/U

Dinophyceae

0/U
Actinopteri

0/U

Bivalvia

0/U

Enteropneusta

0/U
Gastropoda

0/U
Mammalia

0/U

Maxillopoda

Calanoida

Vitales

0/U
Bacteria

Bacilli

Gammaproteobacteria

Dinophyceae
0/U

Fungi

0/U Metazoa

Actinopteri

Appendicularia

Ascidiacea

Aves

Bivalvia

Cubozoa

Echinoidea

EnteropneustaGastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

0/U
Bacteria

0/U Eukaryota

Fungi

Metazoa

0/U
Viruses

Bacteria

Eukaryota

no
superKingdom

Viruses



MGT−v1_270 : 4415 unigenes, 4283 (97.01%) taxonomically assigned

0/U

Pedinellales

0/U Gammaproteobacteria

Alteromonadales

0/U Bacteria

Gammaproteobacteria

0/U

Eukaryota

no

Class

0/U

Eukaryota

Bacteria

Eukaryota



MGT−v1_271 : 4385 unigenes, 3259 (74.32%) taxonomically assigned

0/U
Eukaryota

0/U

Nassellaria
0/U

Theoperidae

0/U
Eucyrtidium

0/U Spirotrichea

0/U

Choreotrichida

0/U
Sporadotrichida

0/U
Oxytrichidae

0/U Oxytricha

0/U Tintinnida

0/U
Rhabdonellidae

0/U
Schmidingerella

0/U

Xystonellidae
0/U

Favella 0/U
Eukaryota

0/U

Nassellaria
0/U

Theoperidae

Eucyrtidium

0/U Spirotrichea

0/U

Choreotrichida

0/U
Sporadotrichida

0/U
Oxytrichidae

Oxytricha

0/U Tintinnida

0/U
Rhabdonellidae

Schmidingerella

0/U

Xystonellidae
Favella

0/U
Eukaryota

0/U

Nassellaria

Theoperidae

0/U Spirotrichea

0/U

Choreotrichida

0/U
Sporadotrichida

Oxytrichidae

0/U Tintinnida

Rhabdonellidae

Xystonellidae
0/U

Eukaryota

Nassellaria

0/U Spirotrichea

Choreotrichida

Sporadotrichida

Tintinnida

0/U
Eukaryota

Polycystinea

Eukaryota



MGT−v1_272 : 4334 unigenes, 834 (19.24%) taxonomically assigned

0/U
Aplysia

0/U

Strongylocentrotidae

Aplysia

0/U

Actiniaria

0/U
Echinoida

Strongylocentrotidae

Harrimaniidae

0/U Gastropoda

Aplysiidae

0/U

Calanoida

0/U

Strigeidida

0/U

Bivalvia

0/U
Chromadorea

Haplosclerida

0/U Echinoidea Echinoida

0/U Hydrozoa

Leptothecata

0/U Insecta

Hemiptera

0/U
Maxillopoda

Calanoida

0/U

Trematoda

Strigeidida

0/U
Fungi

0/U Metazoa

Actinopteri

Anthozoa
Bivalvia

Chromadorea

Echinoidea

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

Trematoda
Fungi

Eukaryota



MGT−v1_273 : 4315 unigenes, 4170 (96.64%) taxonomically assigned

0/U Synechococcus

Synechococcus sp. CC9605Synechococcus sp. WH 8109

0/U Chroococcales

Synechococcus

0/U
Bacteria

Chroococcales

Prochlorales

Bacteria



MGT−v1_274 : 4269 unigenes, 3993 (93.53%) taxonomically assigned

0/U Alphaproteobacteria

alpha proteobacterium
SCGC AAA015−N04

alpha

proteobacterium

SCGC AAA536−G10

alpha

proteobacterium

SCGC

AAA536−K22

SAR116

cluster alpha

proteobacterium

HIMB100

0/U Candidatus

Puniceispirillum

Candidatus

Puniceispirillum

0/U

Rhizobiales
Rhizobiales

0/U Bacteria

Alphaproteobacteria

0/U

Eukaryota

no

Kingdom

Bacteria

Eukaryota



MGT−v1_275 : 4224 unigenes, 1277 (30.23%) taxonomically assigned

0/U Oikopleuridae

0/U Oikopleura
0/U Calanidae

0/U Calanus

0/U Oikopleuridae

0/U Calanidae

Calanus

0/U Appendicularia

Oikopleuridae

0/U Calanoida Calanidae

0/U

Dinophyceae

0/U
Actinopteri

0/U

Arachnida

0/U

Ascidiacea

Enterogona

0/U

Aves

0/U

Bivalvia

0/U

Hydrozoa

0/U Maxillopoda

Calanoida

0/U

Thaliacea

Doliolida

Dinophyceae
0/U

Fungi

0/U Metazoa

Actinopteri

Appendicularia

Arachnida

Ascidiacea

Aves

BivalviaHirudinida

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

Thaliacea

no

Class

0/U Eukaryota
Fungi

Metazoa

Eukaryota



MGT−v1_276 : 4219 unigenes, 670 (15.88%) taxonomically assigned

0/U

Eucyrtidium

0/U
Edwardsiidae

0/U
Clytia

0/U
Calanidae

0/U
Edwardsiidae

Clytia

0/U
Calanidae

Symbiodiniaceae

0/U
Collodaria

Sphaerozoidae

0/U Actiniaria

Edwardsiidae

0/U
Echinoida

0/U

Leptothecata

0/U
Calanoida

Calanidae

0/U
Cyclopoida

Prymnesiales

0/U
Cryptophyta

0/U
Dinophyceae

Collodaria

Nassellaria

0/U
Anthozoa

Actiniaria

0/U
Arachnida

0/U
Ascidiacea

0/U

Bivalvia

0/U
Cestoda

0/U
Chromadorea

0/U

Demospongiae

Haplosclerida

Echinoida

0/U

Gastropoda

Leptothecata

0/U
MammaliaCalanoida

Cyclopoida

0/U
Eukaryota

Cryptophyta

Dinophyceae

Polycystinea

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Ascidiacea
Bivalvia

Cestoda

Chromadorea

Demospongiae

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

Insecta

MammaliaMaxillopoda

Polychaeta

0/U
Eukaryota

Fungi

MetazoaEukaryota



MGT−v1_277 : 4124 unigenes, 3737 (90.62%) taxonomically assigned
0/U Mamiellophyceae

0/U

Mamiellales

0/U Bathycoccaceae

0/U Bathycoccus Bathycoccus prasinos

0/U Mamiellophyceae

0/U

Mamiellales

0/U Bathycoccaceae

Bathycoccus

0/U Mamiellophyceae

0/U

Mamiellales
Bathycoccaceae

0/U Mamiellophyceae

Mamiellales
Eukaryota



MGT−v1_278 : 4117 unigenes, 413 (10.03%) taxonomically assigned

0/U
Sagitta

0/U
Spadella

0/U

Cionidae

Sagitta

0/U Spadellidae

Spadella

0/U

Kinetoplastida

0/U

Perkinsida

0/U
Leptothecata

0/U
Carnivora

0/U

Aphragmophora

Sagittidae

0/U Eukaryota
Kinetoplastida

Perkinsida

0/U

Actinopteri

0/U

Anthozoa

0/U

Arachnida

0/U

Ascidiacea

Enterogona0/U

Echinoidea

Echinoida

0/U
Gastropoda 0/U

Hirudinida

0/U
Hydrozoa

Leptothecata

0/U Mammalia

Carnivora

0/U
Maxillopoda

Calanoida

0/U
Polychaeta

0/U
Sagittoidea

Aphragmophora

0/U
Fungi

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Ascidiacea

Aves

Echinoidea

Gastropoda

Hirudinida

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

Sagittoidea

no
Class

0/U Eukaryota
Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_279 : 4097 unigenes, 730 (17.82%) taxonomically assigned

0/U

Chamaesiphon

0/U

Microcystis

Chamaesiphon

Microcystis

0/U Calanidae

Calanus

0/U
Oithonidae

Oithona

0/U

Chroococcales

0/U

Nostocales

0/U

Oscillatoriales

0/U CalanoidaCalanidae

0/U

Cyclopoida

Oithonidae

0/U

Bacteria

Chroococcales

Oscillatoriales

0/U

Cryptophyta0/U
Dinophyceae Gonyaulacales

0/U

Arachnida
0/U

Aves

0/U

Branchiopoda

0/U

Echinoidea

0/U

Hydrozoa
0/U Insecta

ColeopteraDiptera

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Bacteria

0/U Eukaryota
Cryptophyta

Dinophyceae
0/U Fungi

0/U Metazoa

Actinopteri

Arachnida

Aves

Branchiopoda

Echinoidea

Hydrozoa
Insecta

Maxillopoda

Polychaeta

no
Class

0/U

Bacteria

0/U Eukaryota Fungi

Metazoa

Bacteria

Eukaryota

no
superKingdom



MGT−v1_280 : 4080 unigenes, 2874 (70.44%) taxonomically assigned

0/U

Eukaryota

0/U

Dinophyceae

0/U Spirotrichea

0/U

Choreotrichida
0/U

Strombidinopsidae

0/U Sporadotrichida 0/U
Oxytrichidae

0/U Oxytricha

0/U Tintinnida

0/U
Urostylida

0/U

Eukaryota

0/U

Dinophyceae

0/U Spirotrichea

0/U

Choreotrichida
0/U

Strombidinopsidae

0/U Sporadotrichida 0/U
Oxytrichidae

Oxytricha

0/U Tintinnida

0/U
Urostylida

0/U

Eukaryota

0/U

Dinophyceae

0/U Spirotrichea

0/U

Choreotrichida
Strombidinopsidae

0/U Sporadotrichida Oxytrichidae

0/U Tintinnida

0/U
Urostylida

0/U

Eukaryota

0/U

Dinophyceae

0/U Spirotrichea

Choreotrichida

Sporadotrichida

Tintinnida

Urostylida

0/U

Eukaryota

Dinophyceae

Eukaryota



MGT−v1_281 : 4079 unigenes, 3789 (92.89%) taxonomically assigned

0/U Chroococcales

0/U CrocosphaeraCrocosphaera watsonii

0/U Chroococcales

Crocosphaera

0/U Chroococcales 0/U

Bacteria

Bacteria



MGT−v1_282 : 4072 unigenes, 2587 (63.53%) taxonomically assigned

0/U Appendicularia

0/U Oikopleuridae

0/U Oikopleura

0/U

Ascidiacea
0/U

Insecta

0/U
Mammalia

0/U Appendicularia

0/U Oikopleuridae

Oikopleura

0/U

Ascidiacea
0/U

Insecta

0/U
Mammalia

0/U AppendiculariaOikopleuridae

0/U

Ascidiacea
0/U

Insecta

0/U
Mammalia

0/U

Ascidiacea
0/U

Insecta

0/U
Mammalia

0/U Metazoa

Appendicularia

Ascidiacea Insecta

Mammalia

Fungi

Eukaryota



MGT−v1_283 : 4039 unigenes, 667 (16.51%) taxonomically assigned

0/U Eukaryota
0/U

Phaeocystales

0/U

Phaeocystis

0/U

Rotaliida

0/U Collodaria

0/U Sphaerozoidae 0/U Collozoum

0/U Nassellaria
0/U

Theoperidae

0/U

Leptothecata

0/U

Calanoida

0/U

Calanidae

0/U Eukaryota
0/U

Phaeocystales

Phaeocystis

0/U

Rotaliida

0/U Collodaria

0/U Sphaerozoidae Collozoum

0/U Nassellaria
0/U

Theoperidae

0/U

Leptothecata

0/U

Calanoida

0/U

Calanidae

0/U
Phaeocystales

Phaeocystaceae

0/U

Rotaliida
0/U

Florenciellales

0/U Collodaria

Sphaerozoidae

0/U NassellariaTheoperidae

0/U

Leptothecata

0/U

Calanoida

Calanidae

Phaeocystales

Rotaliida Florenciellales

0/U
Dinophyceae

Suessiales

0/U Polycystinea
Collodaria

Nassellaria
0/U

Anthozoa

0/U
Aves

0/U
Bivalvia

0/U

Gastropoda

0/U

Hydrozoa

Leptothecata

0/U

Insecta

0/U

Maxillopoda

Calanoida

Cyclopoida

0/U Eukaryota

Dinophyceae

Oomycetes

Polycystinea

0/U

Fungi

0/U
Metazoa

Anthozoa

Aves

Bivalvia

Gastropoda

Hydrozoa

Insecta

Maxillopoda

Fungi

Metazoa
Eukaryota



MGT−v1_284 : 4027 unigenes, 2099 (52.12%) taxonomically assigned

0/U
Dinophyceae

0/U

Polycystinea

0/U
Nassellaria

0/U

Theoperidae
0/U

Eucyrtidium

0/U Spirotrichea

0/U
Choreotrichida

0/U

Sporadotrichida

0/U Tintinnida

0/U

Rhabdonellidae

0/U
Schmidingerella

0/U
Xystonellidae

0/U Favella

0/U
Urostylida

0/U
Dinophyceae

0/U

Polycystinea

0/U
Nassellaria

0/U

Theoperidae
Eucyrtidium

0/U Spirotrichea

0/U
Choreotrichida

0/U

Sporadotrichida

0/U Tintinnida

0/U

Rhabdonellidae

Schmidingerella

0/U
Xystonellidae

Favella

0/U
Urostylida

0/U
Dinophyceae

0/U

Polycystinea

0/U
Nassellaria

Theoperidae

0/U Spirotrichea

0/U
Choreotrichida

0/U

Sporadotrichida

Oxytrichidae

0/U Tintinnida

Rhabdonellidae

Xystonellidae

0/U
Urostylida

0/U
Dinophyceae

Peridiniales

0/U

Polycystinea

Nassellaria

0/U Spirotrichea

Choreotrichida

Sporadotrichida

Tintinnida

Urostylida

0/U
Eukaryota

Dinophyceae

Polycystinea

SpirotricheaEukaryota



MGT−v1_285 : 3949 unigenes, 460 (11.65%) taxonomically assigned

0/U
Sagitta

0/U
Spadella

Spadella cephaloptera

0/U
Actiniaria

0/U
Calanoida

0/U Phragmophora

Spadellidae

0/U

Spirochaetia

0/U

Dinophyceae

0/U
Actinopteri

Cichliformes

0/U
Anthozoa

Actiniaria0/U
Bivalvia

0/U

Chilopoda

0/U

Demospongiae

0/U
Echinoidea

0/U

Gastropoda

0/U

Hirudinida

0/U
Hydrozoa

0/U
Mammalia 0/U

Maxillopoda

Calanoida

Aphragmophora

Phragmophora

0/U
Bacteria

Bacilli

Spirochaetia

Dinophyceae

0/U Metazoa

Actinopteri

Anthozoa
Arachnida

Aves

Bivalvia

Chilopoda

Demospongiae

Echinoidea

Gastropoda
Hirudinida

Hydrozoa

Insecta

Mammalia Maxillopoda

Sagittoidea
no

Class

0/U
Bacteria

0/U Eukaryota

Metazoa

0/U
Viruses

Bacteria

Eukaryota

no

superKingdom

Viruses



MGT−v1_286 : 3942 unigenes, 472 (11.97%) taxonomically assigned
0/U

Atta

0/U

Harrimaniidae

Atta

0/U

Perkinsida

0/U

Lobata

0/U
Echinoida

0/U
Enteropneusta

Harrimaniidae

0/U
Leptothecata

0/U

Diptera

0/U

Hemiptera

0/U
Decapoda

0/U
Eukaryota

Perkinsida

Lobata

0/U
Anthozoa

0/U

Arachnida

0/U

Bivalvia0/U

Chromadorea

0/U
Echinoidea

Echinoida

0/U
Enteropneusta

0/U

Gastropoda

0/U Hydrozoa

Leptothecata0/U Insecta

DipteraHemipteraHymenoptera

0/U

Trematoda

0/U
Eukaryota

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Bivalvia
Chromadorea

Echinoidea

Enteropneusta
Gastropoda

Hydrozoa

Insecta

Maxillopoda
Trematoda

0/U
EukaryotaEukaryota



MGT−v1_287 : 3910 unigenes, 2377 (60.79%) taxonomically assigned

0/U
Bacteria

0/U Bigelowiella0/U Bolidomonas 0/U Lotharella

0/U

Bicosoecida

0/U
Choanoflagellida

0/U Acanthoecidae

0/U

Isochrysidales

0/U Phaeocystales

0/U Phaeocystaceae

0/U Phaeocystis
Phaeocystis

antarctica

0/U
Prymnesiales

0/U
Gonyaulacales

0/U

Gonyaulacaceae
0/U

Alexandrium

0/U
Kareniaceae

marine sediment

metagenome

BigelowiellaBolidomonas Lotharella

0/U

Bicosoecida

0/U
Choanoflagellida

0/U Acanthoecidae

0/U

Isochrysidales

0/U Phaeocystales

0/U Phaeocystaceae

Phaeocystis

0/U
Prymnesiales

0/U
Gonyaulacales

0/U

Gonyaulacaceae
Alexandrium

0/U
Kareniaceae

0/U

Bicosoecida

0/U
Choanoflagellida

Acanthoecidae
0/U

Isochrysidales

0/U Phaeocystales

Phaeocystaceae

0/U
Prymnesiales

0/U
Gonyaulacales

Gonyaulacaceae

Kareniaceae

0/U Eukaryota

Bicosoecida

Choanoflagellida

Isochrysidales

Phaeocystales

Prymnesiales

0/U

Cryptophyta

0/U Dinophyceae Gonyaulacales

0/U

Oomycetes

0/U

Pelagophyceae

0/U
Mamiellophyceae

0/U
Bacteria

0/U Eukaryota

Cryptophyta

Dictyochophyceae

Dinophyceae

Oomycetes

Pelagophyceae

0/U Fungi
0/U Metazoa

Insecta

0/U
Viridiplantae

Mamiellophyceae 0/U

Archaea

0/U
Bacteria

0/U Eukaryota

FungiMetazoa Viridiplantae

no

Kingdom

Archaea

Bacteria

Eukaryota

no

superKingdom



MGT−v1_288 : 3902 unigenes, 513 (13.15%) taxonomically assigned

0/U Calanus

Calanus finmarchicus

0/U Calanidae Calanus

0/U Oithonidae Oithona

0/U Calanoida

Calanidae

0/U CyclopoidaOithonidae

0/U
Actinopteri

0/U

Anthozoa

0/U
Aves

0/U Insecta

Hymenoptera

0/U Maxillopoda Calanoida

Cyclopoida

0/U

Polychaeta

0/U Metazoa

Actinopteri

Anthozoa Aves

Hydrozoa

Insecta Mammalia

Maxillopoda

Polychaeta

Eukaryota



MGT−v1_289 : 3900 unigenes, 630 (16.15%) taxonomically assigned

0/U
Aplysia
Aplysia

0/U

Ostreoida

0/U
Echinoida

Strongylocentrotidae

0/U Gastropoda

Aplysiidae

0/U
Strigeidida

0/U
Bivalvia

Ostreoida

0/U

Chromadorea

Echinoida

0/U Hydrozoa

Leptothecata
0/U

Mammalia

0/U

Fungi

0/U Metazoa

Actinopteri

Bivalvia

Chromadorea

Echinoidea

Gastropoda

Hydrozoa
Insecta

Mammalia

Maxillopoda

Trematoda

Fungi

Eukaryota



MGT−v1_290 : 3899 unigenes, 3199 (82.05%) taxonomically assigned

0/U Alphaproteobacteria

0/U Candidatus Puniceispirillum

uncultured Rhodobacterales
bacterium HF0010_10C01

0/U

Rhodobacteraceae

0/U Alphaproteobacteria

Candidatus Puniceispirillum

0/U

Rhodobacteraceae

0/U
Rhizobiales

0/U
Rhodobacterales

Rhodobacteraceae

0/U

Rhodospirillales

Rhizobiales

Rhodobacterales

Rhodospirillales

0/U

Clostridia

0/U
Gammaproteobacteria

0/U Bacteria

Alphaproteobacteria

Bacilli

Clostridia

Gammaproteobacteria

0/U
Eukaryota

Bacteria

Eukaryota

no
superKingdom



MGT−v1_291 : 3887 unigenes, 410 (10.55%) taxonomically assigned

0/U

Harrimaniidae

0/U
Ptychoderidae

0/U
Aplysiidae

0/U

Harrimaniidae

0/U
Ptychoderidae

0/U
Aplysiidae

0/U
Enteropneusta

Harrimaniidae

Ptychoderidae

0/U Gastropoda

Aplysiidae

0/U
Calanoida

0/U

Capitellida

0/U
Anthozoa

0/U

Arachnida

0/U
Ascidiacea

0/U
Chromadorea

0/U Echinoidea

Echinoida
0/U

Enteropneusta
0/U

Hydrozoa

Leptothecata

0/U
Maxillopoda

Calanoida

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Ascidiacea

Bivalvia

Chromadorea

Echinoidea

Enteropneusta

Gastropoda

HydrozoaInsecta

Maxillopoda

Polychaeta

Eukaryota



MGT−v1_292 : 3883 unigenes, 1651 (42.52%) taxonomically assigned

BigelowiellaBolidomonas

Florenciella

0/U

Dictyochales

0/U
Florenciellales

0/U
Pelagomonadales

0/U Eukaryota

Isochrysidales

0/U Dictyochophyceae

Dictyochales

Florenciellales
Pedinellales

0/U

Dinophyceae

Gonyaulacales

0/U

Oomycetes

0/U
Pelagophyceae

Pelagomonadales

0/U Eukaryota

Dictyochophyceae

Dinophyceae
Oomycetes

Pelagophyceae

no

Class

Eukaryota



MGT−v1_293 : 3873 unigenes, 3213 (82.96%) taxonomically assigned

0/U
Bacteria

0/U

Chroococcales

0/U

Nostocales
0/U Oscillatoriales

0/U Trichodesmium

Trichodesmium erythraeum

0/U
Bacteria

0/U

Chroococcales

0/U

Nostocales
0/U Oscillatoriales

Arthrospira

Trichodesmium
0/U

Bacteria

0/U

Chroococcales

0/U

Nostocales

0/U Oscillatoriales

0/U
Bacteria

Chroococcales

Nostocales

OscillatorialesBacteria



MGT−v1_294 : 3865 unigenes, 862 (22.30%) taxonomically assigned

0/U Calanidae 0/U Calanus

Calanus finmarchicus

0/U Calanidae Calanus

0/U Calanoida

Calanidae

0/U

Coccidia

0/U

Actinopteri

Cyprinodontiformes

0/U
Aves

0/U

Bivalvia

0/U

Branchiopoda

0/U
Echinoidea

Echinoida

0/U
Hydrozoa

Leptothecata

0/U MaxillopodaCalanoida
0/U

Eukaryota

Coccidia

0/U Metazoa

Actinopteri

Amphibia

AvesBivalviaBranchiopoda

Echinoidea

HydrozoaInsecta

Maxillopoda

Liliopsida

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_295 : 3819 unigenes, 387 (10.13%) taxonomically assigned

0/U Bolidomonas

0/U Calanoida 0/U Calanidae

0/U Cyclopoida

0/U Oithonidae 0/U Oithona

Bolidomonas

0/U Calanoida 0/U Calanidae

0/U Cyclopoida

0/U Oithonidae Oithona

0/U Calanoida Calanidae

0/U Cyclopoida

Oithonidae

0/U

Chrysophyceae

0/U

Dinophyceae

0/U
Aves

0/U

Chromadorea

0/U

Demospongiae

0/U
Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Trematoda

0/U Eukaryota

Chrysophyceae

Dinophyceae

0/U

Fungi

0/U Metazoa

Aves

Chromadorea

Demospongiae

Hydrozoa

Insecta

Mammalia

Maxillopoda

Trematoda

0/U Eukaryota

Fungi

MetazoaEukaryota



MGT−v1_296 : 3817 unigenes, 385 (10.09%) taxonomically assigned

0/U Calanidae

Calanus

0/U

Eutreptiales

0/U

Kinetoplastida
0/U

Russulales

0/U

Columbiformes

0/U
Rhabditida

0/U CalanoidaCalanidae

Eutreptiales

Kinetoplastida

0/U
Coccidia

0/U

Dinophyceae

0/U
Actinopteri

0/U
Anthozoa

0/U

Ascidiacea
0/U

Aves

Columbiformes

0/U

Bivalvia

0/U

Cestoda

0/U

Chromadorea

Rhabditida

0/U Echinoidea

Echinoida

0/U

Gastropoda

0/U

Hydrozoa

0/U
Mammalia

0/U Maxillopoda

Calanoida

0/U Eukaryota Coccidia
Dinophyceae

0/U Metazoa

Actinopteri

Anthozoa

AscidiaceaAves

Bivalvia Cestoda

Chromadorea

Echinoidea

Gastropoda

HydrozoaInsecta

Mammalia

Maxillopoda

0/U

Viridiplantae

no

Class

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_297 : 3788 unigenes, 229 (6.05%) taxonomically assigned

0/U Oithonidae

Oithona

0/U CyclopoidaOithonidae

0/U

Demospongiae 0/U

Gastropoda

0/U Maxillopoda

Cyclopoida

0/U Eukaryota
0/U

Fungi

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Chromadorea

Demospongiae

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

no

Class

0/U Eukaryota Fungi

Metazoa

Eukaryota



MGT−v1_298 : 3785 unigenes, 1502 (39.68%) taxonomically assigned

0/U Prorocentraceae

Prorocentrum

0/U

Isochrysidales

0/U

Dinophysiales

0/U
Peridiniales

0/U ProrocentralesProrocentraceae

0/U
Eukaryota

Isochrysidales

Prymnesiales

0/U Dinophyceae

Dinophysiales

Gonyaulacales

Gymnodiniales

Peridiniales

Prorocentrales

Suessiales

0/U
Eukaryota

Agaricomycetes Sordariomycetes 0/U Metazoa Actinopteri Aves

0/U Eukaryota

Fungi Metazoa Viridiplantae

Eukaryota



MGT−v1_299 : 3784 unigenes, 433 (11.44%) taxonomically assigned

0/U
Anura

0/U Calanoida

Calanidae

0/U

Actinopteri

0/U

Anthozoa

0/U
Gastropoda

0/U
Insecta

0/U Maxillopoda Calanoida

0/U Metazoa
Actinopteri

AmphibiaAnthozoa

Ascidiacea

Aves

Demospongiae

Gastropoda

Hydrozoa Insecta

Mammalia

Maxillopoda

Eukaryota



MGT−v1_300 : 3781 unigenes, 3349 (88.57%) taxonomically assigned

0/U Eukaryota

0/U Bacillariophyceae

0/U Bacillariales

0/U Bacillariaceae

0/U Fragilariopsis Fragilariopsis
kerguelensis

0/U Coscinodiscophyceae

0/U Chaetocerotales

0/U Chaetocerotaceae

0/U Chaetoceros

Chaetoceros debilis
Chaetoceros

dichaeta

0/U

Corethrales

0/U

Corethraceae

0/U

Mediophyceae

0/U Eukaryota

0/U Bacillariophyceae

0/U Bacillariales

0/U Bacillariaceae

Fragilariopsis

0/U Coscinodiscophyceae

0/U Chaetocerotales

0/U ChaetocerotaceaeChaetoceros

0/U

Corethrales

0/U

Corethraceae

Corethron

0/U

Mediophyceae

0/U Eukaryota

0/U Bacillariophyceae

0/U Bacillariales

Bacillariaceae

0/U Coscinodiscophyceae

0/U Chaetocerotales

Chaetocerotaceae

0/U

Corethrales

Corethraceae

0/U

Mediophyceae
Hemiaulaceae

0/U Eukaryota

0/U Bacillariophyceae

Bacillariales

0/U Coscinodiscophyceae

Chaetocerotales

Corethrales

0/U

Mediophyceae
Hemiaulales

0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

FragilariophyceaeMediophyceae

Eukaryota



MGT−v1_301 : 3735 unigenes, 2201 (58.93%) taxonomically assigned

0/U

Dinophyceae

0/U

Nassellaria

0/U Spirotrichea

0/U

Choreotrichida

0/U
Sporadotrichida

0/U

Oxytrichidae

0/U Oxytricha

0/U Tintinnida

0/U
Rhabdonellidae

0/U

Schmidingerella

0/U

Xystonellidae

0/U Favella

0/U

Dinophyceae

0/U

Nassellaria

0/U Spirotrichea

0/U

Choreotrichida

0/U
Sporadotrichida

0/U

Oxytrichidae

Oxytricha

0/U Tintinnida

0/U
Rhabdonellidae

Schmidingerella

0/U

Xystonellidae

Favella

0/U

Dinophyceae

0/U

Nassellaria

Theoperidae

0/U Spirotrichea

0/U

Choreotrichida

0/U
Sporadotrichida

Oxytrichidae

0/U Tintinnida

Rhabdonellidae

Xystonellidae

0/U

Dinophyceae

Nassellaria

0/U Spirotrichea

Choreotrichida

Euplotida

Sporadotrichida

Tintinnida

0/U

Eukaryota

Dinophyceae

Polycystinea

Eukaryota



MGT−v1_302 : 3708 unigenes, 267 (7.20%) taxonomically assigned

0/U

Anthozoa

0/U
Bivalvia

0/U
Branchiopoda

0/U
Chromadorea

0/U
Demospongiae

0/U
Gastropoda

0/U Hydrozoa

Leptothecata

0/U Metazoa

Actinopteri

Anthozoa

Bivalvia

Branchiopoda

Chromadorea

Demospongiae

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa
Insecta

Mammalia

Maxillopoda

Polychaeta

Eukaryota



MGT−v1_303 : 3702 unigenes, 1351 (36.49%) taxonomically assigned

0/U
Proboscia

0/U Oithonidae

0/U Oithona
Oithona

nana

Proboscia

0/U Oithonidae

Oithona

0/U

Calanoida

Calanidae

0/U CyclopoidaOithonidae

Caligidae

0/U

Coscinodiscophyceae

0/U
Dinophyceae

Peridiniales

0/U
Fragilariophyceae

0/U

Acoela

0/U

Mammalia

0/U Maxillopoda Calanoida

Cyclopoida

0/U Eukaryota

Coscinodiscophyceae

Dinophyceae

Fragilariophyceae

0/U Metazoa

Acoela

Insecta
Mammalia

Maxillopoda

0/U Eukaryota

Fungi

MetazoaEukaryota



MGT−v1_304 : 3682 unigenes, 3605 (97.91%) taxonomically assigned

0/U Prochlorococcaceae

Prochlorococcus

0/U Prochlorales

Prochlorococcaceae 0/U
Bacteria

Bacteria



MGT−v1_305 : 3661 unigenes, 3005 (82.08%) taxonomically assigned

0/U
Actinobacteria

0/U Actinomycetales0/U Nocardioidaceae
0/U

Nocardioides

0/U Flavobacteriia

0/U Flavobacteriales

0/U Flavobacteriaceae

0/U Croceibacter

Croceibacter
atlanticus0/U Leeuwenhoekiella

Leeuwenhoekiella
blandensis

0/U Gammaproteobacteria

0/U Cellvibrionales

0/U

Spongiibacteraceae

gamma
proteobacterium

BDW918

0/U Spongiibacter

0/U

Oceanospirillales
0/U

Alcanivoracaceae

0/U Alcanivorax

0/U
Actinobacteria

0/U Actinomycetales0/U Nocardioidaceae Nocardioides

0/U Flavobacteriia

0/U Flavobacteriales

0/U Flavobacteriaceae

CroceibacterLeeuwenhoekiella

0/U Gammaproteobacteria

Alteromonas0/U Cellvibrionales

0/U Spongiibacteraceae

Spongiibacter

0/U

Oceanospirillales
0/U

Alcanivoracaceae

Alcanivorax

0/U
Actinobacteria

0/U ActinomycetalesNocardioidaceae

0/U Flavobacteriia

0/U Flavobacteriales

Flavobacteriaceae

0/U Gammaproteobacteria

0/U Cellvibrionales

Spongiibacteraceae

0/U

Oceanospirillales

Alcanivoracaceae

0/U
Actinobacteria

ActinomycetalesPropionibacteriales

0/U Flavobacteriia

Flavobacteriales

0/U Gammaproteobacteria

Alteromonadales

Cellvibrionales
Oceanospirillales

Cydippida

0/U
Bacteria

Actinobacteria

Cytophagia

Flavobacteriia Gammaproteobacteria

0/U
Eukaryota

0/U
Metazoa

0/U
Eukaryota

Fungi

Metazoa

no

Kingdom

Bacteria



MGT−v1_306 : 3659 unigenes, 495 (13.53%) taxonomically assigned

0/U
Anthoathecata

0/U

Leptothecata

0/U
Calanoida

0/U

Chrysophyceae

0/U
Actinopteri

0/U
Anthozoa

0/U
Arachnida

0/U
Branchiopoda

0/U

Chromadorea

0/U
Echinoidea

0/U

Enteropneusta

Anthoathecata

Leptothecata

0/U
Mammalia

0/U Maxillopoda

Calanoida

0/U
Liliopsida

0/U Eukaryota
Chrysophyceae

Dinophyceae
0/U

Fungi

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Branchiopoda

Chromadorea

Echinoidea

Enteropneusta

Hydrozoa

Insecta

Mammalia

Maxillopoda

no

Class

0/U Eukaryota
Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_307 : 3654 unigenes, 3321 (90.89%) taxonomically assigned

0/U

Chroococcales

0/U

Prochlorales

0/U Bacteria

Chroococcales

Prochlorales

0/U

Eukaryota

no

Class

0/U

Eukaryota

Bacteria

Eukaryota



MGT−v1_308 : 3650 unigenes, 900 (24.66%) taxonomically assigned

0/U Polycystinea

0/U Collodaria

0/U Sphaerozoidae

0/U Collozoum

0/U Polycystinea

0/U Collodaria

0/U Sphaerozoidae

Collozoum

0/U Polycystinea

0/U CollodariaSphaerozoidae

0/U Polycystinea

Collodaria

Eukaryota



MGT−v1_309 : 3621 unigenes, 595 (16.43%) taxonomically assigned

0/U
Xenopus

0/U

Strongylocentrotus

0/U
Triatoma

0/U
Strongylocentrotidae

Strongylocentrotus

0/U Metazoa

Branchiostomidae

0/U Echinoida Strongylocentrotidae

Harrimaniidae

0/U

Hymenoptera

0/U

Decapoda

0/U Actinopteri

Cichliformes Salmoniformes

0/U

Anthozoa

0/U

Arachnida

0/U Ascidiacea

Enterogona

0/U

Bivalvia

0/U

Chromadorea

0/U Echinoidea

Echinoida

0/U
Enteropneusta

0/U

Gastropoda

0/U
Hirudinida

Rhynchobdellida

0/U
Insecta

Hemiptera Hymenoptera

0/U Metazoa

Actinopteri

Amphibia

Anthozoa

Arachnida

Ascidiacea
Bivalvia

Chromadorea

Echinoidea

Enteropneusta

Gastropoda

HirudinidaHydrozoa

Insecta

Mammalia

Eukaryota



MGT−v1_310 : 3608 unigenes, 615 (17.05%) taxonomically assigned

0/U

Daphnia

0/U

Hydridae

0/U

Echinoida

0/U Gastropoda

Aplysiidae

Hydridae

0/U

Diptera

0/U
Calanoida

Calanidae

0/U

Strigeidida

0/U

Eukaryota

0/U

Anthozoa

0/U

Arachnida

0/U
Bivalvia

0/U
ChromadoreaEchinoida

0/U Hydrozoa

Leptothecata

0/U

Insecta
Diptera

0/U

Maxillopoda

Cyclopoida

Opisthorchiida

Strigeidida
0/U

Fungi

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Bivalvia

ChromadoreaEchinoidea

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

Trematoda

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_311 : 3573 unigenes, 234 (6.55%) taxonomically assigned

0/U Metazoa

0/U Actinopteri

0/U

Anthozoa

0/U
Arachnida

0/U
Ascidiacea

0/U
Aves0/U

Bivalvia

0/U

Chromadorea

0/U Rhabditida

0/U
Echinoidea 0/U

Harrimaniidae

0/U Insecta 0/U Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

0/U Calanus

0/U

Polychaeta

0/U Metazoa

0/U Actinopteri

0/U

Anthozoa

0/U
Arachnida

0/U
Ascidiacea

0/U
Aves0/U

Bivalvia

0/U

Chromadorea

0/U Rhabditida

0/U
Echinoidea 0/U

Harrimaniidae

0/U Insecta 0/U Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

Calanus

0/U

Polychaeta

0/U Metazoa

0/U Actinopteri

0/U

Anthozoa

0/U
Arachnida

0/U
Ascidiacea

0/U
Aves0/U

Bivalvia

0/U

Chromadorea

0/U Rhabditida

0/U
Echinoidea Harrimaniidae

0/U Insecta 0/U Mammalia

0/U Maxillopoda

0/U Calanoida Calanidae

0/U

Polychaeta

0/U Metazoa

0/U Actinopteri

0/U

Anthozoa

0/U
Arachnida

0/U
Ascidiacea

0/U
Aves0/U

Bivalvia

0/U

Chromadorea

Rhabditida

0/U
Echinoidea 0/U

Enteropneusta

0/U Insecta 0/U Mammalia

0/U Maxillopoda

Calanoida

0/U

Polychaeta

0/U Metazoa

Actinopteri

Anthozoa

ArachnidaAscidiacea

Aves

Bivalvia

Chromadorea

Echinoidea
Enteropneusta

Insecta Mammalia

Maxillopoda

Polychaeta

Eukaryota



MGT−v1_312 : 3572 unigenes, 1558 (43.62%) taxonomically assigned

0/U Metazoa

0/U

Actinopteri

0/U

Hydrozoa

0/U Insecta

0/U Diptera

0/U Maxillopoda

0/U Calanoida

0/U
Calanidae

0/U
Calanus

0/U Cyclopoida

0/U Oithonidae

0/U Oithona Oithona

nana

0/U

Siphonostomatoida

0/U

Caligidae

0/U Metazoa

0/U

Actinopteri

0/U

Hydrozoa

0/U Insecta

0/U Diptera

0/U Maxillopoda

0/U Calanoida

0/U
Calanidae

Calanus

0/U Cyclopoida

0/U Oithonidae

Oithona

0/U

Siphonostomatoida

0/U

Caligidae

0/U Metazoa

0/U

Actinopteri

0/U

Hydrozoa

0/U Insecta

0/U Diptera

0/U Maxillopoda

0/U Calanoida

Calanidae

0/U CyclopoidaOithonidae

0/U

Siphonostomatoida
Caligidae

0/U Metazoa

0/U

Actinopteri

0/U

Hydrozoa

0/U Insecta

Diptera Isoptera

0/U Maxillopoda
Calanoida

Cyclopoida

Siphonostomatoida

0/U Metazoa

Actinopteri

Anthozoa

Hydrozoa

Insecta

MaxillopodaEukaryota



MGT−v1_313 : 3560 unigenes, 519 (14.58%) taxonomically assigned

0/U
Calanus
Calanus

0/U Calanoida

Calanidae

Dictyosteliida

0/U

Actinopteri

0/U
Anthozoa

0/U
Arachnida

0/U

Chromadorea

Rhabditida

0/U
Echinoidea

0/U

Gastropoda

0/U

Hydrozoa0/U
Mammalia

0/U Maxillopoda Calanoida

Fabales

0/U

Eukaryota

Aconoidasida

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Ascidiacea

Aves

Chromadorea

Echinoidea

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U
Viridiplantae

Liliopsida

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_314 : 3555 unigenes, 455 (12.80%) taxonomically assigned

0/U
Bacteria

0/U

Oithona

Oithona

nana

Oithona

0/U

Perkinsida

0/U

Decapoda

0/U Calanoida

Calanidae

0/U Cyclopoida

Oithonidae

0/U

Cytophagia

Perkinsida

Rotaliida

Peridiniales 0/U

Heterotrichea

0/U

Sordariomycetes

0/U

Actinopteri

0/U

Anthozoa

0/U

Arachnida

0/U

Hirudinida

0/U

Hydrozoa
0/U

Mammalia

0/U Maxillopoda

CalanoidaCyclopoida

Siphonostomatoida

0/U
Bacteria

Chlamydiia

Cytophagia

0/U Eukaryota Dinophyceae

Heterotrichea

Oomycetes

Pelagophyceae

0/U
Fungi

Sordariomycetes

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Aves Hirudinida

Hydrozoa
Insecta

Malacostraca

Mammalia

Maxillopoda

0/U
Viridiplantae

0/U
Bacteria

0/U Eukaryota Fungi

Metazoa

Viridiplantae

no

Kingdom

Bacteria

Eukaryota



MGT−v1_315 : 3544 unigenes, 307 (8.66%) taxonomically assigned

0/U

Aplysiidae

0/U

Aplysia

0/U

Aplysiidae

Aplysia

0/U

Echinoida

Aplysiidae
0/U

Decapoda

0/U

Strigeidida

0/U

Anthozoa

0/U

Arachnida

0/U
Ascidiacea

0/U

Aves

0/U

Chromadorea

Echinoida

0/U

Malacostraca

Decapoda

0/U

Mammalia0/U
Maxillopoda

0/U Metazoa

Actinopteri
Anthozoa

Arachnida

Ascidiacea

Aves

Bivalvia

Chromadorea

Echinoidea

Gastropoda

Hydrozoa

Insecta

Malacostraca

Mammalia

Maxillopoda

Polychaeta

Trematoda

Eukaryota



MGT−v1_316 : 3540 unigenes, 765 (21.61%) taxonomically assigned

0/U
Eukaryota

0/U
Collodaria

0/U

Collozoum

0/U Metazoa0/U Actinopteri

0/U Anguillidae

0/U
Salmoniformes

0/U

Salmonidae

0/U

Amphibia

0/U

Arachnida

0/U Aves

0/U

Demospongiae

0/U
Insecta

0/U
Mammalia

0/U
Maxillopoda

0/U Calanoida

0/U Calanidae

0/U Calanus Calanus

finmarchicus

0/U
Eukaryota

0/U
Collodaria

Collozoum

0/U Metazoa0/U Actinopteri

0/U Anguillidae

0/U
Salmoniformes

0/U

Salmonidae

0/U

Amphibia

0/U

Arachnida

0/U Aves

0/U

Demospongiae

0/U
Insecta

0/U
Mammalia

0/U
Maxillopoda

0/U Calanoida

0/U Calanidae

Calanus
0/U

Eukaryota

0/U
Collodaria

Theoperidae

0/U Metazoa0/U Actinopteri

Anguillidae

0/U
Salmoniformes

Salmonidae

0/U

Amphibia

0/U

Arachnida

0/U Aves

0/U

Demospongiae

0/U
Insecta

0/U
Mammalia

0/U
Maxillopoda

0/U CalanoidaCalanidae

0/U
Eukaryota

Collodaria

Nassellaria

0/U Metazoa0/U Actinopteri

Anguilliformes

Cichliformes

Salmoniformes

0/U

Amphibia

0/U

Arachnida

0/U Aves

0/U

Demospongiae

0/U
Insecta

Lepidoptera
0/U

Mammalia

0/U
Maxillopoda

Calanoida

0/U
Eukaryota

Polycystinea

0/U MetazoaActinopteri

Amphibia

Arachnida

Aves

Demospongiae

Insecta
Mammalia

Maxillopoda

0/U
Eukaryota

Fungi

Eukaryota



MGT−v1_317 : 3526 unigenes, 292 (8.28%) taxonomically assigned

0/U Calanidae

Calanus

0/U

Kinetoplastida

0/U

Echinoida

0/U Calanoida Calanidae

0/U

Actinopteri
0/U

Anthozoa

0/U
Arachnida

0/U
Ascidiacea

0/U

Chromadorea

Echinoida

0/U
Mammalia

0/U Maxillopoda

Calanoida

0/U

Polychaeta

0/U

Liliopsida0/U Eukaryota Coccidia

0/U Metazoa

Actinopteri Anthozoa

Arachnida

Ascidiacea

Chromadorea

Echinoidea

Hydrozoa

Insecta
Mammalia

Maxillopoda

Polychaeta

0/U

Viridiplantae

no

Class

0/U Eukaryota

Metazoa

Viridiplantae

Eukaryota



MGT−v1_318 : 3519 unigenes, 161 (4.58%) taxonomically assigned
0/U

Harrimaniidae

0/U

Enteropneusta

Harrimaniidae

0/U Primates

Cercopithecidae

0/U Actinopteri

Tetraodontiformes

0/U

Anthozoa

0/U
Bivalvia

0/U

Chromadorea
0/U

Enteropneusta

0/U
Hirudinida

0/U Hydrozoa

Leptothecata

0/U
Mammalia Primates

Rodentia

0/U Maxillopoda

Calanoida

0/U
Polychaeta

0/U Metazoa

Actinopteri

Anthozoa Bivalvia

Chromadorea
Echinoidea Enteropneusta

Hirudinida

Hydrozoa

Insecta

Mammalia Maxillopoda

Polychaeta

Eukaryota



MGT−v1_319 : 3513 unigenes, 3301 (93.97%) taxonomically assigned

0/U

Prasinococcales

0/U Prasinoderma

Prasinoderma singularis

0/U

Prasinococcales

0/U Viridiplantae

Prasinococcales

0/U
Eukaryota

0/U
Fungi

0/U Viridiplantae

Mamiellophyceae

0/U
Eukaryota

Fungi

Metazoa

Eukaryota



MGT−v1_320 : 3512 unigenes, 2454 (69.87%) taxonomically assigned

0/U

Eukaryota

0/U

Hydra

0/U

Campanulariidae

0/U

Eukaryota

Hydra

0/U

Campanulariidae

0/U
Anthoathecata

Hydridae

0/U Leptothecata

Campanulariidae

0/U
Calanoida

Calanidae

0/U

Dinophyceae

0/U
Actinopteri

0/U Hydrozoa

Anthoathecata

Leptothecata

0/U
Insecta

0/U
Mammalia

0/U

Eukaryota

Dinophyceae

0/U Metazoa

Actinopteri

Anthozoa

Hydrozoa

InsectaMammalia

Maxillopoda

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_321 : 3490 unigenes, 3347 (95.90%) taxonomically assigned
0/U Prochlorales

0/U Prochlorococcaceae

0/U ProchlorococcusProchlorococcus marinus

0/U Prochlorales

0/U Prochlorococcaceae

Prochlorococcus

0/U Prochlorales

Prochlorococcaceae

0/U

Bacteria

Bacteria



MGT−v1_322 : 3482 unigenes, 382 (10.97%) taxonomically assigned

0/U

Oithona

0/U

Oithonidae

0/U Calanoida

Calanidae

0/U Cyclopoida

Oithonidae

0/U

Coccidia

0/U

Dinophyceae

0/U

Actinopteri
0/U

Anthozoa

0/U

Ascidiacea

0/U
Demospongiae

0/U

Echinoidea0/U
Hirudinida

0/U Maxillopoda

Calanoida

Cyclopoida

0/U Eukaryota CoccidiaDinophyceae

0/U Metazoa

Actinopteri Anthozoa Ascidiacea

Demospongiae

Echinoidea

Hirudinida

Hydrozoa

Insecta

Mammalia

Maxillopoda

no

Class

0/U Eukaryota

Metazoa
Eukaryota



MGT−v1_323 : 3472 unigenes, 1961 (56.48%) taxonomically assigned

0/U Bacteria

Proteobacteria
bacterium JGI
0000113−P07

actinobacterium

SCGC AAA041−L13

0/U Spirotrichea

Strombidiidae

0/U

Euplotida0/U Sporadotrichida Oxytrichidae

0/U Caudovirales

Myoviridae

Chroococcales

0/U
Actinobacteria

0/U

Alphaproteobacteria

0/U
Dinophyceae

Peridiniales

0/U Spirotrichea

EuplotidaSporadotrichida

0/U Bacteria

Actinobacteria

Alphaproteobacteria

Gammaproteobacteria

0/U Eukaryota

Dinophyceae

Spirotrichea

0/U Fungi 0/U Metazoa InsectaFungi MetazoaViridiplantae

Bacteria

Eukaryota

no superKingdom

Viruses



MGT−v1_324 : 3458 unigenes, 2216 (64.08%) taxonomically assigned

0/U Bacteria Planctomycetes
bacterium SCGC

AAA282−C19

Proteobacteria

bacterium JGI

0000113−P07

0/U

Bacillales

0/U

Clostridiales

0/U

Phycisphaerales
0/U

Phycisphaeraceae

0/U

Planctomycetales

marine sediment

metagenome

no Species

0/U

Bacillales

0/U

Clostridiales

0/U

Phycisphaerales
0/U

Phycisphaeraceae

0/U

Planctomycetales

0/U

Bacillales

0/U

Clostridiales

0/U

Phycisphaerales

0/U

Planctomycetales

0/U

Actinobacteria

0/U

Alphaproteobacteria

0/U
Bacilli

Bacillales

0/U

Clostridia

Clostridiales

0/U

Deltaproteobacteria

0/U
Gammaproteobacteria0/U Phycisphaerae

Phycisphaerales

0/U
Planctomycetia

Planctomycetales

0/U Bacteria

ActinobacteriaAlphaproteobacteria

Bacilli

Clostridia

CytophagiaDeltaproteobacteria

Flavobacteriia

Gammaproteobacteria

Phycisphaerae Planctomycetia

0/U

Eukaryota
Dinophyceae

0/U

Viridiplantae

0/U

Archaea

Metazoa

Viridiplantae
Archaea

Bacteria

Eukaryota

no superKingdom



MGT−v1_325 : 3411 unigenes, 2580 (75.64%) taxonomically assigned

Bolidomonas

0/U Florenciellales

Florenciella

0/U

Pavlovales

0/U

Dictyochales

0/U
Pedinellales

0/U Eukaryota

Pavlovales

0/U

Cryptophyta

0/U Dictyochophyceae

Dictyochales

Florenciellales

Pedinellales 0/U

Dinophyceae

0/U Eukaryota

Cryptophyta

Dictyochophyceae

Dinophyceae

Pelagophyceae

0/U
Fungi0/U Metazoa0/U Viridiplantae Mamiellophyceae

0/U Eukaryota

FungiMetazoaViridiplantae

Eukaryota



MGT−v1_326 : 3408 unigenes, 2728 (80.05%) taxonomically assigned

Ectocarpales PavlovalesPinguiochrysidales Trichomonadida

0/U Chrysophyceae

Chromulinales

0/U
Dinophyceae

Gonyaulacales

0/U
Oomycetes

0/U
Synurophyceae

0/U Eukaryota

Chrysophyceae

Dinophyceae

Oomycetes

Synurophyceae

0/U Metazoa InsectaMammalia 0/U Viridiplantae Chlorophyceae

no

Class

0/U Eukaryota

FungiMetazoa Viridiplantae

Eukaryota



MGT−v1_327 : 3406 unigenes, 1894 (55.61%) taxonomically assigned

0/U

Oxytrichidae

0/U

Rhabdonellidae

0/U

Schmidingerella

0/U

Xystonellidae

0/U Favella

0/U

Oxytrichidae

0/U

Rhabdonellidae

Schmidingerella

0/U

Xystonellidae

Favella

0/U
Sporadotrichida

Oxytrichidae

Rhabdonellidae

Xystonellidae

0/U

Dinophyceae

0/U Spirotrichea

Choreotrichida

Sporadotrichida

Tintinnida

Urostylida

0/U Eukaryota

Bacillariophyceae

Dinophyceae

Polycystinea

Spirotrichea

0/U Fungi0/U Metazoa ActinopteriInsecta Mammalia

no

Class

0/U Eukaryota

FungiMetazoa Viridiplantae

Eukaryota



MGT−v1_328 : 3390 unigenes, 3169 (93.48%) taxonomically assigned
0/U Viridiplantae

0/U Mamiellales

0/U Mamiellaceae

0/U Micromonas

Micromonas pusilla

0/U Viridiplantae

0/U Mamiellales

0/U MamiellaceaeMicromonas

0/U Viridiplantae

0/U Mamiellales

Mamiellaceae

0/U Viridiplantae

Mamiellales

0/U Viridiplantae

MamiellophyceaeEukaryota



MGT−v1_329 : 3387 unigenes, 3065 (90.49%) taxonomically assigned

0/U Alphaproteobacteria

alpha proteobacterium BAL199
0/U

Rhizobiales 0/U

Rhodobacterales

0/U

Rhodobacteraceae

0/U Rhodospirillales

0/U Rhodospirillaceae

0/U
Rhizobiales 0/U

Rhodobacterales

0/U

Rhodobacteraceae

0/U Rhodospirillales

0/U Rhodospirillaceae

0/U

Halieaceae

0/U
Rhizobiales 0/U

Rhodobacterales

Rhodobacteraceae

0/U Rhodospirillales

Rhodospirillaceae

0/U Alphaproteobacteria

Rhizobiales Rhodobacterales

Rhodospirillales

0/U
Deltaproteobacteria0/U Bacteria

Actinobacteria

Alphaproteobacteria

Bacilli

Betaproteobacteria

Deltaproteobacteria 0/U

Eukaryota

0/U

Eukaryota

no

Kingdom

Bacteria

Eukaryota



MGT−v1_330 : 3376 unigenes, 1691 (50.09%) taxonomically assigned

0/U

Dinophyceae

0/U Spirotrichea

0/U Strombidiidae

0/U

Choreotrichida

0/U

Strombidinopsidae

0/U
Sporadotrichida

0/U

Oxytrichidae
0/U

Oxytricha

0/U Tintinnida

0/U
Rhabdonellidae

0/U
Xystonellidae

0/U

Urostylida

0/U

Dinophyceae

0/U Spirotrichea

0/U Strombidiidae

0/U

Choreotrichida

0/U

Strombidinopsidae

0/U
Sporadotrichida

0/U

Oxytrichidae
Oxytricha

0/U Tintinnida

0/U
Rhabdonellidae

0/U
Xystonellidae

0/U

Urostylida

0/U

Dinophyceae

0/U Spirotrichea

Strombidiidae

0/U

Choreotrichida

Strombidinopsidae

0/U
Sporadotrichida

Oxytrichidae

0/U Tintinnida

Rhabdonellidae Xystonellidae

0/U

Urostylida

0/U

Dinophyceae

0/U Spirotrichea

Choreotrichida

Sporadotrichida

Tintinnida

Urostylida

0/U Eukaryota
Dinophyceae

Spirotrichea

Eukaryota



MGT−v1_331 : 3357 unigenes, 267 (7.95%) taxonomically assigned

0/U
Calanidae

0/U

Oithonidae

0/U
Calanoida

Calanidae0/U Cyclopoida Oithonidae

Caligidae

Rotaliida

0/U

Dinophyceae

0/U

Echinoidea

0/U

Gastropoda

0/U Maxillopoda

CalanoidaCyclopoida

0/U
Trematoda

0/U
Eukaryota

Dinophyceae

0/U Metazoa

Actinopteri

Echinoidea

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

Trematoda

0/U
Eukaryota

Eukaryota



MGT−v1_332 : 3298 unigenes, 2192 (66.46%) taxonomically assigned

0/U Viridiplantae

Prasinophyceae
sp. CCMP1205

Prasinophyceae
sp. CCMP2111

Prasinophyceae
sp. CCMP2175

prasinophyte sp.
RCC997 (clade VIIA1)

0/U

Mamiellales

Coccomyxaceae

0/U

Dinophyceae

Chlorodendrales

0/U
Chlorophyceae

Mamiellales

0/U

Bacteria

Bacilli

Dinophyceae

Pelagophyceae

0/U

Metazoa

Chlorophyceae

0/U

Bacteria

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Bacteria

Eukaryota



MGT−v1_333 : 3288 unigenes, 749 (22.78%) taxonomically assigned

0/U

Thalassiosira

0/U Coscinodiscaceae

Thalassiosira

0/U Thalassiosirales

Thalassiosiraceae

Bacillariales

0/U Coscinodiscophyceae

Coscinodiscales

Thalassiosirales

0/U

Mediophyceae

0/U

Aves

0/U Eukaryota

Coscinodiscophyceae

Mediophyceae

Aves

Fungi

Eukaryota



MGT−v1_334 : 3273 unigenes, 1692 (51.70%) taxonomically assigned

0/U

Eukaryota

0/U
Dinophyceae

0/U Spirotrichea

0/U

Choreotrichida

0/U Sporadotrichida 0/U

Oxytrichidae

0/U Oxytricha

0/U Tintinnida

0/U

Urostylida

0/U

Eukaryota

0/U
Dinophyceae

0/U Spirotrichea

0/U

Choreotrichida

0/U Sporadotrichida 0/U

Oxytrichidae

Oxytricha

0/U Tintinnida

0/U

Urostylida

0/U

Eukaryota

0/U
Dinophyceae

0/U Spirotrichea

0/U

Choreotrichida

0/U Sporadotrichida Oxytrichidae0/U Tintinnida

Xystonellidae 0/U

Urostylida

0/U

Eukaryota

0/U
Dinophyceae

0/U Spirotrichea

Choreotrichida

SporadotrichidaTintinnida

Urostylida

0/U

Eukaryota

Dinophyceae

Eukaryota



MGT−v1_335 : 3266 unigenes, 3156 (96.63%) taxonomically assigned

0/U Halomonadaceae

Halomonas

0/U Gammaproteobacteria

Oceanospirillales
GammaproteobacteriaBacteria



MGT−v1_336 : 3264 unigenes, 3139 (96.17%) taxonomically assigned

alpha
proteobacterium

LLX12A

0/U
Sphingomonas

Sphingomonas sp. SKA58

0/U Sphingomonadaceae

SphingobiumSphingomonas

0/U Sphingomonadales

Sphingomonadaceae

0/U Bacteria Actinobacteria

Alphaproteobacteria

Gammaproteobacteria

no
Class

Bacteria



MGT−v1_337 : 3233 unigenes, 2098 (64.89%) taxonomically assigned

uncultured

bacterium

W5−102b

uncultured

bacterium

uncultured

marine

bacterium

Ant4D5

Gemmatimonadetes

bacterium SCGC

AAA240−J22

0/U Gemmatimonas

marine sediment

metagenome

no Species

Gemmatimonas

0/U

Actinomycetales

0/U

Rhizobiales

0/U
Clostridiales

0/U

Cytophagales

Actinomycetales

Rhizobiales

0/U

Bacilli

0/U

Clostridia

Clostridiales

0/U

Deinococci

0/U
Deltaproteobacteria

Myxococcales

Alteromonadales

0/U Gemmatimonadetes

Gemmatimonadales

0/U Bacteria

Actinobacteria

Alphaproteobacteria

Bacilli

Betaproteobacteria

Chloroflexia

Clostridia

Cytophagia

Deinococci

Deltaproteobacteria

Flavobacteriia

Gammaproteobacteria

Gemmatimonadetes

Planctomycetia
0/U

Eukaryota

0/U

Archaea

Fungi

Metazoa

Archaea

Bacteria

Eukaryota

no superKingdom



MGT−v1_338 : 3222 unigenes, 3146 (97.64%) taxonomically assigned
0/U Flavobacteriales

0/U
Flavobacteriaceae

0/U Croceibacter

Croceibacter atlanticus

0/U Flavobacteriales

0/U
Flavobacteriaceae

Croceibacter

0/U Flavobacteriales

FlavobacteriaceaeBacteria



MGT−v1_339 : 3196 unigenes, 2642 (82.67%) taxonomically assigned

0/U Micavibrio

0/U
Ponticaulis

Ponticaulis
koreensis

0/U Alteromonadaceae

0/U Alteromonas

Alteromonas macleodiiAlteromonas mediterranea

0/U Marinobacter

0/U

Viruses

0/U
MimiviridaeMicavibrio

0/U Alteromonadaceae

Alteromonas

Marinobacter

0/U
Mimiviridae

0/U

Bdellovibrionales

Bacteriovoracaceae

0/U Alteromonadales

Alteromonadaceae

Mimiviridae

0/U

Alphaproteobacteria

0/U

Deltaproteobacteria

Bdellovibrionales

Vibrionales

0/U
Eukaryota

0/U
Viruses0/U BacteriaAlphaproteobacteria Deltaproteobacteria

Flavobacteriia

Gammaproteobacteria

Insecta

0/U
Eukaryota

MetazoaViridiplantae

Bacteria

Eukaryota

no
superKingdom

Viruses



MGT−v1_340 : 3183 unigenes, 2627 (82.53%) taxonomically assigned

0/U Chroococcales

0/U Synechococcus

Synechococcus
sp. RCC307

Synechococcus
sp. WH 7805

Synechococcus
sp. WH 8102

0/U
Pycnococcaceae

0/U Pycnococcus

0/U Chroococcales

Synechococcus

0/U
Pelagibacteraceae

0/U
Pycnococcaceae

Pycnococcus

0/U

Prymnesiales

0/U Viridiplantae

Pycnococcaceae

Myoviridae

0/U Bacteria

Chroococcales

0/U AlphaproteobacteriaPelagibacterales

0/U Eukaryota

Prymnesiales

0/U Viridiplantae

Prasinococcales

0/U Bacteria

Alphaproteobacteria

0/U Eukaryota

Cryptophyta

0/U Eukaryota

Viridiplantae

Bacteria

Eukaryota

no superKingdom

Viruses



MGT−v1_341 : 3176 unigenes, 2913 (91.72%) taxonomically assigned

0/U

Chroococcales

0/U

Synechococcus

Mamiellaceae sp. RCC2288

0/U Mamiellaceae

0/U Mantoniella

0/U Micromonas

Micromonas

pusilla

Micromonas

sp. RCC299

0/U

Chroococcales

Synechococcus

0/U Mamiellaceae

Mantoniella

Micromonas

0/U

Chroococcales

0/U Mamiellales

Mamiellaceae

0/U

Bacteria

Chroococcales

Prochlorales

0/U

Mamiellophyceae

0/U

Bacteria

0/U Eukaryota Bacillariophyceae

0/U Viridiplantae

Mamiellophyceae

0/U

Bacteria

0/U Eukaryota

Viridiplantae

no
Kingdom

Bacteria

Eukaryota

Viruses



MGT−v1_342 : 3174 unigenes, 364 (11.47%) taxonomically assigned

0/U
Atta
Atta

0/U

Capitellidae

0/U

Leptothecata
Capitellidae

0/U

Pyramimonadales

0/U

Dinophyceae

0/U
Bivalvia

0/U Echinoidea

Echinoida

0/U
Enteropneusta

0/U

Hydrozoa

Leptothecata

0/U

Maxillopoda

0/U Polychaeta

Capitellida
0/U

Viridiplantae

0/U

Eukaryota

Dinophyceae

0/U Metazoa

Actinopteri

Ascidiacea

Bivalvia

Chromadorea

Echinoidea
EnteropneustaGastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

0/U

Viridiplantae

0/U

Eukaryota

Viridiplantae

Eukaryota



MGT−v1_343 : 3162 unigenes, 2384 (75.40%) taxonomically assigned

0/U

Eukaryota

0/U
Chilopoda

0/U
Mammalia

0/U Maxillopoda

0/U Calanoida 0/U
Calanidae

0/U Calanus

0/U Cyclopoida

0/U Oithonidae 0/U

Oithona

0/U

Eukaryota

0/U
Chilopoda

Clytia0/U
Mammalia

0/U Maxillopoda

0/U Calanoida 0/U
Calanidae

Calanus

0/U Cyclopoida

0/U Oithonidae Oithona

0/U

Eukaryota

0/U
Chilopoda

0/U
Mammalia

0/U Maxillopoda

0/U Calanoida Calanidae

0/U Cyclopoida

Oithonidae

0/U

Eukaryota

0/U
Chilopoda

0/U
Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Eukaryota

0/U Metazoa

Arachnida

Chilopoda

Insecta

Mammalia

Maxillopoda

0/U

Eukaryota
Eukaryota



MGT−v1_344 : 3142 unigenes, 458 (14.58%) taxonomically assigned

0/U Metazoa

0/U Testudines0/U Trionychidae

0/U Actinopteri

0/U
Anthozoa

0/U
Arachnida

0/U Ascidiacea

0/U

Bivalvia

0/U Echinoidea

0/U Echinoida

0/U
Strongylocentrotidae

0/U
Strongylocentrotus

0/U
Enteropneusta

0/U
Harrimaniidae

0/U

Saccoglossus

0/U
Hydrozoa

0/U

Hydridae

0/U Insecta
0/U

Hemiptera

0/U

Nasonia

0/U

Mammalia

0/U

Maxillopoda

0/U
Polychaeta

0/U Metazoa

0/U Testudines0/U Trionychidae

0/U Actinopteri

0/U
Anthozoa

0/U
Arachnida

0/U Ascidiacea

0/U

Bivalvia

0/U Echinoidea

0/U Echinoida

0/U
Strongylocentrotidae

Strongylocentrotus

0/U
Enteropneusta

0/U
Harrimaniidae

Saccoglossus

0/U
Hydrozoa

0/U

Hydridae

0/U Insecta
0/U

Hemiptera

Nasonia

0/U

Mammalia

0/U

Maxillopoda

0/U
Polychaeta

0/U Metazoa

0/U TestudinesTrionychidae

0/U Actinopteri

0/U
Anthozoa

0/U
Arachnida

0/U Ascidiacea

0/U

Bivalvia

0/U Echinoidea

0/U Echinoida Strongylocentrotidae

0/U
Enteropneusta

Harrimaniidae

0/U
Hydrozoa

Hydridae

0/U Insecta
0/U

Hemiptera

0/U

Mammalia

0/U

Maxillopoda

0/U
Polychaeta

0/U Metazoa

Testudines

0/U Actinopteri

0/U
Anthozoa

0/U
Arachnida

0/U Ascidiacea

0/U

Bivalvia

0/U Echinoidea

Echinoida

0/U
Enteropneusta

0/U
Hydrozoa0/U Insecta

Hemiptera

0/U

Mammalia

0/U

Maxillopoda

0/U
Polychaeta

0/U Metazoa

Actinopteri

Anthozoa
Arachnida

Ascidiacea

Bivalvia

Echinoidea

Enteropneusta

HydrozoaInsecta

MammaliaMaxillopoda

Polychaeta

Fungi

Eukaryota



MGT−v1_345 : 3138 unigenes, 2792 (88.97%) taxonomically assigned

0/U Deltaproteobacteria

SAR324 cluster
bacterium

JCVI−SC AAA005

SAR324
cluster

bacterium
SCGC

AAA001−C10

SAR324
cluster

bacterium
SCGC

AAA240−J09

SAR324

cluster

bacterium

SCGC

AB−629−J17

SAR324

cluster

bacterium

SCGC

AB−629−O05

uncultured delta
proteobacterium
HF0070_30B07

0/U

Rhizobiales
Rhizobiales

0/U
Gammaproteobacteria

0/U Bacteria

Alphaproteobacteria

Bacilli

Betaproteobacteria Chlorobia

Deltaproteobacteria

Gammaproteobacteria
0/U

Eukaryota

no
Class

0/U
Eukaryota

Archaea

Bacteria

Eukaryota

no
superKingdom



MGT−v1_346 : 3088 unigenes, 2955 (95.69%) taxonomically assigned

0/U Pseudomonadaceae

0/U Pseudomonas

0/U Pseudomonadaceae

Pseudomonas

0/U Pseudomonadales

Pseudomonadaceae

0/U Bacteria

Gammaproteobacteria
no

Class

Bacteria



MGT−v1_347 : 3083 unigenes, 2465 (79.95%) taxonomically assigned

0/U Prochlorococcaceae

0/U Prochlorococcus
Prochlorococcus

marinus

0/U

Pelagibacteraceae

0/U Candidatus

Pelagibacter

0/U Eukaryota0/U Bolidomonas

0/U

Phycodnaviridae

0/U Myoviridae 0/U

T4likevirus

0/U Prochlorococcaceae

Prochlorococcus

0/U

Pelagibacteraceae

Candidatus
Pelagibacter

0/U EukaryotaBolidomonas

0/U

Phycodnaviridae

T4likevirus
0/U Prochlorales

Prochlorococcaceae

0/U
Pelagibacterales

0/U
Viruses

0/U Caudovirales

Myoviridae

0/U Bacteria

Prochlorales

0/U
Alphaproteobacteria

0/U Viruses

Caudovirales

0/U Bacteria

Actinobacteria

Alphaproteobacteria

0/U Eukaryota

CoscinodiscophyceaeBacteria

Eukaryota

no superKingdomViruses



MGT−v1_348 : 3042 unigenes, 452 (14.86%) taxonomically assigned

0/U

Hexamitidae

0/U
Calanus

0/U

Hexamitidae

Calanus

0/U

Eukaryota

Hexamitidae

0/U

Haplosclerida

0/U Calanoida

Calanidae

0/U

Eukaryota

0/U
Actinopteri

0/U

Amphibia

0/U
Anthozoa

0/U
Aves

0/U

Branchiopoda

0/U

Chromadorea

Haplosclerida

0/U

Echinoidea0/U
Gastropoda

0/U Maxillopoda Calanoida

0/U

Eukaryota

0/U Metazoa
Actinopteri

Amphibia

Anthozoa

Arachnida

Aves

BranchiopodaChromadorea

Echinoidea
Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Viridiplantae

Chlorophyceae

0/U

Eukaryota

Viridiplantae

Eukaryota



MGT−v1_349 : 3032 unigenes, 193 (6.37%) taxonomically assigned

0/U
Daphnia

0/U
Calanus

0/U
Calanidae

Calanus

0/U Calanoida

Calanidae

0/U

Aconoidasida 0/U

Glaucocystophyceae

0/U

Oligohymenophorea

0/U

Polycystinea

0/U

Agaricomycetes

0/U

Actinopteri

0/U
Anthozoa

0/U
Bivalvia

0/U Branchiopoda

Diplostraca

0/U
Chilopoda

0/U
Chromadorea

0/U

Demospongiae

0/U

Enoplea

0/U
Gastropoda

0/U
Hirudinida

0/U
Hydrozoa

0/U Insecta

Hymenoptera

0/U

Mammalia

0/U
Maxillopoda

Calanoida

0/U Eukaryota
Aconoidasida

Glaucocystophyceae

Oligohymenophorea

Polycystinea Agaricomycetes

0/U Metazoa

Actinopteri
Anthozoa

Aves

Bivalvia

Branchiopoda

Chilopoda

Chromadorea

Demospongiae

Echinoidea

Enoplea

Gastropoda

Hirudinida
Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U
Viridiplantae

no

Class

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_350 : 3031 unigenes, 2926 (96.54%) taxonomically assigned

0/U SpongiibacterSpongiibacter tropicus

0/U Gammaproteobacteria

Cellvibrionales

GammaproteobacteriaBacteria



MGT−v1_351 : 3005 unigenes, 2989 (99.47%) taxonomically assigned

alpha proteobacterium HIMB5

0/U Candidatus Pelagibacter
Candidatus
Pelagibacter

ubique

0/U

Pelagibacteraceae

0/U Pelagibacterales

Pelagibacteraceae

0/U Bacteria

Alphaproteobacteria
no

Class

Bacteria



MGT−v1_352 : 3005 unigenes, 374 (12.45%) taxonomically assigned

0/U Metazoa
0/U

Actinopteri

0/U
Echinoidea

0/U

Hydrozoa

0/U
Insecta

0/U
Atta

0/U Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae
0/U Calanus

Calanus

finmarchicus

0/U Metazoa
0/U

Actinopteri

0/U
Echinoidea

0/U

Hydrozoa

0/U
Insecta

Atta

0/U Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae Calanus

0/U Metazoa
0/U

Actinopteri

0/U
Echinoidea

0/U

Hydrozoa

0/U
Insecta

Formicidae

0/U Mammalia

0/U Maxillopoda

0/U Calanoida

Calanidae

0/U Metazoa
0/U

Actinopteri

0/U
Echinoidea

0/U

Hydrozoa

0/U
Insecta

Hymenoptera

0/U Mammalia

0/U MaxillopodaCalanoida

0/U Metazoa
Actinopteri

Echinoidea

Hydrozoa

Insecta

Mammalia

Maxillopoda

Fungi

Eukaryota



MGT−v1_353 : 2995 unigenes, 2789 (93.12%) taxonomically assigned

0/U Erythrobacteraceae 0/U Erythrobacter

Erythrobacter sp. SD−21

0/U

Sphingomonadaceae

0/U

Citromicrobium 0/U
Sphingopyxis

0/U Erythrobacteraceae Erythrobacter

0/U

Sphingomonadaceae

Citromicrobium

Sphingopyxis

0/U Sphingomonadales

Erythrobacteraceae

Sphingomonadaceae

0/U Alphaproteobacteria

Sphingomonadales

AlphaproteobacteriaBacteria



MGT−v1_354 : 2993 unigenes, 1777 (59.37%) taxonomically assigned

0/U Oikopleuridae

Oikopleura

0/U AppendiculariaOikopleuridae

0/U

Actinopteri

0/U
Ascidiacea

0/U
Insecta

0/U

Mammalia

0/U Metazoa

Actinopteri

Appendicularia

Ascidiacea

Insecta

Mammalia

Eukaryota



MGT−v1_355 : 2990 unigenes, 495 (16.56%) taxonomically assigned
0/U Naviculales

0/U Coscinodiscophyceae

0/U Thalassiosirales

0/U Thalassiosiraceae

0/U

Fragilariophyceae

0/U Naviculales

0/U Coscinodiscophyceae

0/U Thalassiosirales

0/U Thalassiosiraceae

Brandtodinium
0/U

Fragilariophyceae

0/U Naviculales

0/U Coscinodiscophyceae

0/U Thalassiosirales

Thalassiosiraceae

Endodiniaceae
0/U

Fragilariophyceae

Bacillariales

Naviculales

0/U CoscinodiscophyceaeThalassiosirales

0/U

Fragilariophyceae

Fragilariales
0/U

Spirotrichea0/U Eukaryota Bacillariophyceae

Coscinodiscophyceae

Dinophyceae Fragilariophyceae Spirotrichea

Eukaryota



MGT−v1_356 : 2968 unigenes, 584 (19.68%) taxonomically assigned

0/U

Skeletonemataceae

0/U
Thalassiosiraceae

0/U Thalassiosira

0/U

Skeletonemataceae

0/U
Thalassiosiraceae

Thalassiosira

0/U Thalassiosirales

Skeletonemataceae

Thalassiosiraceae

Isochrysidales Prymnesiales

0/U Coscinodiscophyceae

Thalassiosirales

0/U

Dinophyceae

0/U Eukaryota

Coscinodiscophyceae

Dinophyceae

0/U Metazoa AvesMammalia 0/U Viridiplantae

no

Class

0/U Eukaryota

Metazoa Viridiplantae

Eukaryota



MGT−v1_357 : 2960 unigenes, 583 (19.70%) taxonomically assigned

0/U

Perkinsida

0/U

Rhabditida

0/U Leptothecata

Campanulariidae 0/U
Eukaryota

Perkinsida

0/U

Aconoidasida

0/U

Agaricomycetes

0/U

Actinopteri

0/U

Amphibia

0/U

Anthozoa

0/U
Bivalvia

0/U

Echinoidea

0/U
Enteropneusta

0/U Hydrozoa

Anthoathecata

Leptothecata

0/U
Mammalia

0/U

Maxillopoda

0/U
Polychaeta

Capitellida

0/U

Scyphozoa

Aconoidasida

0/U
Fungi

Agaricomycetes

0/U Metazoa Actinopteri

Amphibia

Anthozoa

Bivalvia

Chromadorea

Demospongiae

Echinoidea

Enteropneusta

Hydrozoa

Insecta

MammaliaMaxillopoda

Polychaeta

Scyphozoa

0/U
Eukaryota

Fungi

MetazoaEukaryota



MGT−v1_358 : 2959 unigenes, 338 (11.42%) taxonomically assigned

0/U Calanidae

Calanus

0/U

Anura

0/U CalanoidaCalanidae

0/U

Coccidia

0/U

Saccharomycetes

0/U
Actinopteri

Perciformes

0/U
Anthozoa

0/U

Arachnida0/U
Aves

0/U

Bivalvia

0/U

Chilopoda

0/U
Chromadorea0/U

Echinoidea

Echinoida

0/U
Gastropoda

0/U

Hydrozoa

0/U

Mammalia0/U Maxillopoda

Calanoida

0/U Eukaryota
Coccidia

Agaricomycetes

Saccharomycetes

0/U Metazoa

Actinopteri

Amphibia

Anthozoa

Arachnida

Aves

Bivalvia

Chilopoda

Chromadorea

Echinoidea

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

no
Class

0/U Eukaryota Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_359 : 2953 unigenes, 2690 (91.09%) taxonomically assigned

0/U

Goniomonas

Goniomonas

pacifica

0/U Chroococcales

Synechococcus

0/U

Prochlorales

0/U Bacteria

Chroococcales

Prochlorales

0/U

Eukaryota

0/U VirusesCaudovirales

0/U Eukaryota

Viridiplantae

Bacteria

Eukaryota

no
superKingdom

Viruses



MGT−v1_360 : 2940 unigenes, 561 (19.08%) taxonomically assigned

0/U

Anura

0/U Enteropneusta

Harrimaniidae Aplysiidae
0/U

Anthozoa
0/U

Bivalvia

0/U
Chilopoda

0/U

Echinoidea

Echinoida

0/U
Gastropoda

0/U Hydrozoa

Leptothecata

0/U
Insecta

0/U
Scyphozoa

0/U Metazoa

Actinopteri

AmphibiaAnthozoaAscidiacea

BivalviaChilopoda

Echinoidea

Enteropneusta Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

Scyphozoa

Eukaryota



MGT−v1_361 : 2938 unigenes, 510 (17.36%) taxonomically assigned

0/U

Bacillariophyceae

0/U Coscinodiscophyceae

0/U Thalassiosirales

0/U Thalassiosiraceae

0/U

Dinophyceae

0/U

Peridiniales0/U

Bacillariophyceae

0/U Coscinodiscophyceae

0/U Thalassiosirales

0/U Thalassiosiraceae

0/U

Dinophyceae

0/U

Peridiniales0/U

Bacillariophyceae

0/U Coscinodiscophyceae

0/U Thalassiosirales

Thalassiosiraceae

0/U

Dinophyceae

0/U

Peridiniales0/U

Bacillariophyceae

0/U CoscinodiscophyceaeThalassiosirales

0/U

Dinophyceae

Peridiniales

0/U Eukaryota Bacillariophyceae

Coscinodiscophyceae

Dinophyceae

Eukaryota



MGT−v1_362 : 2934 unigenes, 2485 (84.70%) taxonomically assigned

0/U Metazoa
0/U Insecta

0/U Diptera0/U Hymenoptera

0/U Maxillopoda

0/U Calanoida
0/U

Calanidae

0/U Cyclopoida

0/U Oithonidae 0/U

Oithona

0/U

Caligidae

0/U Metazoa
0/U Insecta

0/U Diptera0/U Hymenoptera

0/U Maxillopoda

0/U Calanoida
0/U

Calanidae

0/U Cyclopoida

0/U Oithonidae Oithona

0/U

Caligidae

0/U Metazoa
0/U Insecta

0/U Diptera0/U Hymenoptera

0/U Maxillopoda

0/U Calanoida Calanidae

0/U Cyclopoida

Oithonidae

Caligidae

0/U Metazoa
0/U Insecta

DipteraHymenoptera

0/U Maxillopoda

Calanoida

Cyclopoida

0/U Metazoa

Arachnida

Insecta

Maxillopoda

Eukaryota



MGT−v1_363 : 2932 unigenes, 573 (19.54%) taxonomically assigned

0/U Metazoa
0/U

Anthozoa

0/U
Actiniaria

0/U

Arachnida

0/U

Gastropoda

0/U Hydrozoa

0/U Leptothecata

0/U Insecta

0/U
Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae
0/U

Calanus

Calanus

finmarchicus

0/U Metazoa
0/U

Anthozoa

0/U
Actiniaria

0/U

Arachnida

0/U

Gastropoda

0/U Hydrozoa

0/U Leptothecata

0/U Insecta

0/U
Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae Calanus

0/U Metazoa
0/U

Anthozoa

0/U
Actiniaria

0/U

Arachnida

0/U

Gastropoda

0/U Hydrozoa

0/U Leptothecata

0/U Insecta

0/U
Mammalia

0/U Maxillopoda

0/U Calanoida

Calanidae

0/U Metazoa
0/U

Anthozoa

Actiniaria

0/U

Arachnida

0/U

Gastropoda

0/U Hydrozoa

Leptothecata

0/U Insecta

0/U
Mammalia

0/U Maxillopoda Calanoida

0/U Metazoa
Anthozoa

Arachnida

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

Eukaryota



MGT−v1_364 : 2923 unigenes, 2117 (72.43%) taxonomically assigned

0/U
Pelagibacteraceae0/U Candidatus Pelagibacter

Candidatus
Pelagibacter

ubique

0/U

Flavobacteriaceae

0/U
Pelagibacteraceae

0/U

Flavobacteriaceae

0/U Pelagibacterales

Pelagibacteraceae

0/U

Choanoflagellida

0/U

Florenciellales

0/U

Pelagomonadales

0/U Alphaproteobacteria

Pelagibacterales

0/U Eukaryota

Choanoflagellida Phaeocystales

0/U

Cryptophyta

0/U Dinophyceae

Gymnodiniales

0/U

Pelagophyceae

Pelagomonadales

0/U Bacteria

Alphaproteobacteria

Flavobacteriia

0/U Eukaryota

Cryptophyta

Dictyochophyceae

Dinophyceae

Pelagophyceae

0/U

Metazoa

0/U Eukaryota

MetazoaViridiplantae

Bacteria

Eukaryota

no superKingdom



MGT−v1_365 : 2916 unigenes, 612 (20.99%) taxonomically assigned

0/U

Hydra

0/U Metazoa

0/U
Hydridae

Branchiostomidae

0/U
Anthoathecata

Hydridae

0/U
Diptera

0/U

Calanoida

Bicosoecida

0/U
Oomycetes

0/U

Actinopteri

0/U
Anthozoa

0/U
Bivalvia

0/U

Echinoidea

Echinoida

0/U

Enteropneusta 0/U

Gastropoda

0/U

Hirudinida

0/U Hydrozoa

AnthoathecataLeptothecata

0/U
Insecta

Diptera

0/U

Mammalia

Calanoida

0/U

Polychaeta

0/U
Scyphozoa

0/U

Eukaryota

Oomycetes

0/U

Fungi

0/U Metazoa

ActinopteriAnthozoa

Aves

Bivalvia Chromadorea

Echinoidea

Enteropneusta
Gastropoda

Hirudinida

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

Scyphozoa

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_366 : 2910 unigenes, 1950 (67.01%) taxonomically assigned

0/U Imantonia

Imantonia rotunda

0/U
Tiarina

Prasinophyceae

sp. CCMP2175

0/U Vannellidae

Vannella

0/U

Prymnesiaceae

0/U

Colepidae

Tiarina

0/U Eukaryota Vannellidae

0/U Prymnesiales Prymnesiaceae

0/U

Prorodontida

Colepidae

0/U Eukaryota

Prymnesiales

0/U

Prostomatea

Prorodontida

0/U

Bacteria
Dinophyceae

Prostomatea

0/U Fungi0/U Metazoa

0/U

Bacteria

0/U Eukaryota

FungiMetazoa Viridiplantae

Bacteria

Eukaryota



MGT−v1_367 : 2901 unigenes, 2002 (69.01%) taxonomically assigned

0/U Chrysophyceae

Chromulinales

0/U

Cryptophyta

0/U

Dictyochophyceae

0/U

Dinophyceae

Gonyaulacales
0/U

Synurophyceae

Synurales

0/U Eukaryota

Chrysophyceae

Coscinodiscophyceae

Cryptophyta

Dictyochophyceae

Dinophyceae

Synurophyceae

0/U Metazoa AvesInsecta0/U Viridiplantae Trebouxiophyceae

0/U Eukaryota

Fungi MetazoaViridiplantae

Eukaryota



MGT−v1_368 : 2899 unigenes, 344 (11.87%) taxonomically assigned

0/U Calanus

Calanus finmarchicus

0/U

Apidae

0/U Calanidae Calanus

Apidae

0/U Calanoida

Calanidae
0/U

Eukaryota

0/U

Actinopteri

0/U

Anthozoa

0/U

Arachnida

0/U

Ascidiacea

0/U

Branchiopoda

0/U

Chromadorea

0/U
Enteropneusta

0/U

Hirudinida

0/U

Hydrozoa

0/U
Mammalia

0/U MaxillopodaCalanoida

0/U

Eukaryota

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Ascidiacea

Aves Branchiopoda

Chromadorea

Echinoidea

Enteropneusta

Hirudinida

Hydrozoa

Insecta

Mammalia

Maxillopoda
0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_369 : 2876 unigenes, 1606 (55.84%) taxonomically assigned

0/U Phaeocystis

Phaeocystis antarctica

0/U PhaeocystaceaePhaeocystis

0/U

Isochrysidales

0/U Phaeocystales

Phaeocystaceae

0/U

Prymnesiales

0/U

Eukaryota

Isochrysidales

Prymnesiales

0/U

Bacteria

0/U Eukaryota

CoscinodiscophyceaeCryptophyta DictyochophyceaeDinophyceae Mediophyceae Pelagophyceae

0/U

Bacteria
Bacteria

Eukaryota



MGT−v1_370 : 2875 unigenes, 2639 (91.79%) taxonomically assigned

0/U Erythrobacteraceae

Erythrobacter

0/U Sphingomonadales

Erythrobacteraceae

Sphingomonadaceae

0/U Alphaproteobacteria

Sphingomonadales

AlphaproteobacteriaBacteria



MGT−v1_371 : 2840 unigenes, 1555 (54.75%) taxonomically assigned

0/U

Chaetoceros

0/U Phaeocystaceae Phaeocystis

0/U

Chaetocerotaceae

Chaetoceros

0/U

Euplotidae

0/U

Isochrysidales

Noelaerhabdaceae

0/U Phaeocystales

Phaeocystaceae

0/U

Prymnesiales

Prymnesiaceae

0/U
Gonyaulacales

0/U Spirotrichea

Strombidiidae

Euplotidae

0/U Eukaryota

Coccolithales

Isochrysidales

Phaeocystales

Prymnesiales

0/U
Coscinodiscophyceae

Chaetocerotales
0/U

Cryptophyta

0/U

Dinophyceae

Gonyaulacales

0/U

Oomycetes

0/U Spirotrichea

Euplotida Sporadotrichida

0/U Fungi

0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

Cryptophyta

Dinophyceae

Oomycetes

Spirotrichea

0/U Metazoa Mammalia

no
Class

0/U Eukaryota

FungiMetazoa Viridiplantae

Eukaryota



MGT−v1_372 : 2830 unigenes, 482 (17.03%) taxonomically assigned

0/U

Eukaryota

0/U

Coccidia

0/U Metazoa

0/U

Actinopteri

0/U Tetraodontiformes 0/U Anthozoa

0/U

Actiniaria
0/U

Arachnida

0/U
Bivalvia

0/U

Chromadorea

0/U

Demospongiae

0/U

Echinoidea

0/U
Hydrozoa

0/U Anthoathecata

0/U Insecta

0/U Diptera

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae 0/U Calanus

0/U
Cyclopoida

0/U Oithonidae 0/U Oithona

0/U
Polychaeta

0/U

Eukaryota

0/U

Coccidia

0/U Metazoa

0/U

Actinopteri

0/U Tetraodontiformes 0/U Anthozoa

0/U

Actiniaria
0/U

Arachnida

0/U
Bivalvia

0/U

Chromadorea

0/U

Demospongiae

0/U

Echinoidea

0/U
Hydrozoa

0/U Anthoathecata

0/U Insecta

0/U Diptera

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae Calanus

0/U
Cyclopoida

0/U Oithonidae Oithona

0/U
Polychaeta

0/U

Eukaryota

0/U

Coccidia

0/U Metazoa

0/U

Actinopteri

0/U Tetraodontiformes 0/U Anthozoa

0/U

Actiniaria
0/U

Arachnida

0/U
Bivalvia

0/U

Chromadorea

0/U

Demospongiae

0/U

Echinoidea

0/U
Hydrozoa

0/U Anthoathecata

0/U Insecta

0/U Diptera

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

Calanidae

0/U
Cyclopoida

Oithonidae

0/U
Polychaeta

0/U

Eukaryota

0/U

Coccidia

0/U Metazoa

0/U

Actinopteri

Tetraodontiformes 0/U Anthozoa

Actiniaria
0/U

Arachnida

0/U
Bivalvia

0/U

Chromadorea

0/U

Demospongiae

0/U

Echinoidea

0/U
Hydrozoa

Anthoathecata

0/U Insecta

Diptera

0/U

Mammalia

0/U Maxillopoda
Calanoida

Cyclopoida

0/U
Polychaeta

0/U

Eukaryota

Coccidia

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Bivalvia

Chromadorea

Demospongiae

Echinoidea

HydrozoaInsecta

Mammalia

Maxillopoda

Polychaeta

0/U

Eukaryota

Eukaryota



MGT−v1_373 : 2830 unigenes, 2601 (91.91%) taxonomically assigned

0/U Microbacteriaceae

Microbacterium

0/U MicrococcalesMicrobacteriaceae

Micrococcaceae

0/U ActinobacteriaActinomycetales

Micrococcales

Bacteria



MGT−v1_374 : 2830 unigenes, 2355 (83.22%) taxonomically assigned

0/U Rhodobacterales

Rhodobacteraceae

0/U
Vibrionales

0/U Alphaproteobacteria

Rhizobiales

Rhodobacterales

Vibrionales0/U Bacteria

Alphaproteobacteria

Gammaproteobacteria

Bacteria



MGT−v1_375 : 2826 unigenes, 188 (6.65%) taxonomically assigned

0/U

Strongylocentrotus

marine

sediment

metagenome

no

Species

0/U

Strongylocentrotidae

Strongylocentrotus

0/U Calanidae

0/U

Amphiuridae

0/U

Thalassiosirales

0/U Metazoa

Branchiostomidae

0/U
Coelacanthiformes

0/U Actinopteri

Moronidae

0/U
Anura

0/U Echinoida Strongylocentrotidae

0/U

Decapoda

0/U Calanoida

Calanidae

0/U

Strigeidida

0/U

Aconoidasida

0/U Metazoa

CoelacanthiformesTestudines

0/U
Ascidiacea

0/U
Bivalvia

0/U Echinoidea

Echinoida

0/U

Enteropneusta

0/U
Gastropoda

0/U
Hydrozoa

0/U Insecta

Hemiptera

0/U
Maxillopoda

Calanoida

0/U
Polychaeta

0/U

Bacteria

0/U Eukaryota Aconoidasida

0/U Metazoa

Actinopteri

Amphibia

Anthozoa

Ascidiacea Bivalvia

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

Insecta

Malacostraca

Mammalia

Maxillopoda

OphiuroideaPolychaeta Trematoda

no
Class

0/U

Bacteria

0/U Eukaryota

Metazoa

Viridiplantae 0/U

Viruses

Bacteria

Eukaryota

Viruses



MGT−v1_376 : 2809 unigenes, 2372 (84.44%) taxonomically assigned

0/U Eukaryota

0/U Coccolithales

0/U

Coccosphaerales

0/U Isochrysidales

0/U

Phaeocystales

0/U Prymnesiales

0/U Eukaryota

0/U Coccolithales

0/U

Coccosphaerales

0/U Isochrysidales

0/U

Phaeocystales

0/U Prymnesiales

0/U Eukaryota

0/U Coccolithales

0/U

Coccosphaerales

0/U Isochrysidales

0/U

Phaeocystales

0/U Prymnesiales

0/U Eukaryota

Coccolithales

Coccosphaerales

Isochrysidales

Phaeocystales

Prymnesiales

Eukaryota



MGT−v1_377 : 2806 unigenes, 1351 (48.15%) taxonomically assigned

0/U

Eucyrtidium

0/U
Schmidingerella 0/U Theoperidae

Eucyrtidium

0/U

Oxytrichidae

0/U

Rhabdonellidae

Schmidingerella

0/U

Xystonellidae

Theoperidae

0/U
Choreotrichida

0/U

Sporadotrichida

Oxytrichidae

0/U Tintinnida

Rhabdonellidae

Xystonellidae

0/U

Dinophyceae

0/U Spirotrichea

Choreotrichida

Sporadotrichida

Tintinnida

Urostylida

0/U
Eukaryota

Dinophyceae

Polycystinea

0/U Metazoa Amphibia AvesMammalia Maxillopoda

no

Class

0/U Eukaryota

FungiMetazoa Viridiplantae

Eukaryota



MGT−v1_378 : 2768 unigenes, 1525 (55.09%) taxonomically assigned

0/U

Dinophyceae

0/U
Polycystinea

0/U Nassellaria

0/U
Theoperidae

0/U
Eucyrtidium

0/U Spirotrichea

0/U
Choreotrichida

0/U

Strombidinopsidae

0/U

Sporadotrichida

0/U
Oxytrichidae

0/U Tintinnida

0/U

Rhabdonellidae

0/U
Schmidingerella

0/U

Xystonellidae

0/U Favella

0/U

Dinophyceae

0/U
Polycystinea

0/U Nassellaria

0/U
Theoperidae

Eucyrtidium

0/U Spirotrichea

0/U
Choreotrichida

0/U

Strombidinopsidae

Strombidinopsis

0/U

Sporadotrichida

0/U
Oxytrichidae

0/U Tintinnida

0/U

Rhabdonellidae

Schmidingerella

0/U

Xystonellidae

Favella

0/U

Dinophyceae

0/U
Polycystinea

0/U Nassellaria

Theoperidae

0/U Spirotrichea

0/U
Choreotrichida

Strombidinopsidae

0/U

Sporadotrichida

Oxytrichidae

0/U Tintinnida

Rhabdonellidae

Xystonellidae

0/U

Dinophyceae

0/U
Polycystinea

Nassellaria

0/U Spirotrichea

Choreotrichida

Sporadotrichida

Tintinnida
0/U Eukaryota

Dinophyceae

Polycystinea

SpirotricheaEukaryota



MGT−v1_379 : 2765 unigenes, 2067 (74.76%) taxonomically assigned

0/U Chromulinales

0/U Chromulinaceae
0/U

Dinobryaceae

0/U Chromulinales

0/U Chromulinaceae
0/U

Dinobryaceae

0/U Chromulinales

Chromulinaceae Dinobryaceae

0/U Chrysophyceae Chromulinales

0/U
Spirotrichea

Tintinnida

0/U

Synurophyceae

Synurales 0/U
Bacteria

0/U Eukaryota

Chrysophyceae

Dictyochophyceae

Dinophyceae

Spirotrichea

Synurophyceae

0/U
Bacteria

no

Kingdom

Bacteria

Eukaryota



MGT−v1_380 : 2755 unigenes, 541 (19.64%) taxonomically assigned

0/U Eukaryota0/U Bacillariophyceae

0/U Bacillariales 0/U
Bacillariaceae

0/U

Coscinodiscophyceae

0/U Chaetocerotales

0/U

Thalassiosirales

0/U

Thalassiosiraceae

0/U

Dinophyceae

0/U

Fragilariophyceae

0/U
Striatellales 0/U

Mediophyceae

0/U Eukaryota0/U Bacillariophyceae

0/U Bacillariales 0/U
Bacillariaceae

0/U

Coscinodiscophyceae

0/U Chaetocerotales

0/U

Thalassiosirales

0/U

Thalassiosiraceae

0/U

Dinophyceae

0/U

Fragilariophyceae

0/U
Striatellales 0/U

Mediophyceae

0/U Eukaryota0/U Bacillariophyceae

0/U Bacillariales Bacillariaceae

0/U

Coscinodiscophyceae

0/U Chaetocerotales

0/U

Thalassiosirales

Thalassiosiraceae

0/U

Dinophyceae

0/U

Fragilariophyceae

0/U
Striatellales 0/U

Mediophyceae

0/U Eukaryota0/U Bacillariophyceae

Bacillariales

0/U

Coscinodiscophyceae

Chaetocerotales

Thalassiosirales

0/U

Dinophyceae

0/U

Fragilariophyceae

Striatellales 0/U

Mediophyceae

0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

Dinophyceae

Fragilariophyceae

Mediophyceae

Eukaryota



MGT−v1_381 : 2745 unigenes, 288 (10.49%) taxonomically assigned

0/U

Actiniaria

Harrimaniidae
0/U

Calanoida
0/U

Cyclopoida

0/U
Dinophyceae

0/U
Actinopteri

0/U

Arachnida

0/U
Aves

0/U

Bivalvia

0/U
Chromadorea

0/U
Enteropneusta

0/U

Gastropoda

0/U Insecta

Hemiptera

0/U
Maxillopoda

CalanoidaCyclopoida

0/U

Eukaryota

Dinophyceae

0/U Metazoa

Actinopteri
Anthozoa

Arachnida

Aves

Bivalvia Chilopoda

Chromadorea

Echinoidea

Enteropneusta

Gastropoda

Hirudinida

Hydrozoa
Insecta

Mammalia

Maxillopoda

Polychaeta

0/U

Viridiplantae

0/U

Eukaryota

Viridiplantae

Eukaryota



MGT−v1_382 : 2680 unigenes, 221 (8.25%) taxonomically assigned

0/U
Eukaryota

0/U Amorphochlora

0/U
Eukaryota

Amorphochlora

Testudines

0/U

Actinopteri

0/U
Amphibia

0/U
Anthozoa

0/U

Branchiopoda

0/U

Chromadorea

0/U

Echinoidea
0/U

Gastropoda

0/U
Malacostraca

0/U
Maxillopoda

Fragilariophyceae

0/U Metazoa

Actinopteri

Amphibia Anthozoa

Arachnida

Branchiopoda

Chromadorea

Echinoidea Gastropoda

Hydrozoa

Insecta

Malacostraca

Mammalia

Maxillopoda
0/U

Viridiplantae

0/U
Eukaryota

Metazoa

Viridiplantae

Eukaryota



MGT−v1_383 : 2670 unigenes, 2475 (92.70%) taxonomically assigned

0/U Viridiplantae

0/U Pycnococcaceae 0/U

Pycnococcus

Pycnococcus provasolii

0/U Prasinococcales 0/U Prasinoderma

0/U Viridiplantae

0/U Pycnococcaceae Pycnococcus

0/U Prasinococcales Prasinoderma

0/U Viridiplantae

Pycnococcaceae

0/U
Dinophyceae

Prasinococcales Pyramimonadales
Mamiellales

0/U

Eukaryota

Dinophyceae

0/U

Metazoa

0/U Viridiplantae

Mamiellophyceae Nephroselmidophyceae

0/U

Eukaryota

Metazoa

Eukaryota



MGT−v1_384 : 2665 unigenes, 2549 (95.65%) taxonomically assigned

0/U Alcanivoracaceae

0/U Alcanivorax

0/U Alcanivoracaceae

Alcanivorax

0/U
Alteromonadales

Alteromonadaceae

0/U OceanospirillalesAlcanivoracaceae

Halomonadaceae

Rhizobiales
0/U Gammaproteobacteria

Alteromonadales

Oceanospirillales
0/U

Bacteria

GammaproteobacteriaBacteria



MGT−v1_385 : 2655 unigenes, 2379 (89.60%) taxonomically assigned

0/U Sphingomonadaceae

0/U Novosphingobium

0/U Sphingomonadaceae

Novosphingobium

0/U
Rhizobiales

0/U

Sphingomonadales

0/U Alphaproteobacteria Rhizobiales

Sphingomonadales

0/U

Bacteria

AlphaproteobacteriaBacteria



MGT−v1_386 : 2652 unigenes, 113 (4.26%) taxonomically assigned

0/U
Oithona

Oithona
nana

Oithona

0/U
Dictyosteliida

0/U Cyclopoida

Oithonidae

0/U Eukaryota

Dictyosteliida

Perkinsida

0/U
Aconoidasida

0/U
Cryptophyta

0/U

Dinophyceae

0/U

Labyrinthulomycetes

0/U
Anthozoa

0/U
Branchiopoda

0/U

Chilopoda
0/U

Chromadorea

0/U
Hydrozoa

0/U
Mammalia

0/U Maxillopoda

Cyclopoida

0/U
Polychaeta

0/U Eukaryota

Aconoidasida

Cryptophyta Dinophyceae

Labyrinthulomycetes

0/U Metazoa

Anthozoa

Aves

Branchiopoda

Chilopoda Chromadorea Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

0/U EukaryotaMetazoaEukaryota



MGT−v1_387 : 2643 unigenes, 2434 (92.09%) taxonomically assigned

0/U Eukaryota

0/U Bacillariophyceae

0/U Bacillariales

0/U Bacillariaceae

0/U Fragilariopsis

Fragilariopsis
kerguelensis

0/U Coscinodiscophyceae

0/U Chaetocerotales

0/U Chaetocerotaceae

0/U Chaetoceros

Chaetoceros brevis

Chaetoceros debilis

0/U

Mediophyceae

0/U Eukaryota

0/U Bacillariophyceae

0/U Bacillariales

0/U Bacillariaceae

Fragilariopsis

0/U Coscinodiscophyceae

0/U Chaetocerotales

0/U Chaetocerotaceae

Chaetoceros

0/U

Mediophyceae

0/U Eukaryota

0/U Bacillariophyceae

0/U Bacillariales

Bacillariaceae

0/U Coscinodiscophyceae

0/U Chaetocerotales

Chaetocerotaceae

0/U

Mediophyceae

0/U Eukaryota

0/U Bacillariophyceae

Bacillariales

0/U Coscinodiscophyceae

Chaetocerotales

Thalassiosirales

0/U

Mediophyceae

0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

FragilariophyceaeMediophyceae

Eukaryota



MGT−v1_388 : 2642 unigenes, 975 (36.90%) taxonomically assigned

0/U
Oithona

Oithona nana

0/U
Calanidae

Oithona

0/U

Gonyaulacales

Calanidae

0/U Cyclopoida

Oithonidae

Bicosoecida Eutreptiales

0/U
Dinophyceae

Gonyaulacales

0/U

Actinopteri

0/U

Arachnida 0/U
Bivalvia0/U

Gastropoda

0/U

Hydrozoa

0/U Insecta

Diptera Hymenoptera

0/U

Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U
Eukaryota

Dinophyceae

Polycystinea

0/U
Fungi

0/U Metazoa

Actinopteri

Arachnida
Bivalvia

Gastropoda
Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U
Eukaryota

Fungi

MetazoaEukaryota



MGT−v1_389 : 2632 unigenes, 352 (13.37%) taxonomically assigned

0/U Calanidae Calanus

0/U

Leptothecata

0/U Calanoida

Calanidae

0/U
Actinopteri

0/U
Ascidiacea

0/U Aves

Passeriformes

0/U
Hydrozoa

Leptothecata

0/U MaxillopodaCalanoida

0/U Metazoa

Actinopteri

Ascidiacea

Aves

HydrozoaInsecta

Maxillopoda

Eukaryota



MGT−v1_390 : 2622 unigenes, 1875 (71.51%) taxonomically assigned

0/U
Trichosphaerium

0/U Eukaryota

Bolidomonas Trichosphaerium

0/U
Bicosoecida

0/U

Prymnesiales

0/U Eukaryota

BicosoecidaChoanoflagellida Prymnesiales

Melosirales

0/U

Cryptophyta

0/U

Dictyochophyceae

Pedinellales

0/U Dinophyceae

Gonyaulacales Suessiales

0/U

Pelagophyceae

0/U Viridiplantae

0/U

Bacteria

0/U Eukaryota

Cryptophyta

Dictyochophyceae

Dinophyceae

Oomycetes

Pelagophyceae

0/U

Fungi

0/U Metazoa

0/U

Bacteria

0/U Eukaryota

FungiMetazoa Viridiplantae

no

Kingdom

Bacteria

Eukaryota



MGT−v1_391 : 2597 unigenes, 269 (10.36%) taxonomically assigned

0/U

Symbiodinium

0/U Oithonidae

Oithona

0/U
Caligidae

0/U Calanoida

Calanidae

0/U Cyclopoida

Oithonidae

0/U
Dinophyceae

Suessiales
0/U

Anthozoa

0/U
Malacostraca

0/U

Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

Siphonostomatoida
0/U

Trematoda

0/U
Eukaryota

Dinophyceae

0/U Metazoa

Actinopteri Anthozoa
Cestoda

Hydrozoa

Insecta

Malacostraca

Mammalia

Maxillopoda

Trematoda
0/U

Viridiplantae

0/U
Eukaryota

Viridiplantae

Eukaryota



MGT−v1_392 : 2596 unigenes, 115 (4.43%) taxonomically assigned

0/U

Palpitomonas

0/U

Eukaryota

Palpitomonas

0/U

Rhabditida

0/U
Echinoida

0/U

Calanoida

0/U

Appendicularia
0/U

Chromadorea

0/U

Echinoidea

Echinoida

0/U

Enteropneusta

0/U

Gastropoda

Calanoida

0/U Metazoa

Actinopteri

Appendicularia

Arachnida

Chromadorea

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa
Insecta

Mammalia

Maxillopoda

0/U

Viridiplantae

0/U

Eukaryota

Viridiplantae

Eukaryota



MGT−v1_393 : 2594 unigenes, 1999 (77.06%) taxonomically assigned

0/U Rhodobacteraceae

Oceanicola

Roseovarius
Ruegeria

0/U

Xanthomonadaceae

0/U
Rhodobacterales

Rhodobacteraceae

0/U

Chromatiales

0/U

Xanthomonadales

Xanthomonadaceae

0/U

Alphaproteobacteria

Rhizobiales

Alteromonadales

Chromatiales

Xanthomonadales

0/U Bacteria

Alphaproteobacteria

Betaproteobacteria Deltaproteobacteria

Gammaproteobacteria

0/U
Eukaryota

Bacteria

Eukaryota

no
superKingdom



MGT−v1_394 : 2583 unigenes, 328 (12.70%) taxonomically assigned

0/U

Noelaerhabdaceae

0/U
Isochrysidales

Noelaerhabdaceae

0/U

Pavlovales

0/U

Phaeocystales

0/U

Prymnesiales

0/U
Pedinellales

Isochrysidales

Pavlovales

Phaeocystales

Prymnesiales

0/U

Cryptophyta

0/U
Dictyochophyceae

Pedinellales

0/U Dinophyceae

Gonyaulacales

0/U

Agaricomycetes

0/U

Ustilaginomycetes

0/U

Demospongiae

0/U

Mammalia

0/U

Maxillopoda

0/U
Bacteria

0/U Eukaryota

Cryptophyta

Dictyochophyceae

Dinophyceae

Pelagophyceae

Agaricomycetes Ustilaginomycetes0/U Metazoa Demospongiae Mammalia Maxillopoda

no

Class

0/U
Bacteria

0/U Eukaryota

FungiMetazoa Viridiplantae

Eukaryota



MGT−v1_395 : 2582 unigenes, 2511 (97.25%) taxonomically assigned

0/U Chroococcales

0/U SynechococcusSynechococcus sp. RCC307

0/U Chroococcales

Synechococcus
0/U Chroococcales

0/U

Bacteria

Bacteria



MGT−v1_396 : 2579 unigenes, 324 (12.56%) taxonomically assigned

0/U Calanus

Calanus finmarchicus

0/U Calanidae Calanus

0/U

Perkinsida

0/U Calanoida

Calanidae

0/U

Eukaryota

Perkinsida

0/U
Coccidia

0/U

Actinopteri

0/U
Anthozoa

0/U

Echinoidea

0/U

Gastropoda

0/U
Hydrozoa

0/U
Insecta

0/U
Mammalia

0/U MaxillopodaCalanoida
0/U

Eukaryota

Coccidia

0/U Metazoa
Actinopteri

AnthozoaAves
Echinoidea

Gastropoda Hydrozoa
InsectaMammalia

Maxillopoda

Trematoda

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_397 : 2578 unigenes, 260 (10.09%) taxonomically assigned

0/U

Hydridae

0/U
Actiniaria

Hydridae

0/U
Calanoida

0/U

Capitellida

0/U

Chrysophyceae

0/U

Oomycetes

0/U
Agaricomycetes

0/U
Actinopteri

0/U

Amphibia

0/U
Anthozoa

Actiniaria 0/U

Arachnida

0/U

Chromadorea

0/U
Echinoidea

0/U

Enteropneusta

0/U

Gastropoda

0/U Hydrozoa

Leptothecata

0/U
Insecta

0/U
Mammalia

0/U
Maxillopoda

Calanoida 0/U

Polychaeta

0/U

Scyphozoa

0/U

Eukaryota

Chrysophyceae

Oomycetes

0/U Metazoa

Actinopteri

AmphibiaAnthozoa

Arachnida

Bivalvia

Chromadorea
Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

Insecta

Mammalia
Maxillopoda

Polychaeta
Scyphozoa

0/U

Viridiplantae

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_398 : 2566 unigenes, 1893 (73.77%) taxonomically assigned

0/U
Eukaryota

0/U

Dinophyceae

0/U
Polycystinea

0/U
Nassellaria

0/U

Theoperidae

0/U

Eucyrtidium

0/U Spirotrichea

0/U

Choreotrichida

0/U

Oxytrichidae

0/U Oxytricha

0/U Tintinnida

0/U

Rhabdonellidae

0/U

Schmidingerella

0/U
Xystonellidae

0/U Favella

0/U
Eukaryota

0/U

Dinophyceae

0/U
Polycystinea

0/U
Nassellaria

0/U

Theoperidae

Eucyrtidium

0/U Spirotrichea

0/U

Choreotrichida

0/U

Oxytrichidae

Oxytricha

0/U Tintinnida

0/U

Rhabdonellidae

Schmidingerella

0/U
Xystonellidae

Favella

0/U
Eukaryota

0/U

Dinophyceae

0/U
Polycystinea

0/U
Nassellaria

Theoperidae

0/U Spirotrichea

0/U

Choreotrichida

Oxytrichidae

0/U Tintinnida

Rhabdonellidae

Xystonellidae

0/U
Eukaryota

0/U

Dinophyceae

0/U
Polycystinea

Nassellaria

0/U Spirotrichea

Choreotrichida

Tintinnida

0/U
Eukaryota

Dinophyceae

Polycystinea

SpirotricheaEukaryota



MGT−v1_399 : 2550 unigenes, 253 (9.92%) taxonomically assigned

0/U
Haemosporida

0/U

Passeriformes

0/U

Diptera

0/U

Decapoda

0/U
Dinophyceae

0/U
Oomycetes

0/U Metazoa

Lobata Petromyzontiformes

0/U

Amphibia

0/U

Arachnida
0/U

Aves
Passeriformes

0/U
Bdelloidea

0/U

Branchiopoda

0/U
Chromadorea

0/U
Echinoidea

0/U

Gastropoda

0/U
Hirudinida

Diptera

0/U

Malacostraca

0/U

Mammalia

0/U

Maxillopoda

0/U Eukaryota
Aconoidasida

Dinophyceae

Oomycetes

0/U Metazoa

Actinopteri

Amphibia Arachnida

Aves

Bdelloidea

Branchiopoda

Chromadorea

Demospongiae

Echinoidea

Gastropoda

Hirudinida

Hydrozoa

Insecta

Malacostraca

Mammalia

Maxillopoda

0/U

Viridiplantae

no
Class

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_400 : 2539 unigenes, 1466 (57.74%) taxonomically assigned

0/U Eukaryota

0/U
Ochromonadales

0/U
Synurales

0/U
VirusesIsochrysidales PinguiochrysidalesPrymnesiales

0/U Chrysophyceae

Chromulinales

0/U

Cryptophyta

0/U

Dinophyceae

0/U
Synurophyceae

OchromonadalesSynurales

0/U

Insecta0/U Viridiplantae

0/U

Bacteria

0/U Eukaryota

Chrysophyceae

Cryptophyta

Dictyochophyceae

Dinophyceae

Synurophyceae

Insecta

no
Class

0/U

Bacteria

0/U Eukaryota

Fungi MetazoaViridiplantae

0/U

Viruses

Archaea

Bacteria

Eukaryota

Viruses



MGT−v1_401 : 2536 unigenes, 198 (7.81%) taxonomically assigned

0/U
Blastocystis

Blastocystis

0/U
Mucorales

0/U

Leptothecata

0/U
Calanoida

Calanidae

0/U

Dinophyceae

0/U
Fungi

Mucorales

0/U
Actinopteri

0/U

Anthozoa

0/U

Ascidiacea

0/U

Bivalvia

0/U
Echinoidea

Echinoida

0/U
Enteropneusta

0/U

Gastropoda

0/U

Hirudinida

Leptothecata

0/U

Mammalia

0/U
Maxillopoda

0/U
Eukaryota

Dinophyceae

0/U Metazoa

Actinopteri

Anthozoa

Ascidiacea Bivalvia

EchinoideaEnteropneusta

Gastropoda Hirudinida

Hydrozoa

Insecta
Mammalia

Maxillopoda

Polychaeta

0/U
Viridiplantae

0/U
Eukaryota

Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_402 : 2512 unigenes, 204 (8.12%) taxonomically assigned
0/U

Saccharomycetales

0/U
Cyclopoida

Oithonidae

0/U

Ascidiacea

0/U

Demospongiae

0/U

Enteropneusta

0/U

Hirudinida

0/U
Hydrozoa

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Trematoda

0/U Fungi

Saccharomycetes

0/U Metazoa

Actinopteri

Ascidiacea

Demospongiae

Enteropneusta Hirudinida

Hydrozoa

Insecta

Mammalia

Maxillopoda

Trematoda

0/U Eukaryota Fungi

Metazoa

Eukaryota



MGT−v1_403 : 2498 unigenes, 1514 (60.61%) taxonomically assigned

0/U

Nassellaria

0/U Spirotrichea

0/U

Choreotrichida

0/U

Strombidinopsidae

0/U

Sporadotrichida

0/U

Oxytrichidae

0/U Tintinnida

0/U

Rhabdonellidae

0/U

Schmidingerella

0/U
Xystonellidae

0/U Favella

0/U

Urostylida

0/U

Nassellaria

0/U Spirotrichea

0/U

Choreotrichida

0/U

Strombidinopsidae

0/U

Sporadotrichida

0/U

Oxytrichidae

0/U Tintinnida

0/U

Rhabdonellidae

Schmidingerella

0/U
Xystonellidae

Favella

0/U

Urostylida

0/U

Nassellaria

0/U Spirotrichea

0/U

Choreotrichida

Strombidinopsidae

0/U

Sporadotrichida

Oxytrichidae

0/U Tintinnida

Rhabdonellidae

Xystonellidae

0/U

Urostylida

0/U Spirotrichea

Choreotrichida

Sporadotrichida

Tintinnida

Urostylida

0/U
Eukaryota

Polycystinea

SpirotricheaEukaryota



MGT−v1_404 : 2488 unigenes, 1327 (53.34%) taxonomically assigned

0/U

Oxytrichidae

0/U Oxytricha

0/U Oithonidae

0/U Oithona

Oithona nana

0/U

Oxytrichidae

Oxytricha

Favella

0/U Oithonidae

Oithona

0/U
Choreotrichida

0/U

Sporadotrichida

0/U Cyclopoida

Oithonidae

0/U
Dinophyceae

0/U Spirotrichea

Choreotrichida

Sporadotrichida

Tintinnida

0/U

Insecta

0/U Maxillopoda

Cyclopoida

0/U Eukaryota

Dinophyceae

Polycystinea

Spirotrichea

0/U Fungi

0/U
Metazoa

Echinoidea

Insecta

Maxillopoda

Polychaeta

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_405 : 2483 unigenes, 371 (14.94%) taxonomically assigned

0/U Calanus

Calanus finmarchicus

0/U

Picocystis

0/U Calanidae Calanus

0/U

Viridiplantae

Picocystis

0/U
Coccolithales

0/U

Isochrysidales

0/U

Haemosporida

0/U Calanoida

Calanidae

0/U

Eukaryota

Coccolithales

Isochrysidales

0/U
Coccidia

0/U
Dinophyceae

0/U

Chromadorea

0/U

Enteropneusta

0/U
Hydrozoa

0/U
Insecta

0/U

Mammalia

0/U MaxillopodaCalanoida

Cyclopoida

0/U

Eukaryota

Aconoidasida

Coccidia

Dinophyceae

0/U Metazoa Aves
Chromadorea

Enteropneusta

Hydrozoa

Insecta
Mammalia

Maxillopoda

Polychaeta

0/U

Viridiplantae

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_406 : 2469 unigenes, 639 (25.88%) taxonomically assigned
0/U

Actinopteri

0/U

Anthozoa

0/U

Echinoidea

0/U
Hydrozoa

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae
0/U Calanus

Calanus finmarchicus

0/U

Liliopsida

0/U

Actinopteri

0/U

Anthozoa

0/U

Echinoidea

0/U
Hydrozoa

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae Calanus

0/U

Liliopsida

0/U

Actinopteri

0/U

Anthozoa

0/U

Echinoidea

0/U
Hydrozoa

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

Calanidae

0/U

Liliopsida

0/U

Actinopteri

0/U

Anthozoa

0/U

Echinoidea

0/U
Hydrozoa

0/U

Mammalia

0/U MaxillopodaCalanoida

0/U

Liliopsida

0/U Metazoa

Actinopteri

Anthozoa

Aves
Echinoidea

Hydrozoa
Insecta

Mammalia

Maxillopoda

Liliopsida

Eukaryota



MGT−v1_407 : 2443 unigenes, 244 (9.99%) taxonomically assigned

0/U
Calanus

0/U

Calanidae

Calanus

0/U
Oithonidae

Oithona
0/U

Caligidae

0/U

Perkinsida

0/U
Cyclopoida

0/U

Eukaryota

Perkinsida

0/U

Dinophyceae

0/U
Anthozoa

0/U

Ascidiacea

0/U
Hydrozoa

0/U
Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

Siphonostomatoida

0/U

Eukaryota

Dinophyceae

0/U
Fungi

0/U Metazoa

Actinopteri

Anthozoa

Ascidiacea

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_408 : 2431 unigenes, 1571 (64.62%) taxonomically assigned

0/U Bacteria Planctomycetes
bacterium

SCGC
AAA282−C19

0/U

Planctomycetaceae

marine sediment
metagenome

no Species

0/U

Planctomycetaceae 0/U
Myxococcales

0/U

Phycisphaerales

0/U
Planctomycetales

Planctomycetaceae

0/U

Alphaproteobacteria

0/U
Bacilli

0/U

Deltaproteobacteria

Myxococcales

0/U

Gammaproteobacteria

0/U

Opitutae

Opitutales

0/U Phycisphaerae

Phycisphaerales
0/U

Planctomycetia

Planctomycetales

0/U Bacteria

Actinobacteria

Alphaproteobacteria

Bacilli Cytophagia

DeltaproteobacteriaGammaproteobacteria

Opitutae

Phycisphaerae Planctomycetia

0/U
Eukaryota

Bacteria

Eukaryota

no superKingdom



MGT−v1_409 : 2393 unigenes, 188 (7.86%) taxonomically assigned

0/U
Spadella

Spadella
cephaloptera

0/U
Oithonidae

0/U
Echinoida

0/U

Hymenoptera

0/U

Calanoida

0/U

Aphragmophora

Sagittidae

0/U

Coccidia

0/U

Polycystinea

0/U
Actinopteri

0/U

Anthozoa

0/U

Ascidiacea

0/U
Bivalvia

0/U

Chondrichthyes

0/U
Echinoidea

Echinoida

0/U

Gastropoda

0/U Insecta Hymenoptera

0/U
Maxillopoda

Calanoida Cyclopoida

0/U
Polychaeta

0/U Sagittoidea

Aphragmophora Phragmophora

Coccidia

Polycystinea

0/U Metazoa

Actinopteri

Anthozoa AscidiaceaAves

Bivalvia

Chondrichthyes

Echinoidea

Gastropoda

Insecta

Mammalia Maxillopoda

Polychaeta

Sagittoidea

no
Class

0/U

Bacteria

0/U Eukaryota

Fungi

Metazoa

Bacteria

Eukaryota



MGT−v1_410 : 2391 unigenes, 1638 (68.51%) taxonomically assigned

0/U Metazoa

0/U
Hydrozoa

0/U Insecta

0/U Diptera

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae 0/U Calanus

0/U Cyclopoida0/U Oithonidae 0/U Oithona

0/U Metazoa

0/U
Hydrozoa

0/U Insecta

0/U Diptera

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae Calanus

0/U Cyclopoida0/U Oithonidae Oithona

0/U Metazoa

0/U
Hydrozoa

0/U Insecta

0/U Diptera

0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

Calanidae

0/U CyclopoidaOithonidae

0/U Metazoa

0/U
Hydrozoa

0/U Insecta

Diptera

0/U

Mammalia

0/U Maxillopoda
Calanoida

Cyclopoida

0/U Metazoa

Hydrozoa

Insecta
Mammalia

Maxillopoda

Eukaryota



MGT−v1_411 : 2383 unigenes, 354 (14.86%) taxonomically assigned

0/U

Trichosphaerium

0/U
Calanus

0/U

Oithona

Trichosphaerium

0/U
Theoperidae

EucyrtidiumCalanus
Oithona

0/U Nassellaria

Theoperidae

0/U Calanoida

Calanidae

0/U Cyclopoida

Oithonidae

0/U

Dinophyceae

Gymnodiniales

Coelacanthiformes Testudines

0/U
Actinopteri

0/U

Branchiopoda 0/U
Mammalia

0/U Maxillopoda

CalanoidaCyclopoida

Siphonostomatoida

0/U

Eukaryota

Dinophyceae

Polycystinea

0/U Metazoa

Actinopteri

Branchiopoda

Insecta

Mammalia

Maxillopoda

0/U

Eukaryota

Viridiplantae

Eukaryota



MGT−v1_412 : 2361 unigenes, 2287 (96.87%) taxonomically assigned

0/U

Hyphomonadaceae0/U Hyphomonas Hyphomonas atlantica 0/U

Hyphomonadaceae

0/U Bacteria

Alphaproteobacteria

no

Class

Bacteria



MGT−v1_413 : 2335 unigenes, 429 (18.37%) taxonomically assigned

0/U

Haplosclerida

0/U

Hemiptera

0/U

Oomycetes

0/U
Acoela

0/U
Actinopteri

0/U

Amphibia

0/U
Anthozoa

0/U

Arachnida

0/U
Bivalvia

0/U
Chromadorea

0/U

Demospongiae

Haplosclerida

0/U

Enoplea

0/U

Enteropneusta

0/U
Gastropoda

0/U Insecta

Diptera HemipteraHymenoptera

0/U

Mammalia

0/U

Maxillopoda0/U

Trematoda

0/U

TrebouxiophyceaeOomycetes
0/U

Fungi

0/U Metazoa

Acoela

Actinopteri

Amphibia

Anthozoa ArachnidaAscidiacea

Bivalvia

Chromadorea

Demospongiae

Echinoidea

Enoplea

EnteropneustaGastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

Trematoda

0/U
Viridiplantae

Trebouxiophyceae

no

Class

0/U Eukaryota Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_414 : 2326 unigenes, 1689 (72.61%) taxonomically assigned

0/U Lotharella0/U Trichosphaerium

0/U
Echinamoebidae

0/U

Paramoebidae

0/U
Vannellidae

0/U

Vexilliferidae

0/U
Viridiplantae

LotharellaTrichosphaerium

0/U
Echinamoebidae

0/U

Paramoebidae

0/U
Vannellidae

0/U

Vexilliferidae

Echinamoebidae

Paramoebidae

Vannellidae

Vexilliferidae

0/U

Choanoflagellida

0/U Eukaryota

Choanoflagellida

DictyosteliidaLongamoebia

0/U
Chrysophyceae

0/U

Cryptophyta

Cryptomonadales

0/U
Dinophyceae

0/U

Heterolobosea

0/U

Ichthyosporea

0/U

Oomycetes

0/U

Prostomatea

0/U
Actinopteri

0/U
Insecta

0/U

Mammalia

0/U Bacteria

Bacilli

Chrysophyceae

Cryptophyta

Dinophyceae

Heterolobosea

Ichthyosporea

Oomycetes

Prostomatea

0/U
Fungi

0/U Metazoa Actinopteri

Insecta

Mammalia

0/U Eukaryota

FungiMetazoa Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_415 : 2316 unigenes, 583 (25.17%) taxonomically assigned

0/U
Aplysia

0/U
Lottiidae

0/U
Acyrthosiphon

Aplysia

0/U
Lottiidae
Lottiidae

0/U

Leptothecata

0/U
Strigeidida

Schistosomatidae

0/U

Agaricomycetes
0/U

Eurotiomycetes

0/U

Cestoda

0/U

Chromadorea

0/U Echinoidea

Echinoida

0/U

Enteropneusta

Leptothecata

0/U Insecta

Hemiptera

0/U

Mammalia

0/U
Maxillopoda

Calanoida
0/U Trematoda

Strigeidida

0/U Fungi Agaricomycetes Eurotiomycetes

0/U Metazoa

Actinopteri

Bivalvia

Cestoda

Chromadorea

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda Trematoda

no

Class

0/U Eukaryota Fungi

Metazoa
Eukaryota



MGT−v1_416 : 2285 unigenes, 1529 (66.91%) taxonomically assigned

0/U

Bacillariophyceae

0/U
Bacillariales

0/U

Bacillariaceae

0/U Coscinodiscophyceae

0/U
Leptocylindraceae

0/U Leptocylindrus

Leptocylindrus danicus

0/U Chaetocerotales

0/U Chaetocerotaceae
0/U

Chaetoceros

0/U

Dinophyceae
0/U Spirotrichea

0/U Strombidiidae 0/U
Choreotrichida

0/U

Oxytrichidae

0/U Tintinnida

0/U

Favella

0/U
Aves

0/U

Bacillariophyceae

0/U
Bacillariales

0/U

Bacillariaceae

0/U Coscinodiscophyceae

0/U
Leptocylindraceae

Leptocylindrus

0/U Chaetocerotales

0/U Chaetocerotaceae Chaetoceros

0/U

Dinophyceae
0/U Spirotrichea

0/U Strombidiidae 0/U
Choreotrichida

0/U

Oxytrichidae

0/U Tintinnida

Favella

0/U
Aves

0/U

Bacillariophyceae

0/U
Bacillariales

Bacillariaceae

0/U Coscinodiscophyceae

Leptocylindraceae

0/U Chaetocerotales

Chaetocerotaceae

0/U

Dinophyceae
0/U Spirotrichea

Strombidiidae 0/U
Choreotrichida

Oxytrichidae

0/U Tintinnida

Rhabdonellidae Xystonellidae

0/U
Aves

0/U

Bacillariophyceae

Bacillariales

0/U Coscinodiscophyceae Chaetocerotales

0/U

Dinophyceae
0/U Spirotrichea

Choreotrichida Sporadotrichida

Tintinnida
0/U

Aves
0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

Dinophyceae

Polycystinea

Spirotrichea Aves

Fungi

Eukaryota



MGT−v1_417 : 2271 unigenes, 629 (27.70%) taxonomically assigned

0/U

Durinskia

0/U Eukaryota

0/U Calanidae

Calanus

Strombidiidae

0/U CalanoidaCalanidae

Miliolida Prymnesiales

0/U
Dinophyceae

Gonyaulacales
Peridiniales

Suessiales

0/U
Spirotrichea

0/U Maxillopoda

Calanoida
0/U Eukaryota

Coscinodiscophyceae

Dinophyceae

Spirotrichea

0/U Metazoa Insecta

Maxillopoda

0/U EukaryotaMetazoaEukaryota



MGT−v1_418 : 2261 unigenes, 267 (11.81%) taxonomically assigned

0/U
Spadella

0/U
Ixodida

0/U
Calanoida

0/U

Cryptophyta
0/U

Dinophyceae

0/U
Actinopteri

0/U

Anthozoa

Actiniaria 0/U
Ascidiacea

0/U
Aves

0/U

Chromadorea

0/U

Echinoidea

0/U
Enteropneusta

0/U

Hirudinida

0/U

Hydrozoa

0/U Insecta

ColeopteraHymenoptera

0/U

Mammalia

0/U
Maxillopoda

0/U

Polychaeta

Cryptophyta Dinophyceae

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Ascidiacea

Aves

Chromadorea

Echinoidea

Enteropneusta

Hirudinida

Hydrozoa

Insecta

Mammalia
Maxillopoda Polychaeta

Sagittoidea

0/U
Eukaryota

MetazoaEukaryota



MGT−v1_419 : 2252 unigenes, 480 (21.31%) taxonomically assigned

0/U Calanus

Calanus
finmarchicus

0/U Calanidae Calanus

0/U Oithonidae Oithona

0/U Calanoida

Calanidae

0/U Cyclopoida Oithonidae

0/U
Hydrozoa

0/U
Insecta

0/U

Mammalia

0/U MaxillopodaCalanoida

Cyclopoida

0/U Metazoa
Hydrozoa

Insecta

Mammalia

Maxillopoda

Fungi

Eukaryota



MGT−v1_420 : 2251 unigenes, 562 (24.97%) taxonomically assigned

0/U Actinopteri

0/U Moronidae Dicentrarchus labrax0/U Pomacentridae 0/U Stegastes

0/U

Oryzias0/U Cichlidae 0/U
Oreochromis 0/U

Poecilia

0/U
Xiphophorus

Takifugu
rubripes

0/U

Tetraodon

Tetraodon
nigroviridis

0/U Actinopteri

0/U Moronidae Dicentrarchus0/U Pomacentridae Stegastes

Oryzias
0/U Cichlidae Oreochromis

Poecilia

Xiphophorus

Takifugu

Tetraodon

0/U Actinopteri

MoronidaePomacentridae

Cichlidae
Poeciliidae

Tetraodontidae

0/U Actinopteri

Cichliformes
Perciformes

Tetraodontiformes

0/U MetazoaActinopteri

Mammalia

Eukaryota



MGT−v1_421 : 2250 unigenes, 1300 (57.78%) taxonomically assigned

0/U

Oxytricha

0/U
Strombidinopsidae

0/U

Oxytrichidae

0/U
Rhabdonellidae

0/U

Xystonellidae

0/U
Choreotrichida

Strombidinopsidae

0/U

Sporadotrichida

Oxytrichidae

0/U Tintinnida

Rhabdonellidae Xystonellidae

0/U
Dinophyceae

Nassellaria

0/U Spirotrichea

Choreotrichida

Euplotida

Sporadotrichida

Tintinnida

Urostylida

0/U Eukaryota

Dinophyceae

Spirotrichea

Eukaryota



MGT−v1_422 : 2247 unigenes, 144 (6.41%) taxonomically assigned

0/U

Spadella

Spadella

cephaloptera

0/U

Spadellidae
Spadella 0/U

Rhabditida

0/U

Pucciniomycetes

0/U

Saccharomycetes

0/U

Sordariomycetes

0/U

Actinopteri

0/U

Gastropoda

0/U

Hirudinida

0/U
Trematoda

Pucciniomycetes

Saccharomycetes

Sordariomycetes

0/U Metazoa

Actinopteri

Arachnida

Aves

Bivalvia

Chromadorea

Echinoidea
Gastropoda Hirudinida

HydrozoaInsecta

Maxillopoda

Sagittoidea

Trematoda

0/U
Eukaryota

Fungi

MetazoaEukaryota



MGT−v1_423 : 2239 unigenes, 110 (4.91%) taxonomically assigned

0/U

Calanidae

0/U OithonidaeOithona

0/U

Haemosporida0/U

Actiniaria

Calanidae

0/U Cyclopoida

Oithonidae

0/U Eukaryota

Prymnesiales

0/U
Cryptophyta0/U

Anthozoa

0/U
Bivalvia

0/U

Chromadorea

0/U Maxillopoda

Calanoida

Cyclopoida 0/U Eukaryota

Aconoidasida Cryptophyta

0/U Metazoa

Anthozoa

Bivalvia Chromadorea

Insecta Mammalia

Maxillopoda

0/U Eukaryota

Fungi

MetazoaEukaryota



MGT−v1_424 : 2233 unigenes, 2175 (97.40%) taxonomically assigned

0/U Pycnococcaceae

0/U Pycnococcus Pycnococcus provasolii

0/U Mamiellophyceae 0/U Mamiellales 0/U Nephroselmidophyceae
Picocystis

0/U Pycnococcaceae

Pycnococcus

0/U Mamiellophyceae 0/U Mamiellales 0/U Nephroselmidophyceae

Pycnococcaceae

0/U Mamiellophyceae 0/U Mamiellales 0/U Nephroselmidophyceae

0/U Viridiplantae

0/U Mamiellophyceae Mamiellales 0/U Nephroselmidophyceae

0/U Viridiplantae

ChlorodendrophyceaeMamiellophyceae Nephroselmidophyceae

Eukaryota



MGT−v1_425 : 2226 unigenes, 2146 (96.41%) taxonomically assigned

0/U
Goniomonas0/U Chroococcales

Synechococcus

Goniomonas

0/U Cryptomonadales

0/U Bacteria

Chroococcales

0/U
Eukaryota

Bacteria

Eukaryota

no

superKingdom



MGT−v1_426 : 2222 unigenes, 254 (11.43%) taxonomically assigned

0/U

Calanidae

0/U Oithonidae Oithona

0/U

Caligidae

0/U
Hemiptera

0/U

Calanoida

Calanidae

0/U Cyclopoida

Oithonidae

Caligidae

0/U

Dinophyceae

Testudines

0/U

Actinopteri
0/U

Anthozoa

0/U
Arachnida0/U

Chromadorea

Rhabditida
0/U

Hydrozoa

0/U Insecta

Diptera Hemiptera

0/U Maxillopoda
Calanoida

Cyclopoida

0/U

Polychaeta

0/U Eukaryota Dinophyceae

0/U Metazoa

ActinopteriAnthozoa

ArachnidaChromadorea Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

no

Class

0/U Eukaryota

Metazoa

Eukaryota



MGT−v1_427 : 2222 unigenes, 530 (23.85%) taxonomically assigned

0/U

Karenia

0/U

Bacillariaceae

Fragilariopsis

Karenia

0/U

Prorocentraceae

0/U

Actinomycetales

0/U
Micrococcales

Micrococcaceae

0/U

Clostridiales

0/U Bacillariales Bacillariaceae

0/U

Chaetocerotales

0/U

Thalassiosirales

0/U
Peridiniales

0/U

Prorocentrales

Prorocentraceae

0/U

Suessiales

Licmophoraceae

0/U

Thalassionemales

0/U
Actinobacteria

Actinomycetales

MicrococcalesBicosoecida Phaeocystales Rotaliida

0/U Bacillariophyceae

Bacillariales

0/U Coscinodiscophyceae

ChaetocerotalesThalassiosirales
0/U

Cryptophyta

0/U Dinophyceae
Gymnodiniales

Peridiniales

Prorocentrales

Suessiales

0/U
Fragilariophyceae

Thalassionemales

0/U Viridiplantae 0/U
Trebouxiophyceae

0/U

Bacteria

Actinobacteria

Chlamydiia

Clostridia

0/U EukaryotaBacillariophyceae

Coscinodiscophyceae

Cryptophyta

Dinophyceae
Fragilariophyceae

MammaliaMaxillopoda Trebouxiophyceae

0/U Eukaryota

FungiMetazoa Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_428 : 2220 unigenes, 2036 (91.71%) taxonomically assigned

0/U

Metazoa

0/U
Insecta

0/U
Diptera

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

0/U Calanus

0/U

Metazoa

0/U
Insecta

0/U
Diptera

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

Calanus

0/U

Metazoa

0/U
Insecta

0/U
Diptera

0/U Maxillopoda

0/U CalanoidaCalanidae
0/U

Metazoa

0/U
Insecta

Diptera

Isoptera

0/U Maxillopoda

Calanoida
0/U

Metazoa

Insecta

Eukaryota



MGT−v1_429 : 2208 unigenes, 255 (11.55%) taxonomically assigned

0/U
Actiniaria

0/U

Rhabditida

0/U
Haplosclerida

0/U Leptothecata

Campanulariidae

0/U

Calanoida

0/U

Agaricomycetes

Auriculariales

0/U

Actinopteri

0/U Anthozoa

Actiniaria

0/U

Arachnida

0/U

Aves
0/U

Demospongiae

Haplosclerida
0/U

Echinoidea

0/U

Enteropneusta

0/U

Gastropoda

0/U Hydrozoa

Anthoathecata

Leptothecata

0/U

Maxillopoda

0/U
Polychaeta

0/U
Scyphozoa

0/U Eukaryota

Chrysophyceae

0/U Fungi

Agaricomycetes
0/U Metazoa Actinopteri

Anthozoa

Arachnida

Aves Chromadorea

Demospongiae

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta
Scyphozoa

0/U Eukaryota

Fungi

MetazoaEukaryota



MGT−v1_430 : 2203 unigenes, 1841 (83.57%) taxonomically assigned

0/U

Flexithrix

no

Species

Klebsiella

0/U Oceanospirillaceae

OceanobacterThalassolituus

Vibrio

0/U

Cytophagales

0/U

Alteromonadales
Alteromonadaceae

0/U Oceanospirillales

Oceanospirillaceae

0/U
Pseudomonadales

Pseudomonadaceae

Rhizobiales

0/U

Bacilli

0/U Cytophagia

Cytophagales

0/U Gammaproteobacteria

Alteromonadales

Enterobacteriales

Oceanospirillales

Pseudomonadales
Vibrionales

0/U Bacteria

Alphaproteobacteria

Bacilli

Betaproteobacteria

Cytophagia

Flavobacteriia

Gammaproteobacteria

Opitutae

0/U

Eukaryota

0/U

Eukaryota

Viridiplantae

no

Kingdom

Bacteria

Eukaryota

Viruses



MGT−v1_431 : 2196 unigenes, 257 (11.70%) taxonomically assigned

Atta
cephalotes

0/U
Calanus

0/U
Tupaiidae

Calanus

0/U
Leptothecata

0/U Calanoida

Calanidae

Prymnesiales

0/U

Aconoidasida

0/U
Coscinodiscophyceae

0/U
Actinopteri

0/U
Anthozoa

0/U

Demospongiae

0/U

Echinoidea

0/U
Hydrozoa

Leptothecata

0/U Insecta

Hymenoptera

0/U

Mammalia

Scandentia

0/U Maxillopoda Calanoida

0/U

Polychaeta

Malvales

0/U
Eukaryota

Aconoidasida

Coscinodiscophyceae

0/U Metazoa
Actinopteri

Anthozoa

Demospongiae

Echinoidea

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

0/U

Viridiplantae

0/U
Eukaryota

Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_432 : 2190 unigenes, 195 (8.90%) taxonomically assigned

0/U Calanus

Calanus finmarchicus

0/U Calanidae Calanus

0/U

Prymnesiales
0/U

Anthoathecata

0/U Calanoida

Calanidae

0/U
Eukaryota

Prymnesiales

0/U

Pelagophyceae

0/U

Actinopteri

0/U

Anthozoa

0/U

Branchiopoda

0/U

Chromadorea 0/U

Demospongiae

0/U

Echinoidea
0/U

Gastropoda

0/U
Hydrozoa

Anthoathecata

0/U
Mammalia

0/U MaxillopodaCalanoida

0/U
Eukaryota

Pelagophyceae

0/U Metazoa

Actinopteri

Anthozoa

Branchiopoda

Chromadorea

Demospongiae

EchinoideaGastropoda

HydrozoaInsecta

Mammalia

Maxillopoda

0/U

Viridiplantae

0/U
Eukaryota

Viridiplantae

Eukaryota



MGT−v1_433 : 2185 unigenes, 1897 (86.82%) taxonomically assigned

0/U Chroococcales

0/U Synechococcus

0/U Chroococcales

Synechococcus

0/U

Prochlorales

0/U Bacteria

Chroococcales

Prochlorales

no

Class

Bacteria



MGT−v1_434 : 2149 unigenes, 241 (11.21%) taxonomically assigned

0/U

Ixodidae

0/U
Amphibia

0/U
Anthozoa

0/U

Ascidiacea

0/U
Bivalvia

0/U
Chromadorea

0/U
Enteropneusta

0/U

Gastropoda

0/U
Hirudinida

0/U Hydrozoa

Leptothecata

0/U Insecta

Coleoptera

0/U
Maxillopoda

0/U Polychaeta

Capitellida

0/U Metazoa

Actinopteri

Amphibia

Anthozoa

Arachnida

Ascidiacea

Bivalvia

Chromadorea

Echinoidea

Enteropneusta

GastropodaHirudinida

Hydrozoa

Insecta

MaxillopodaPolychaeta

Eukaryota



MGT−v1_435 : 2144 unigenes, 276 (12.87%) taxonomically assigned

0/U
Acartia

0/U
Calanus

0/U

Formicidae

0/U Calanidae Calanus

0/U Calanoida

Calanidae

0/U CyclopoidaOithonidae

0/U Eukaryota
0/U

Aconoidasida

0/U
Actinopteri

Cichliformes

0/U

Anthozoa
0/U

Gastropoda

0/U
Hydrozoa

0/U Insecta

Hymenoptera

0/U
Malacostraca

0/U

Mammalia

0/U Maxillopoda
Calanoida

Cyclopoida

0/U

Polychaeta

Aconoidasida

0/U Fungi

0/U Metazoa Actinopteri

Anthozoa
Gastropoda

Hirudinida

Hydrozoa

Insecta

MalacostracaMammalia

Maxillopoda

Polychaeta

0/U Eukaryota Fungi

Metazoa

Eukaryota



MGT−v1_436 : 2140 unigenes, 591 (27.62%) taxonomically assigned

0/U

Theoperidae

0/U
Eucyrtidium

0/U

Oxytrichidae

0/U Oxytricha

0/U

Rhabdonellidae

0/U
Schmidingerella

0/U
Favella

0/U

Theoperidae

Eucyrtidium

0/U

Oxytrichidae

Oxytricha

0/U

Rhabdonellidae

0/U

Bacillariales

0/U
Nassellaria

Theoperidae

Strombidiidae

0/U
Sporadotrichida

Oxytrichidae

0/U Tintinnida

Rhabdonellidae Xystonellidae

Bacillariales

0/U

Dinophyceae

0/U

Polycystinea

0/U Spirotrichea

ChoreotrichidaSporadotrichida

Tintinnida

0/U Eukaryota

Dinophyceae

Polycystinea

Spirotrichea

Eukaryota



MGT−v1_437 : 2136 unigenes, 468 (21.91%) taxonomically assigned

0/U Metazoa

0/U
Actinopteri

0/U

Diplostraca

0/U
Hydrozoa

0/U Insecta

0/U

Diptera
0/U

Hymenoptera
0/U

Isoptera

0/U Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae
0/U Calanus

Calanus finmarchicus

0/U Cyclopoida
0/U

Oithonidae
0/U Oithona

0/U
Polychaeta

0/U
Capitellida

0/U Metazoa

0/U
Actinopteri

0/U

Diplostraca

0/U
Hydrozoa

0/U Insecta

0/U

Diptera
0/U

Hymenoptera
0/U

Isoptera

0/U Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae Calanus

0/U Cyclopoida
0/U

Oithonidae
Oithona

0/U
Polychaeta

0/U
Capitellida

0/U Metazoa

0/U
Actinopteri

0/U

Diplostraca

0/U
Hydrozoa

0/U Insecta

0/U

Diptera
0/U

Hymenoptera
0/U

Isoptera

0/U Mammalia

0/U Maxillopoda

0/U Calanoida

Calanidae

0/U Cyclopoida Oithonidae

0/U
Polychaeta

0/U
Capitellida

0/U Metazoa

0/U
Actinopteri

Diplostraca

0/U
Hydrozoa

0/U Insecta

DipteraHymenopteraIsoptera

0/U Mammalia

0/U Maxillopoda
Calanoida

Cyclopoida

0/U
Polychaeta

Capitellida

0/U Metazoa
Actinopteri

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

Eukaryota



MGT−v1_438 : 2130 unigenes, 533 (25.02%) taxonomically assigned

0/U Calanus

Calanus finmarchicus

0/U Calanidae Calanus

0/U

Diplostraca

0/U Calanoida

Calanidae

0/U
Actinopteri

0/U
Arachnida

0/U
Hydrozoa

0/U

Mammalia

0/U MaxillopodaCalanoida

0/U Metazoa
Actinopteri

Arachnida

Hydrozoa

Insecta

Mammalia

Maxillopoda

Fungi

Eukaryota



MGT−v1_439 : 2126 unigenes, 2089 (98.26%) taxonomically assigned

0/U Alphaproteobacteria

alpha proteobacterium SCGC AAA298−K06

0/U Rhodobacterales

uncultured Rhodobacterales
bacterium HF0070_10D05

0/U Rhodobacterales

Rhodobacteraceae

0/U Alphaproteobacteria Rhodobacterales

0/U Bacteria

Alphaproteobacteria
Bacteria



MGT−v1_440 : 2123 unigenes, 353 (16.63%) taxonomically assigned

0/U
Aplysia
Aplysia

0/U

Campanulariidae

0/U Gastropoda

Aplysiidae

0/U

Anthoathecata

0/U
Leptothecata

Campanulariidae

0/U
Hemiptera

Aphididae

0/U
Calanoida

0/U
Strigeidida

Schistosomatidae

0/U
Actinopteri

Cyprinodontiformes

0/U

Anthozoa

0/U Echinoidea

Echinoida

Anthoathecata

Leptothecata

0/U Insecta

Hemiptera

0/U
Maxillopoda

Calanoida

0/U
Trematoda

Strigeidida

0/U

Fungi

0/U Metazoa

Actinopteri

Anthozoa

Demospongiae

Echinoidea

Gastropoda

Hydrozoa

Insecta

Maxillopoda
Trematoda

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_441 : 2119 unigenes, 286 (13.50%) taxonomically assigned

0/U

Hydridae

0/U Metazoa

Branchiostomidae

0/U

Actiniaria

0/U

Rhabditida

0/U

Spirurida

Hydridae

0/U
Calanoida 0/U

Dinophyceae

0/U Actinopteri

Beloniformes

Actiniaria

0/U

Aves

Rhabditida

Spirurida

0/U

Echinoidea

0/U Hydrozoa

Leptothecata

0/U
Insecta

0/U
Maxillopoda

Calanoida

0/U
Eukaryota

Dinophyceae

0/U Metazoa

ActinopteriAnthozoa

Aves

Bivalvia Demospongiae

Echinoidea

Hydrozoa

Insecta

Maxillopoda

Polychaeta

Scyphozoa

0/U
Eukaryota

Fungi

Eukaryota



MGT−v1_442 : 2098 unigenes, 1833 (87.37%) taxonomically assigned

0/U
Metazoa

0/U

Actinopteri

0/U
Insecta

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

0/U Calanus

0/U
Metazoa

0/U

Actinopteri

0/U
Insecta

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

Calanus

0/U
Metazoa

0/U

Actinopteri

0/U
Insecta

0/U Maxillopoda

0/U CalanoidaCalanidae

0/U
Metazoa

0/U

Actinopteri

0/U
Insecta

0/U Maxillopoda

Calanoida

0/U
Metazoa

Insecta

MaxillopodaEukaryota



MGT−v1_443 : 2097 unigenes, 374 (17.84%) taxonomically assigned

0/U
Thalassiosira

0/U
Bacillariaceae

Thalassiosira

0/U Bacillariales

Bacillariaceae

0/U Thalassiosirales

Thalassiosiraceae

0/U

Peridiniales

0/U

Bacillariophyceae

Bacillariales

0/U CoscinodiscophyceaeThalassiosirales

0/U
Dinophyceae Peridiniales

Suessiales

0/U
Mediophyceae

Lithodesmiales
0/U

Oomycetes

0/U

Spirotrichea

0/U Eukaryota Bacillariophyceae

Coscinodiscophyceae

Dinophyceae

Mediophyceae

Oomycetes
Spirotrichea

Eukaryota



MGT−v1_444 : 2085 unigenes, 1638 (78.56%) taxonomically assigned

0/U Eukaryota

0/U

Coccolithales

0/U Isochrysidales

0/U Noelaerhabdaceae

0/U
Phaeocystales

0/U
Phaeocystaceae

0/U Prymnesiales

0/U

Chrysochromulinaceae

0/U
Prymnesiaceae

0/U Haptolina

0/U Eukaryota

0/U

Coccolithales

0/U Isochrysidales

0/U Noelaerhabdaceae

0/U
Phaeocystales

0/U
Phaeocystaceae

0/U Prymnesiales

0/U

Chrysochromulinaceae

0/U
Prymnesiaceae

Haptolina

0/U Eukaryota

0/U

Coccolithales

0/U Isochrysidales

Noelaerhabdaceae

0/U
Phaeocystales

Phaeocystaceae

0/U Prymnesiales

Chrysochromulinaceae

Prymnesiaceae

0/U Eukaryota

Coccolithales

Isochrysidales

Phaeocystales

Prymnesiales

Eukaryota



MGT−v1_445 : 2079 unigenes, 216 (10.39%) taxonomically assigned

0/U Oithonidae Oithona

0/U Cyclopoida

Oithonidae

0/U

Polycystinea0/U

Appendicularia

0/U

Branchiopoda

0/U

Chromadorea

0/U
Echinoidea

0/U
Hydrozoa

0/U Maxillopoda

Cyclopoida

0/U
Eukaryota

Polycystinea

0/U Metazoa

Actinopteri

Appendicularia

Branchiopoda ChromadoreaEchinoidea

Hydrozoa

Insecta

Maxillopoda
no

Class

0/U
Eukaryota

Metazoa

Viridiplantae

Eukaryota



MGT−v1_446 : 2065 unigenes, 1274 (61.69%) taxonomically assigned

0/U Appendicularia

0/U Oikopleuridae

0/U Oikopleura

0/U Appendicularia

0/U Oikopleuridae

Oikopleura

0/U AppendiculariaOikopleuridae

0/U
Aves

0/U

Hydrozoa

0/U

Insecta

0/U
Mammalia

0/U Metazoa

Appendicularia

Aves

Hydrozoa Insecta

Mammalia

Fungi

Eukaryota



MGT−v1_447 : 2058 unigenes, 1063 (51.65%) taxonomically assigned

0/U

Bacteria

0/U Oligohymenophorea

0/U
Enterogona

Cionidae

0/U
Colpodea

0/U
Dinophyceae

Hymenostomatida Peniculida

0/U
Spirotrichea

Mucorales

Enterogona
0/U

Aves

0/U

Insecta

no

Order

0/U Eukaryota

Colpodea

Dinophyceae

Oligohymenophorea

Spirotrichea

0/U
Fungi

0/U Metazoa Ascidiacea
Aves

Insecta

0/U

Viridiplantae

0/U

Bacteria

0/U Eukaryota

FungiMetazoa Viridiplantae

Eukaryota



MGT−v1_448 : 2056 unigenes, 1970 (95.82%) taxonomically assigned

0/U Prochlorococcus

Prochlorococcus sp. W2
Prochlorococcus

sp. W4 Prochlorococcus
sp. W8

0/U ProchlorococcaceaeProchlorococcus

0/U Bacteria

Prochlorales

no
Class

Bacteria



MGT−v1_449 : 2040 unigenes, 1912 (93.73%) taxonomically assigned

0/U Chroococcales0/U Synechococcus 0/U ChroococcalesSynechococcus

0/U Bacteria

Chroococcales

Bacteria



MGT−v1_450 : 2026 unigenes, 169 (8.34%) taxonomically assigned

Dendroctonus

ponderosae

0/U Calanidae Calanus

0/U
Choanoflagellida

0/U

Kinetoplastida

0/U
Leptothecata

0/U

Diptera

0/U Calanoida

Calanidae

0/U
Eukaryota

Choanoflagellida

Kinetoplastida

0/U

Coccidia

0/U

Coscinodiscophyceae

0/U

Oomycetes

0/U
Sordariomycetes

0/U

Actinopteri

0/U
Anthozoa

0/U

Ascidiacea
0/U

Branchiopoda
0/U

Chromadorea

0/U
Echinoidea 0/U

Hydrozoa

Leptothecata

Coleoptera

Diptera

0/U
Mammalia

0/U MaxillopodaCalanoida

Cyclopoida

0/U
Eukaryota

Coccidia

Coscinodiscophyceae

Oomycetes

0/U Metazoa

Actinopteri

Anthozoa

Ascidiacea

Aves

Branchiopoda
Chromadorea

Echinoidea Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U
Eukaryota

Fungi

Eukaryota



MGT−v1_451 : 2021 unigenes, 1595 (78.92%) taxonomically assigned

Synechococcus sp. RCC307

0/U

Goniomonas0/U ChroococcalesSynechococcus Goniomonas

0/U
Prochlorales

Prochlorococcaceae

0/U Bacteria

Chroococcales

Prochlorales

0/U

Eukaryota

0/U

Eukaryota

Cryptophyta

no
Class

0/U

Eukaryota

Viridiplantae

0/U
Viruses

Bacteria

Eukaryota

no

superKingdom

Viruses



MGT−v1_452 : 2013 unigenes, 195 (9.69%) taxonomically assigned

0/U

Flavobacteriaceae

0/U

Capnocytophaga

marine sediment
metagenome

0/U

Flavobacteriaceae

0/U
Siphoviridae

0/U
Euplotida

0/U
Tintinnida

0/U
Caudovirales

Siphoviridae

0/U

Cytophagia

0/U

Sphingobacteriia

0/U

Spirochaetia

0/U
Dinophyceae

0/U

Polycystinea
0/U

Raphidophyceae

0/U
Spirotrichea

Tintinnida

0/U

Anthozoa

0/U
Aves

0/U

Insecta
0/U

Mammalia

0/U Bacteria

Cytophagia

Flavobacteriia

Sphingobacteriia Spirochaetia

0/U Eukaryota

Dinophyceae Polycystinea RaphidophyceaeSpirotrichea

AnthozoaAvesGastropoda Insecta Mammalia

0/U Eukaryota

Metazoa
Archaea

Bacteria

Eukaryota

no
superKingdom

Viruses



MGT−v1_453 : 1991 unigenes, 211 (10.60%) taxonomically assigned

0/U
Spadella

Spadella
cephaloptera

0/U

Dictyosteliida

0/U
Trichomonadida

0/U

Haemosporida

0/U Eukaryota

Dictyosteliida

Trichomonadida

0/U
Gregarinasina

0/U

Eurotiomycetes

0/U
Actinopteri

0/U
Anthozoa

0/U

Arachnida

0/U

Bivalvia

0/U
Chromadorea

0/U

Echinoidea

0/U
Gastropoda

0/U
Hydrozoa

0/U
Mammalia

0/U
Polychaeta

Aconoidasida

Gregarinasina

Eurotiomycetes

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Bivalvia

Chromadorea Echinoidea

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

Sagittoidea

0/U

Viridiplantae

no

Class

0/U Eukaryota
Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_454 : 1989 unigenes, 1949 (97.99%) taxonomically assigned

0/U Sphingomonadales

0/U

Sphingomonadaceae

0/U Citromicrobium

Citromicrobium sp. JLT1363

0/U Sphingomonadales

Erythrobacter

0/U

Sphingomonadaceae
Citromicrobium

0/U Sphingomonadales

Sphingomonadaceae

SphingomonadalesAlphaproteobacteriaBacteria



MGT−v1_455 : 1986 unigenes, 296 (14.90%) taxonomically assigned

0/U Aplysiidae

Aplysia

0/U

Calanidae

0/U
Echinoida

0/U Gastropoda Aplysiidae

Lottiidae

0/U
Leptothecata

Campanulariidae

0/U
Isoptera

0/U
Lepidoptera

0/U

Phthiraptera

0/U

Calanoida

Calanidae

0/U
Dinophyceae

0/U

Agaricomycetes

Coelacanthiformes

0/U Actinopteri

Beloniformes Cichliformes

0/U

Anthozoa

0/U
Bivalvia

Echinoida

0/U Hydrozoa Leptothecata

0/U Insecta
Isoptera

Lepidoptera

Phthiraptera

0/U

Maxillopoda

Dinophyceae 0/U Fungi Agaricomycetes

0/U Metazoa

Actinopteri

Anthozoa

Bivalvia

Echinoidea

Gastropoda

Hydrozoa

Insecta

Maxillopoda

Polychaeta

no

Class

0/U Eukaryota Fungi

Metazoa
Eukaryota



MGT−v1_456 : 1984 unigenes, 114 (5.75%) taxonomically assigned

0/U
Harrimaniidae

0/U

Lobata

0/U

Enteropneusta

Harrimaniidae

Lobata

0/U
Arachnida

0/U

Chromadorea

0/U

Enoplea

0/U

Enteropneusta

0/U

Hirudinida

0/U
Mammalia

0/U Metazoa

Actinopteri

Arachnida

Chromadorea

Echinoidea

Enoplea

Enteropneusta

Hirudinida

Hydrozoa
Insecta

Mammalia

Maxillopoda

Polychaeta

0/U

Viridiplantae

0/U
Eukaryota

Viridiplantae

Eukaryota



MGT−v1_457 : 1983 unigenes, 151 (7.61%) taxonomically assigned

0/U
Perkinsida

0/U

Phaeocystales

0/U

Anthoathecata

0/U
Leptothecata

0/U
Hemiptera

0/U

Hymenoptera

0/U Decapoda

Penaeidae

0/U Eukaryota
Perkinsida

Phaeocystales

0/U
Arachnida

0/U

Chilopoda

0/U
Chromadorea

0/U

Gastropoda

0/U

Hirudinida

0/U Hydrozoa

Anthoathecata Leptothecata

0/U Insecta
Hemiptera

Hymenoptera

0/U

Malacostraca

0/U
Trematoda

0/U Metazoa

Actinopteri

Arachnida

Ascidiacea

Chilopoda

Chromadorea

Gastropoda Hirudinida

Hydrozoa

Insecta

Malacostraca

Mammalia

Maxillopoda Trematoda

0/U

Viridiplantae

no

Class

0/U Eukaryota

Metazoa

Viridiplantae

Eukaryota



MGT−v1_458 : 1981 unigenes, 133 (6.71%) taxonomically assigned

0/U
Spadellidae

Spadella

0/U
Choanoflagellida

Branchiostomidae

0/U
Lepidoptera

0/U Eukaryota Choanoflagellida

0/U
Dinophyceae

0/U

Spirotrichea

Testudines

0/U
Actinopteri

0/U
Anthozoa

0/U

Demospongiae

0/U
Echinoidea

0/U
Hydrozoa

0/U Insecta

Lepidoptera

0/U

Maxillopoda

0/U

Trematoda

Dinophyceae

Spirotrichea

0/U

Fungi

0/U Metazoa

Actinopteri

Anthozoa

Demospongiae Echinoidea

Gastropoda

Hirudinida

Hydrozoa

InsectaMammalia

Maxillopoda

Sagittoidea

Trematoda

no

Class

0/U Eukaryota Fungi

Metazoa

Eukaryota



MGT−v1_459 : 1980 unigenes, 1789 (90.35%) taxonomically assigned

0/U

Metazoa

0/U
Insecta

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

0/U Calanus

0/U

Metazoa

0/U
Insecta

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

Calanus

0/U

Metazoa

0/U
Insecta

0/U Maxillopoda

0/U CalanoidaCalanidae
0/U

Metazoa

0/U
Insecta

Diptera Isoptera

0/U Maxillopoda

Calanoida
0/U

Metazoa

Insecta

Eukaryota



MGT−v1_460 : 1979 unigenes, 1842 (93.08%) taxonomically assigned

0/U
Chroococcales

Synechococcus

0/U Bacteria

Chroococcales
no

Class

Bacteria



MGT−v1_461 : 1965 unigenes, 1767 (89.92%) taxonomically assigned

0/U Alphaproteobacteria

alpha

proteobacterium

BAL199

alpha proteobacterium
SCGC AAA015−N04

alpha

proteobacterium

SCGC

AAA536−G10

uncultured alpha

proteobacterium

HF0070_34E11

0/U

Rhodobacteraceae

0/U

Rhodospirillaceae

0/U

Rhodobacteraceae

0/U

Rhodospirillaceae

0/U

Rhodobacterales

Rhodobacteraceae

0/U

Rhodospirillales

Rhodospirillaceae

Rhizobiales

Rhodobacterales

Rhodospirillales

0/U

Gammaproteobacteria0/U Bacteria

Alphaproteobacteria

Betaproteobacteria

Gammaproteobacteria
0/U

Eukaryota

0/U
Eukaryota

Viridiplantae

no

Kingdom

Bacteria

Eukaryota

no

superKingdom



MGT−v1_462 : 1960 unigenes, 1393 (71.07%) taxonomically assigned

0/U

Eukaryota

0/U
Nassellaria

0/U Spirotrichea

0/U

Choreotrichida

0/U

Strombidinopsidae

0/U Euplotida

0/U

Sporadotrichida

0/U

Oxytrichidae

0/U Tintinnida

0/U

Rhabdonellidae

0/U

Schmidingerella

0/U

Xystonellidae

0/U Favella
0/U

Eukaryota

0/U
Nassellaria

0/U Spirotrichea

0/U

Choreotrichida

0/U

Strombidinopsidae

0/U Euplotida

0/U

Sporadotrichida

0/U

Oxytrichidae

0/U Tintinnida

0/U

Rhabdonellidae

Schmidingerella

0/U

Xystonellidae

Favella
0/U

Eukaryota

0/U
Nassellaria

0/U Spirotrichea

0/U

Choreotrichida

Strombidinopsidae

0/U Euplotida

0/U

Sporadotrichida

Oxytrichidae

0/U Tintinnida

Rhabdonellidae

Xystonellidae
0/U

Eukaryota

Nassellaria

0/U Spirotrichea

Choreotrichida

Euplotida

Sporadotrichida

Tintinnida

0/U

Eukaryota

Polycystinea

Eukaryota



MGT−v1_463 : 1959 unigenes, 1626 (83.00%) taxonomically assigned

0/U Chrysophyceae

0/U Chromulinales

0/U Paraphysomonadaceae

0/U

Dinophyceae

0/U

Synurophyceae

0/U Chrysophyceae

0/U Chromulinales

0/U Paraphysomonadaceae

0/U

Dinophyceae

0/U

Synurophyceae

0/U Chrysophyceae

0/U Chromulinales

Paraphysomonadaceae

0/U

Dinophyceae

0/U

Synurophyceae

0/U Chrysophyceae Chromulinales

0/U

Dinophyceae

Peridiniales

0/U

Synurophyceae

0/U Eukaryota

Chrysophyceae

Cryptophyta

Dinophyceae

Synurophyceae

Eukaryota



MGT−v1_464 : 1944 unigenes, 1878 (96.60%) taxonomically assigned

0/U Prochlorococcaceae

0/U Prochlorococcus

Prochlorococcus marinus

0/U ProchlorococcaceaeProchlorococcus

0/U Bacteria

Prochlorales

Bacteria



MGT−v1_465 : 1928 unigenes, 197 (10.22%) taxonomically assigned

0/U

Pomacentridae

0/U

Isochrysidales

Pomacentridae

0/U

Actiniaria

0/U

Leptothecata

0/U Eukaryota Isochrysidales

0/U
Amphibia

Actiniaria

0/U Echinoidea

Echinoida

0/U
Enteropneusta

0/U
Gastropoda

Leptothecata

0/U

Maxillopoda

0/U Polychaeta

Capitellida

0/U Metazoa

Actinopteri Amphibia

Anthozoa Bivalvia

Echinoidea

Enteropneusta

Gastropoda

Hirudinida

HydrozoaInsecta

Maxillopoda

Polychaeta

0/U
Viridiplantae0/U Eukaryota Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_466 : 1926 unigenes, 225 (11.68%) taxonomically assigned

0/U Bacteria

uncultured bacterium

0/U

Peridiniaceae

0/U

Calanidae

0/U

Oscillatoriales

0/U

Thalassiosirales

0/U

Peridiniales

Peridiniaceae

0/U Metazoa

Branchiostomidae

0/U
Actiniaria

0/U Bacteria

Oscillatoriales

Dictyosteliida Isochrysidales

0/U
Aconoidasida

0/U

Coscinodiscophyceae

Thalassiosirales

0/U

Dinophyceae

0/U
Fragilariophyceae

Thalassionemales

0/U

Mediophyceae

0/U

Actinopteri

0/U
Anthozoa

Actiniaria

0/U

Chondrichthyes

0/U

Chromadorea

0/U
Enteropneusta

0/U
Hydrozoa

0/U
Maxillopoda

Calanoida

Amborellales

0/U Bacteria

Actinobacteria

0/U Eukaryota

Aconoidasida

Coscinodiscophyceae

Dinophyceae

Fragilariophyceae

Mediophyceae

0/U
Fungi

0/U Metazoa
Actinopteri

Anthozoa

Aves Chilopoda

Chondrichthyes

Chromadorea

Enteropneusta
Gastropoda

Hydrozoa

Insecta
Maxillopoda 0/U

Viridiplantae

Liliopsida

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Archaea

Bacteria

Eukaryota

no

superKingdom



MGT−v1_467 : 1917 unigenes, 1734 (90.45%) taxonomically assigned

0/U Oceanospirillales

Oceanospirillaceae

0/U Gammaproteobacteria

Alteromonadales

Oceanospirillales

Pseudomonadales

0/U Bacteria

Gammaproteobacteria

no

Class

Bacteria



MGT−v1_468 : 1908 unigenes, 277 (14.52%) taxonomically assigned

0/U

Thalassiosira

0/U
Favella

0/U

Oithona

0/U Calanidae Calanus

0/U Oithonidae Oithona

0/U

Kinetoplastida

0/U

Peridiniales

0/U
Tintinnida

Xystonellidae

0/U Calanoida

Calanidae

0/U

Cyclopoida

0/U
Capitellida

Capitellidae

0/U
Eukaryota

Kinetoplastida

0/U

Dinophyceae

Peridiniales
0/U

Polycystinea

0/U Spirotrichea

Tintinnida

0/U

Actinopteri

0/U

Appendicularia0/U
Gastropoda

0/U
Hydrozoa

0/U

Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Polychaeta

0/U
Eukaryota

Dinophyceae

Polycystinea

Spirotrichea

Sordariomycetes

0/U Metazoa

Actinopteri

Appendicularia

Aves

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

0/U
Eukaryota

Fungi

MetazoaEukaryota



MGT−v1_469 : 1883 unigenes, 1674 (88.90%) taxonomically assigned

0/U Alteromonas

Alteromonas macleodii
Alteromonas

mediterranea

Alteromonas

sp. ALT199
0/U

Vexillifera

0/U
Alteromonadaceae

Aliiglaciecola

Alteromonas

0/U

Vibrionaceae

Vibrio

Vexillifera

0/U

Alteromonadales

Pseudoalteromonadaceae

0/U
Eukaryota

Vexilliferidae

0/U Gammaproteobacteria

Alteromonadales

Enterobacteriales

Vibrionales

0/U
Eukaryota

0/U Bacteria Betaproteobacteria

Gammaproteobacteria

0/U
Eukaryota

Viridiplantae

no

Kingdom

Bacteria

Eukaryota



MGT−v1_470 : 1865 unigenes, 1787 (95.82%) taxonomically assigned

0/U Bacteria
Verrucomicrobia
bacterium SCGC

AAA164−M04

0/U Alphaproteobacteria

alpha
proteobacterium

SCGC
AAA015−N04

alpha
proteobacterium

SCGC
AAA160−J14

alpha
proteobacterium

SCGC
AAA536−G10

alpha
proteobacterium

SCGC
AAA536−K22

0/U

Pelagibacteraceae

0/U

Candidatus

Pelagibacter

Candidatus
Pelagibacter ubique

0/U

Rubritaleaceae

0/U

Pelagibacteraceae

Candidatus

Pelagibacter

0/U

Rubritaleaceae

0/U

Pelagibacterales

Pelagibacteraceae

0/U
Verrucomicrobiales

Rubritaleaceae

Pelagibacterales

Rhodobacterales

0/U Bacteria

Alphaproteobacteria

Planctomycetia

Verrucomicrobiae

no
Class

Bacteria



MGT−v1_471 : 1820 unigenes, 418 (22.97%) taxonomically assigned

0/U

Hydridae

0/U

Campanulariidae

0/U Clytia

0/U

Hydridae

0/U

Campanulariidae

Clytia

0/U
Anura

Harrimaniidae

Hydridae

Campanulariidae

0/U
Calanoida

0/U
Actinopteri

0/U
Anthozoa

0/U

Chromadorea

0/U
Echinoidea

Echinoida

0/U

Enteropneusta
0/U

Gastropoda

0/U Hydrozoa

Anthoathecata

Leptothecata

0/U
Insecta

Hemiptera

0/U

Mammalia

0/U
Maxillopoda

Calanoida

0/U
Polychaeta0/U

Scyphozoa

0/U Metazoa

Actinopteri Anthozoa

Chromadorea

Echinoidea

EnteropneustaGastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta
Scyphozoa

Eukaryota



MGT−v1_472 : 1818 unigenes, 438 (24.09%) taxonomically assigned

0/U

Eukaryota

0/U Eutreptiales

0/U

Cryptophyta

0/U Metazoa

0/U
Actinopteri

0/U

Anura

0/U
Anthozoa

0/U

Chromadorea

0/U

Demospongiae

0/U

Haplosclerida

0/U
Echinoidea

0/U Echinoida

0/U
Enteropneusta

0/U Hydrozoa

0/U Anthoathecata

0/U Leptothecata

0/U Campanulariidae

0/U
Insecta 0/U

Scyphozoa

0/U

Eukaryota

0/U Eutreptiales

0/U

Cryptophyta

0/U Metazoa

0/U
Actinopteri

0/U

Anura

0/U
Anthozoa

0/U

Chromadorea

0/U

Demospongiae

0/U

Haplosclerida

0/U
Echinoidea

0/U Echinoida

0/U
Enteropneusta

0/U Hydrozoa

0/U Anthoathecata

0/U Leptothecata

0/U Campanulariidae

0/U
Insecta 0/U

Scyphozoa

0/U

Eukaryota

0/U Eutreptiales

0/U

Cryptophyta

0/U Metazoa

0/U
Actinopteri

0/U

Anura

0/U
Anthozoa

0/U

Chromadorea

0/U

Demospongiae

0/U

Haplosclerida

0/U
Echinoidea

0/U Echinoida

0/U
Enteropneusta

0/U Hydrozoa

0/U Anthoathecata

0/U Leptothecata

Campanulariidae

0/U
Insecta 0/U

Scyphozoa

0/U

Eukaryota

Eutreptiales

0/U

Cryptophyta

0/U Metazoa

0/U
Actinopteri

Anura

0/U
Anthozoa

0/U

Chromadorea

0/U

Demospongiae

Haplosclerida

0/U
Echinoidea

Echinoida

0/U
Enteropneusta

0/U Hydrozoa

Anthoathecata

Leptothecata

0/U
Insecta 0/U

Scyphozoa

0/U

Eukaryota

Cryptophyta

0/U Metazoa

Actinopteri

Anthozoa

Chromadorea

Demospongiae

Echinoidea

Enteropneusta

Hydrozoa

Insecta
Scyphozoa

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_473 : 1813 unigenes, 202 (11.14%) taxonomically assigned

0/U

Eukaryota

0/U

Miliolida

0/U
Dinophyceae

0/U

Polyporales

0/U Metazoa

0/U

Actinopteri

0/U

Anthozoa

0/U

Arachnida

0/U Aves

0/U Bivalvia
0/U

Branchiopoda0/U

Chilopoda

0/U
Geophilomorpha

0/U

Chromadorea

0/U
Echinoidea0/U

Gastropoda

0/U Hirudinida

0/U

Hydrozoa

0/U Insecta

0/U
Diptera

0/U
Amphipoda

0/U Decapoda

0/U

Penaeidae
0/U

Mammalia

0/U

Calanoida

0/U

Aphragmophora

0/U

Eukaryota

0/U

Miliolida

0/U
Dinophyceae

0/U

Polyporales

0/U Metazoa

0/U

Actinopteri

0/U

Anthozoa

0/U

Arachnida

0/U Aves

0/U Bivalvia
0/U

Branchiopoda0/U

Chilopoda

0/U
Geophilomorpha

0/U

Chromadorea

0/U
Echinoidea0/U

Gastropoda

0/U Hirudinida

0/U

Hydrozoa

0/U Insecta

0/U
Diptera

0/U
Amphipoda

0/U Decapoda

0/U

Penaeidae
0/U

Mammalia

0/U

Calanoida

0/U

Aphragmophora

0/U

Eukaryota

0/U

Miliolida

0/U
Dinophyceae

0/U

Polyporales

0/U Metazoa

0/U

Actinopteri

0/U

Anthozoa

0/U

Arachnida

0/U Aves

0/U Bivalvia
0/U

Branchiopoda0/U

Chilopoda

0/U
Geophilomorpha

0/U

Chromadorea

0/U
Echinoidea0/U

Gastropoda

0/U Hirudinida

0/U

Hydrozoa

0/U Insecta

0/U
Diptera

0/U
Amphipoda

0/U Decapoda

Penaeidae

0/U
Mammalia

0/U

Calanoida

0/U

Aphragmophora

0/U

Eukaryota

Miliolida

0/U
Dinophyceae

Polyporales

0/U Metazoa

0/U

Actinopteri

0/U

Anthozoa

0/U

Arachnida

0/U Aves

0/U Bivalvia
0/U

Branchiopoda0/U

Chilopoda

Geophilomorpha

0/U

Chromadorea

0/U
Echinoidea0/U

Gastropoda

0/U Hirudinida

0/U

Hydrozoa

0/U Insecta

Diptera

Amphipoda

Decapoda
0/U

Mammalia

Calanoida

Aphragmophora

0/U

Eukaryota

Dinophyceae

0/U Metazoa

Actinopteri

Anthozoa Arachnida

Aves

Bivalvia
Branchiopoda

Chilopoda

Chromadorea

Echinoidea

Gastropoda

Hirudinida

Hydrozoa

Insecta

Malacostraca Mammalia

Sagittoidea

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_474 : 1812 unigenes, 727 (40.12%) taxonomically assigned

0/U Eukaryota

0/U

Coccolithales

0/U

Coccosphaerales

0/U Isochrysidales

0/U

Phaeocystales

0/U

Phaeocystaceae

0/U Prymnesiales

0/U

Chrysochromulinaceae

0/U
Chrysochromulina

0/U

Prymnesiaceae

0/U Haptolina

0/U Eukaryota

0/U

Coccolithales

0/U

Coccosphaerales

0/U Isochrysidales

0/U

Phaeocystales

0/U

Phaeocystaceae

0/U Prymnesiales

0/U

Chrysochromulinaceae

Chrysochromulina

0/U

Prymnesiaceae

Haptolina

0/U Eukaryota

0/U

Coccolithales

0/U

Coccosphaerales

0/U Isochrysidales

0/U

Phaeocystales

Phaeocystaceae

0/U Prymnesiales

Chrysochromulinaceae

Prymnesiaceae

0/U Eukaryota

Coccolithales

Coccosphaerales

Isochrysidales

Phaeocystales

Prymnesiales

Eukaryota



MGT−v1_475 : 1807 unigenes, 622 (34.42%) taxonomically assigned

0/U
Mnemiopsis 0/U LobataBolinopsidae

0/U

Dinophyceae

0/U Metazoa

CydippidaLobata

0/U

Anthozoa

0/U

Arachnida

0/U
Ascidiacea

0/U

Chilopoda

0/U
Echinoidea

Echinoida

0/U

Enteropneusta

0/U

Gastropoda

0/U
Mammalia

0/U
Maxillopoda

Calanoida

0/U

Polychaeta

Capitellida
0/U

Bacteria

0/U Eukaryota

Dinophyceae

0/U
Fungi

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Ascidiacea

Bivalvia

Chilopoda

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda Polychaeta

0/U
Viridiplantae

0/U

Bacteria

0/U Eukaryota
Fungi

Metazoa

Viridiplantae

Bacteria

Eukaryota



MGT−v1_476 : 1794 unigenes, 251 (13.99%) taxonomically assigned

0/U
Oithona
Oithona

0/U

Rhabditida

0/U Cyclopoida

Oithonidae

Perkinsida

0/U

Dinophyceae

0/U
Actinopteri

0/U
Aves

0/U

Bivalvia

0/U
Branchiopoda

0/U
Chromadorea

0/U

Demospongiae

0/U

Gastropoda

0/U
Hydrozoa

0/U

Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U
Eukaryota

Dinophyceae

0/U Metazoa

Actinopteri

Aves Bivalvia

Branchiopoda

Chromadorea

Demospongiae

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U
Eukaryota

MetazoaEukaryota



MGT−v1_477 : 1794 unigenes, 191 (10.65%) taxonomically assigned

0/U
Strongylocentrotus

no
Species

0/U
Strongylocentrotidae

Strongylocentrotus

0/U

Actiniaria

0/U

Paxillosida

0/U Echinoida 0/U

Anthoathecata

0/U
Decapoda

0/U

Aconoidasida
0/U

Bacillariophyceae

0/U
Actinopteri 0/U

Anthozoa

Actiniaria

0/U
Arachnida

0/U
Demospongiae

0/U EchinoideaEchinoida

0/U
Gastropoda

0/U
Hirudinida

0/U
Hydrozoa

Anthoathecata

0/U Mammalia

Primates

0/U Eukaryota Aconoidasida Bacillariophyceae

0/U Metazoa

ActinopteriAnthozoa

Arachnida

Ascidiacea

Asteroidea

Demospongiae

Echinoidea

Gastropoda

Hirudinida

Hydrozoa

Insecta

Malacostraca

Mammalia

0/U Eukaryota

Metazoa

no

Kingdom

0/U

Viruses

Eukaryota

Viruses



MGT−v1_478 : 1792 unigenes, 119 (6.64%) taxonomically assigned

0/U
Calanus

0/U
Calanidae

Branchiostomidae

0/U Calanoida Calanidae

0/U
Actinopteri

0/U

Anthozoa

0/U

Ascidiacea

0/U
Branchiopoda

0/U
Echinoidea

0/U Maxillopoda

Calanoida

0/U

Polychaeta

0/U

Eukaryota0/U Metazoa

Actinopteri Anthozoa

Ascidiacea

Branchiopoda

Echinoidea

Hydrozoa Insecta Mammalia

Maxillopoda

Polychaeta

0/U

EukaryotaEukaryota



MGT−v1_479 : 1780 unigenes, 1594 (89.55%) taxonomically assigned

0/U

Rhodobacteraceae

SAR324
cluster

bacterium
JCVI−SC
AAA005

0/U

Rhodobacteraceae

0/U

Rhizobiales

Bradyrhizobiaceae

0/U

Rhodobacterales

Rhodobacteraceae

0/U

Rhodospirillales

0/U

Thalassiosirales

Pelagibacterales

Rhizobiales

Rhodobacterales

Rhodospirillales

0/U

Clostridia0/U

Deltaproteobacteria

0/U

Gammaproteobacteria

0/U Bacteria

Alphaproteobacteria

Clostridia
Deltaproteobacteria

Gammaproteobacteria

0/U

Eukaryota

Bacteria

Eukaryota

no
superKingdom



MGT−v1_480 : 1775 unigenes, 1672 (94.20%) taxonomically assigned

0/U

Chroococcales

0/U

Chroococcales

0/U Bacteria

Chroococcales
no

Class

Bacteria



MGT−v1_481 : 1767 unigenes, 137 (7.75%) taxonomically assigned

0/U
Ceratiaceae

0/U

Harrimaniidae

0/U Calanidae

Calanus

0/U

Enteropneusta

Harrimaniidae

0/U

Leptothecata

0/U Calanoida

Calanidae

0/U

Capitellida

0/U
Actinopteri

0/U
Anthozoa

0/U

Demospongiae

0/U

Enteropneusta

0/U
Hydrozoa

Leptothecata

0/U Insecta

Hemiptera
0/U

Malacostraca

0/U
Mammalia

0/U Maxillopoda Calanoida

Capitellida

0/U

Liliopsida
Dinophyceae

0/U Metazoa

Actinopteri

Anthozoa

Demospongiae

Enteropneusta

Hydrozoa

Insecta

Malacostraca

Mammalia

Maxillopoda

Polychaeta

0/U Eukaryota Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_482 : 1767 unigenes, 1538 (87.04%) taxonomically assigned

0/U Nitrosopumilaceae

0/U Nitrosopumilus

no
Species

0/U Nitrosopumilaceae

Nitrosopumilus

0/U Nitrosopumilales Nitrosopumilaceae

0/U Archaea

Nitrosopumilales

0/U
Bacteria

Nitrospinia

0/U
Bacteria

0/U
Eukaryota

Archaea

Bacteria

Eukaryota

no

superKingdom



MGT−v1_483 : 1756 unigenes, 98 (5.58%) taxonomically assigned

0/U
Enterogona

0/U

Anthoathecata

0/U
Arachnida

0/U
Chilopoda

0/U
Chromadorea

0/U
Demospongiae

0/U

Enteropneusta

0/U

Gastropoda

Anthoathecata

0/U Insecta

Hemiptera

0/U

Malacostraca

0/U
Mammalia

0/U

Maxillopoda

0/U Metazoa

Arachnida

Ascidiacea

Chilopoda

Chromadorea

Demospongiae Enteropneusta

Gastropoda

Hydrozoa

Insecta

Malacostraca

Mammalia

Maxillopoda

0/U
Bacteria

0/U Eukaryota

Metazoa

Bacteria

Eukaryota

no
superKingdom



MGT−v1_484 : 1742 unigenes, 79 (4.54%) taxonomically assigned

0/U
Eukaryota

0/U
Echinoida

0/U
Decapoda

0/U
Calanoida

0/U
Actinopteri

0/U
Arachnida

0/U

Chromadorea

0/U
Echinoidea

Echinoida
0/U

Enteropneusta

0/U
Gastropoda

0/U

Malacostraca

Decapoda

0/U
Maxillopoda

0/U
Polychaeta

0/U Metazoa

Actinopteri

Arachnida

ChromadoreaEchinoidea Enteropneusta

Gastropoda

Hydrozoa

Insecta

Malacostraca

Maxillopoda

Polychaeta

0/U
EukaryotaEukaryota



MGT−v1_485 : 1739 unigenes, 762 (43.82%) taxonomically assigned

0/U

Bacteria

0/U PhaeocystisPhaeocystis antarctica

0/U

Eucampia

Bolidomonas Lotharella0/U Phaeocystaceae

Phaeocystis

0/U
Gonyaulacaceae

0/U

Bicosoecida

0/U
Choanoflagellida

Acanthoecidae

0/U
Coccolithales

0/U
Isochrysidales

0/U
Pavlovales

0/U Phaeocystales

Phaeocystaceae

0/U
Prymnesiales

0/U

Gonyaulacales

Enterobacteriales

0/U Eukaryota

Bicosoecida

Choanoflagellida

Coccolithales

Isochrysidales

Pavlovales

Phaeocystales

Prymnesiales

0/U

Cryptophyta

0/U Dinophyceae Gonyaulacales

0/U
Amphibia0/U

Insecta
0/U

Mammalia

0/U

Maxillopoda

0/U

Bacteria

Flavobacteriia

0/U Eukaryota

Coscinodiscophyceae

CryptophytaDinophyceae

Pelagophyceae

0/U

Fungi
0/U Metazoa

Actinopteri

Amphibia

Insecta Mammalia
Maxillopoda 0/U

Viridiplantae

no
Class

0/U

Archaea

0/U

Bacteria

0/U Eukaryota

FungiMetazoa Viridiplantae Archaea

Bacteria

Eukaryota

no
superKingdom



MGT−v1_486 : 1736 unigenes, 1670 (96.20%) taxonomically assigned

0/U Alteromonadaceae

Alteromonas

0/U Gammaproteobacteria

Alteromonadales

0/U Bacteria

Gammaproteobacteria

0/U

Eukaryota

Viridiplantae

no

Kingdom

Bacteria

Eukaryota



MGT−v1_487 : 1727 unigenes, 81 (4.69%) taxonomically assigned

0/U
Calanus

0/U

Calanidae

0/U Oithonidae

Oithona

0/U

Calanoida

Calanidae

0/U Cyclopoida Oithonidae

0/U

Dinophyceae

0/U
Actinopteri

0/U
Hydrozoa

0/U
Mammalia

0/U Maxillopoda Calanoida

Cyclopoida

0/U

Eukaryota

Dinophyceae

0/U Metazoa

Actinopteri

Arachnida

Aves

BivalviaBranchiopoda HydrozoaInsecta

Mammalia

Maxillopoda

0/U

EukaryotaEukaryota



MGT−v1_488 : 1723 unigenes, 536 (31.11%) taxonomically assigned

0/U Sphaerozoidae Collozoum

0/U

Theoperidae

0/U

Rotaliida

0/U Collodaria

Sphaerozoidae

Theoperidae

Rotaliida

0/U Polycystinea

Collodaria

Nassellaria

0/U Eukaryota

Dinophyceae

Polycystinea

Eukaryota



MGT−v1_489 : 1695 unigenes, 182 (10.74%) taxonomically assigned

0/U
Oithona 0/U

Calanidae

0/U
Oithonidae

Oithona

0/U

Eutreptiales

0/U

Calanoida

Calanidae
0/U

Cyclopoida
Oithonidae

0/U

Siphonostomatoida

Eutreptiales

0/U

Anthozoa

0/U
Demospongiae

0/U
Echinoidea

0/U

Gastropoda

0/U Maxillopoda

Calanoida

Cyclopoida

Siphonostomatoida

0/U
Eukaryota

0/U Metazoa

Actinopteri

AnthozoaArachnida

CestodaChromadorea

Demospongiae

Echinoidea

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U
Eukaryota

Fungi

Eukaryota



MGT−v1_490 : 1692 unigenes, 1566 (92.55%) taxonomically assigned

Synechococcus sp. BL107Synechococcus sp. CC9902

0/U Chroococcales

Synechococcus

0/U
Bacteria

Chroococcales

Prochlorales

Bacteria



MGT−v1_491 : 1691 unigenes, 1594 (94.26%) taxonomically assigned

0/U Bacteria

uncultured
marine

bacterium
66A03

0/U Alphaproteobacteria

alpha
proteobacterium

SCGC
AAA015−N04

SAR116
cluster alpha

proteobacterium
HIMB100

uncultured
alpha

proteobacterium
HF0070_34E11

0/U
Rhizobiales

Rhizobiales

Glomerales

0/U Bacteria

Alphaproteobacteria

0/U
Eukaryota

no
Class

0/U

Eukaryota

Fungi

Bacteria

Eukaryota



MGT−v1_492 : 1689 unigenes, 211 (12.49%) taxonomically assigned

0/U
Hydridae

0/U
Anura

Hydridae

0/U Leptothecata

Campanulariidae

0/U

Semaeostomeae

0/U
Aconoidasida

0/U

Actinopteri

0/U
Bivalvia

0/U
Echinoidea

0/U

Gastropoda

0/U Hydrozoa

Anthoathecata

Leptothecata

0/U
Maxillopoda

0/U
Polychaeta

Semaeostomeae

0/U

Eukaryota

Aconoidasida

0/U Metazoa

Actinopteri

Amphibia

Anthozoa

Bivalvia

Demospongiae
Echinoidea

Gastropoda

Hydrozoa

Insecta

Maxillopoda

Polychaeta

Scyphozoa

0/U

EukaryotaEukaryota



MGT−v1_493 : 1681 unigenes, 1227 (72.99%) taxonomically assigned

0/U

Prochlorococcus

0/U
Pelagomonas

Pelagomonas

calceolata

marine sediment metagenome

0/U ChroococcalesSynechococcus

0/U

Prochlorococcaceae

Prochlorococcus

0/U

Prochlorales

Prochlorococcaceae

0/U
Bdellovibrionales

0/U Caudovirales

Myoviridae

0/U Bacteria

Chroococcales

Prochlorales

0/U

Deltaproteobacteria

0/U Bacteria

ActinobacteriaAlphaproteobacteriaDeltaproteobacteria Gammaproteobacteria

0/U
Eukaryota

Pelagophyceae

0/U

Fungi

Fungi

Bacteria

Eukaryota

no superKingdom

Viruses



MGT−v1_494 : 1672 unigenes, 1186 (70.93%) taxonomically assigned

0/U

Eukaryota

0/U Spirotrichea

0/U Choreotrichida

0/U Sporadotrichida 0/U
Oxytrichidae

0/U Oxytricha

0/U Tintinnida

0/U

Rhabdonellidae

0/U
Xystonellidae

0/U Favella

0/U

Urostylida

0/U

Eukaryota

0/U Spirotrichea

0/U Choreotrichida

0/U Sporadotrichida 0/U
Oxytrichidae

Oxytricha

0/U Tintinnida

0/U

Rhabdonellidae

Schmidingerella

0/U
Xystonellidae

Favella

0/U

Urostylida

0/U

Eukaryota

0/U Spirotrichea

0/U Choreotrichida

0/U Sporadotrichida Oxytrichidae

0/U Tintinnida

Rhabdonellidae

Xystonellidae

0/U

Urostylida

0/U

Eukaryota

0/U Spirotrichea

Choreotrichida

Euplotida

Sporadotrichida

Tintinnida

Urostylida

0/U

Eukaryota

SpirotricheaEukaryota



MGT−v1_495 : 1664 unigenes, 592 (35.58%) taxonomically assigned

0/U
Chromulinales
Chromulinales

0/U
Cryptophyta

0/U
Dinophyceae

0/U
Oomycetes

0/U

Spirotrichea

0/U
Synurophyceae

0/U
Bacteria

Bacilli

0/U Eukaryota

Chrysophyceae

Coscinodiscophyceae

Cryptophyta

Dinophyceae

Oomycetes

Spirotrichea

Synurophyceae

0/U Metazoa Actinopteri Insecta 0/U
Viridiplantae

0/U
Bacteria

0/U Eukaryota

FungiMetazoa Viridiplantae 0/U

Viruses

Bacteria

Eukaryota

no
superKingdom

Viruses



MGT−v1_496 : 1653 unigenes, 214 (12.95%) taxonomically assigned

Sus

scrofa

0/U
Salmonidae

0/U

Cricetidae

0/U
Beloniformes

0/U
Actiniaria

Harrimaniidae

Aplysiidae

0/U

Hemiptera

0/U
Hymenoptera

0/U

Rodentia

0/U

Strigeidida

0/U

Dinophyceae

Beloniformes

Salmoniformes

0/U
Anthozoa

0/U

Bivalvia

0/U

Branchiopoda

0/U

Chromadorea

Rhabditida

0/U Echinoidea

Echinoida

0/U

Enteropneusta

0/U

Gastropoda

0/U

Hydrozoa

Hemiptera

Hymenoptera

0/U Mammalia

Rodentia

0/U
Maxillopoda

0/U
Polychaeta

0/U

Eukaryota

Dinophyceae

0/U Metazoa

Actinopteri

Anthozoa

Aves

Bivalvia

Branchiopoda

Chromadorea

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

Insecta
Mammalia

Maxillopoda
Polychaeta

Trematoda
0/U

Viridiplantae

0/U

Eukaryota

Viridiplantae

Eukaryota



MGT−v1_497 : 1652 unigenes, 1406 (85.11%) taxonomically assigned

uncultured
bacterium

0/U

Rhodobacteraceae

0/U
Alteromonadaceae

0/U
Halieaceae

0/U

Oceanospirillales

uncultured

Oceanospirillales

bacterium

HF4000_21D01

0/U

Ditylum

no Species

uncultured marine
microorganism

HF4000_009G21

0/U

Rhodobacteraceae

0/U

Deltaproteobacteria

0/U
Alteromonadaceae

0/U
Halieaceae

Ditylum

0/U

Rhizobiales

0/U

Rhodobacterales

Rhodobacteraceae

0/U

Alteromonadales

Alteromonadaceae

Halieaceae

0/U

Oceanospirillales

0/U

Alphaproteobacteria

Rhizobiales

Rhodobacterales

0/U

Cytophagia

Cytophagales

Alteromonadales

Cellvibrionales

Oceanospirillales

0/U Bacteria

Alphaproteobacteria

Bacilli

Betaproteobacteria
Cytophagia

Deltaproteobacteria

Gammaproteobacteria

Opitutae

0/U
Eukaryota

Bacteria

Eukaryota

no
superKingdom



MGT−v1_498 : 1646 unigenes, 1383 (84.02%) taxonomically assigned

0/U Moraxellaceae

Psychrobacter

0/U Gammaproteobacteria

Pseudomonadales
GammaproteobacteriaBacteria



MGT−v1_499 : 1637 unigenes, 937 (57.24%) taxonomically assigned

0/U Eukaryota

0/U Ectocarpales

0/U

Bacillariophyceae

0/U
Bacillariales

0/U

Bacillariaceae

0/U Coscinodiscophyceae

0/U Thalassiosirales

0/U Skeletonemataceae 0/U Skeletonema

0/U Thalassiosiraceae

0/U Thalassiosira

0/U

Mediophyceae

0/U Eukaryota

0/U Ectocarpales

0/U

Bacillariophyceae

0/U
Bacillariales

0/U

Bacillariaceae

0/U Coscinodiscophyceae

0/U Thalassiosirales

0/U Skeletonemataceae Skeletonema

0/U Thalassiosiraceae

Thalassiosira

0/U

Mediophyceae

0/U Eukaryota

0/U Ectocarpales

0/U

Bacillariophyceae

0/U
Bacillariales

Bacillariaceae

0/U Coscinodiscophyceae

0/U Thalassiosirales

Skeletonemataceae

Thalassiosiraceae

0/U

Mediophyceae

0/U Eukaryota

Ectocarpales

0/U

Bacillariophyceae

0/U Coscinodiscophyceae

Thalassiosirales

0/U

Mediophyceae

0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

Dinophyceae

Fragilariophyceae

Mediophyceae

Eukaryota



MGT−v1_500 : 1637 unigenes, 119 (7.27%) taxonomically assigned

0/U

Calanus

0/U
Calanidae

0/U

Rhabditida

0/U

Echinoida

Testudines

0/U Actinopteri

Tetraodontiformes

0/U
Echinoidea

Echinoida

0/U Hydrozoa

Leptothecata

0/U

Polychaeta

0/U Metazoa

Actinopteri

Bivalvia

Chromadorea

Echinoidea

Gastropoda

Hydrozoa

Insecta

Maxillopoda

Polychaeta

Eukaryota



MGT−v1_501 : 1636 unigenes, 232 (14.18%) taxonomically assigned

0/U Calanus

Calanus finmarchicus
0/U Calanidae

0/U

Choanoflagellida

0/U

Isochrysidales

0/U
Bacillariales

0/U
Lobata

0/U

Actiniaria

0/U
Anthoathecata

0/U
Leptothecata

Campanulariidae

0/U
Eukaryota

Choanoflagellida Isochrysidales

Prymnesiales

0/U
Dinophyceae

Gonyaulacales

0/U

Agaricomycetes

Lobata

0/U

Actinopteri

0/U
Aves

0/U
Chromadorea

0/U

Demospongiae

0/U

Gastropoda

0/U Hydrozoa

Anthoathecata

Leptothecata

0/U
Malacostraca

0/U
Maxillopoda

Calanoida

0/U

Polychaeta

0/U

Scyphozoa

0/U
Eukaryota

Bacillariophyceae

Dinophyceae

Agaricomycetes

0/U Metazoa

Actinopteri

Anthozoa

Aves

Chromadorea

Demospongiae

Echinoidea

Gastropoda

Hydrozoa

Insecta

Malacostraca

Maxillopoda

Polychaeta

Scyphozoa

0/U
Eukaryota

Fungi

MetazoaEukaryota



MGT−v1_502 : 1633 unigenes, 93 (5.70%) taxonomically assigned

0/U Gastropoda

Aplysiidae
0/U

Coleoptera

0/U Echinoidea

Echinoida

0/U Insecta

Coleoptera

0/U
Polychaeta

0/U Metazoa

Actinopteri

Bivalvia

Echinoidea Gastropoda

Insecta

Mammalia

Polychaeta

Eukaryota



MGT−v1_503 : 1628 unigenes, 436 (26.78%) taxonomically assigned

Proteobacteria bacterium JGI 0000113−P07

0/U
Actinobacteria

0/U

Prasinoderma

0/U
Noelaerhabdaceae

0/U

Prasinococcales

Prasinoderma

0/U

Choanoflagellida

0/U
Isochrysidales

Noelaerhabdaceae

0/U

Phaeocystales

0/U

Prymnesiales

0/U

Rotaliida

0/U
Bacillariales

0/U

Cryptomonadales

0/U

Pterioida

0/U

Echinoida

0/U

Leptothecata

0/U

Prasinococcales

0/U Actinobacteria

Actinomycetales

Micrococcales

0/U

Bacilli

0/U
Spirochaetia

Choanoflagellida

Isochrysidales

Phaeocystales

Prymnesiales

Rotaliida

Bacillariales
0/U

Coscinodiscophyceae

Melosirales
0/U

Cryptophyta

Cryptomonadales

0/U
Fragilariophyceae

0/U
Mediophyceae

0/U

Spirotrichea

0/U
Actinopteri 0/U

Chilopoda

0/U
Hydrozoa

Leptothecata

0/U
Mammalia

Prasinococcales
0/U

Mamiellophyceae

0/U Bacteria

Actinobacteria

Bacilli

Spirochaetia

0/U Eukaryota

Coscinodiscophyceae

CryptophytaDinophyceae

Fragilariophyceae

Mediophyceae

Pelagophyceae
Spirotrichea

0/U Metazoa

Actinopteri

Bivalvia

Chilopoda

Hydrozoa

Mammalia

Maxillopoda

Mamiellophyceae

0/U Eukaryota

FungiMetazoa Viridiplantae

Bacteria

Eukaryota

no superKingdom



MGT−v1_504 : 1627 unigenes, 184 (11.31%) taxonomically assigned

0/U
Calanus
Calanus

0/U

Choanoflagellida

0/U

Echinoida

0/U

Coleoptera

0/U
Euphausiacea

0/U Calanoida

Calanidae

Oithonidae

Choanoflagellida

0/U

Actinopteri

0/U
Arachnida

0/U
Aves

0/U

Demospongiae

0/U

Echinoidea

Echinoida
0/U

Hydrozoa

0/U Insecta

Coleoptera Diptera

0/U

Mammalia

0/U Maxillopoda
Calanoida

Cyclopoida

0/U Metazoa

Actinopteri

Arachnida

Aves

Demospongiae

EchinoideaHydrozoa

Insecta

Malacostraca

Mammalia

Maxillopoda

no

Class

0/U Eukaryota

Metazoa

Viridiplantae

Eukaryota



MGT−v1_505 : 1627 unigenes, 1603 (98.52%) taxonomically assigned

0/U Synechococcus

Synechococcus sp. CC9902

0/U Chroococcales

Synechococcus
0/U Chroococcales 0/U

Bacteria
Bacteria



MGT−v1_506 : 1618 unigenes, 158 (9.77%) taxonomically assigned

0/U

Phaeocystis

0/U

Paramoebidae

0/U Calanidae

Paramoebidae
0/U

Dictyosteliida

0/U
Columbiformes

0/U CalanoidaCalanidae

0/U Eukaryota Dictyosteliida Phaeocystales
0/U

Dinophyceae

0/U

Anthozoa

0/U

Echinoidea

0/U Maxillopoda

Calanoida

Dinophyceae

0/U Metazoa

Actinopteri

Anthozoa

Aves

Echinoidea

Insecta

Maxillopoda

0/U
Viridiplantae

0/U

Bacteria

0/U Eukaryota

Metazoa

Viridiplantae

no

Kingdom

Bacteria

Eukaryota



MGT−v1_507 : 1601 unigenes, 202 (12.62%) taxonomically assigned

0/U

Oithona
0/U

Oithonidae

0/U
Calanoida

0/U
Cyclopoida

Oithonidae

0/U
Eukaryota

0/U
Aves

0/U

Demospongiae

0/U

Echinoidea

0/U
Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Trematoda

0/U
Eukaryota

0/U

Fungi

0/U Metazoa

Actinopteri

Aves

Demospongiae

Echinoidea

Hydrozoa

Insecta

MammaliaMaxillopoda

Trematoda

0/U
Eukaryota

Fungi

Eukaryota



MGT−v1_508 : 1582 unigenes, 25 (1.58%) taxonomically assigned

0/U Eukaryota

Choanoflagellida

Rotaliida

0/U

Aconoidasida

0/U
Dinophyceae

0/U Metazoa Testudines

0/U

Bacteria

Aconoidasida

Dinophyceae

0/U Metazoa AvesBranchiopoda
0/U

Viridiplantae

0/U

Bacteria

0/U Eukaryota

Metazoa Viridiplantae

BacteriaEukaryota



MGT−v1_509 : 1578 unigenes, 974 (61.72%) taxonomically assigned

0/U Viridiplantae

0/U Eukaryota

0/U
Cryptophyta

0/U
Dinophyceae

0/U

Pelagophyceae

0/U

Chlorophyceae

0/U

Mamiellophyceae

Mamiellales

0/U

Trebouxiophyceae

0/U
Bacteria

Cryptophyta

Dinophyceae

Pelagophyceae

0/U
Fungi

0/U
Metazoa

Chlorophyceae

Mamiellophyceae

Trebouxiophyceae

0/U
Bacteria

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

no

Kingdom

Archaea

Bacteria

Eukaryota

no

superKingdom



MGT−v1_510 : 1575 unigenes, 728 (46.22%) taxonomically assigned
0/U

Oithona

0/U Chromulinales

Chromulinaceae

0/U Chrysophyceae Chromulinales

0/U
Cryptophyta

Pedinellales

Gonyaulacales

0/U

Oomycetes

Peronosporales

0/U
Synurophyceae

Ochromonadales

0/U Eukaryota

Chrysophyceae

Cryptophyta

Dinophyceae

OomycetesSynurophyceae

0/U Metazoa

no
Class

0/U

Bacteria

0/U Eukaryota

FungiMetazoa Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_511 : 1552 unigenes, 1427 (91.95%) taxonomically assigned

0/U

Glaciecola

0/U

Salinimonas

0/U
Nephroselmis

0/U Alteromonadaceae

Alteromonas GlaciecolaSalinimonas

0/U AlteromonadalesAlteromonadaceae

Pseudoalteromonadaceae

0/U

Vibrionales0/U Gammaproteobacteria

Alteromonadales

Vibrionales

0/U

Eukaryota

Choanoflagellida

0/U Bacteria Alphaproteobacteria

Gammaproteobacteria

0/U

Eukaryota

Viridiplantae

no
Kingdom

Bacteria

Eukaryota

no

superKingdom



MGT−v1_512 : 1549 unigenes, 136 (8.78%) taxonomically assigned

0/U
Aplysia

0/U
Strongylocentrotidae

Aplysia
0/U

Lottiidae

0/U Echinoida

Strongylocentrotidae

0/U Gastropoda

Aplysiidae Lottiidae

0/U

Capitellida 0/U

Eurotiomycetes0/U
Bivalvia

0/U Echinoidea Echinoida

0/U HydrozoaLeptothecata

0/U
Maxillopoda

0/U
Fungi

Eurotiomycetes

0/U Metazoa

Actinopteri

Bivalvia

Echinoidea

Gastropoda

Hydrozoa

Insecta
Maxillopoda

Polychaeta

0/U
Eukaryota

Fungi

Eukaryota



MGT−v1_513 : 1546 unigenes, 161 (10.41%) taxonomically assigned

0/U
Eucyrtidium

0/U

Schmidingerella

0/U

Oithona

0/U

Theoperidae

0/U
Rhabdonellidae

Oithona

0/U

Peridiniales

0/U Nassellaria

Theoperidae0/U Tintinnida

Rhabdonellidae

0/U Cyclopoida

Oithonidae

0/U

Dinophyceae

Peridiniales

0/U Polycystinea Nassellaria

0/U Spirotrichea

Sporadotrichida

Tintinnida

0/U Anthozoa

Actiniaria

0/U
Arachnida

0/U
Gastropoda

0/U Maxillopoda

Calanoida

Cyclopoida

0/U Eukaryota Dinophyceae

Polycystinea

Spirotrichea

0/U Metazoa

Anthozoa

Arachnida

Gastropoda

Insecta

Maxillopoda

0/U Eukaryota

Metazoa

Eukaryota



MGT−v1_514 : 1541 unigenes, 373 (24.21%) taxonomically assigned

0/U Eukaryota

0/U

Coccolithales

0/U

Calcidiscaceae

0/U Isochrysidales

0/U

Emiliania

0/U Phaeocystales

0/U Phaeocystaceae

0/U Phaeocystis

Phaeocystis cordata

0/U Prymnesiales

0/U Eukaryota

0/U

Coccolithales

0/U

Calcidiscaceae

0/U Isochrysidales
Emiliania

0/U Phaeocystales

0/U PhaeocystaceaePhaeocystis

0/U Prymnesiales

0/U Eukaryota

0/U

Coccolithales

Calcidiscaceae

0/U Isochrysidales

0/U Phaeocystales

Phaeocystaceae

0/U Prymnesiales

0/U Eukaryota

Coccolithales

Isochrysidales

Phaeocystales

Prymnesiales

Eukaryota



MGT−v1_515 : 1534 unigenes, 205 (13.36%) taxonomically assigned

0/U
Araneae

0/U Enteropneusta

Harrimaniidae

0/U

Anthozoa

0/U

Demospongiae

0/U Echinoidea

Echinoida

0/U

Gastropoda

0/U Hydrozoa

Leptothecata

0/U

Maxillopoda

0/U Metazoa

Actinopteri Anthozoa

Arachnida
Bivalvia

Demospongiae

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa Insecta

Mammalia

Maxillopoda

Polychaeta

Eukaryota



MGT−v1_516 : 1514 unigenes, 108 (7.13%) taxonomically assigned

0/U Actinopteri

Tetraodontiformes

0/U

Anthozoa

0/U
Aves

0/U

Chromadorea

0/U Echinoidea

Echinoida 0/U

Enoplea

0/U

Enteropneusta

0/U
Gastropoda

0/U Hydrozoa

Leptothecata

0/U Metazoa

Actinopteri

Anthozoa Aves

Chromadorea

Echinoidea

Enoplea

Enteropneusta

Gastropoda

Hydrozoa Insecta

Malacostraca

Mammalia

Maxillopoda

Eukaryota



MGT−v1_517 : 1512 unigenes, 192 (12.70%) taxonomically assigned

0/U Calanus

Calanus
finmarchicus

0/U Calanidae Calanus

0/U

Coccolithales

0/U

Isochrysidales

0/U
Echinoida

0/U Calanoida

Calanidae

0/U

Eukaryota

Coccolithales

Isochrysidales

0/U

Aconoidasida

0/U
Dinophyceae

0/U

Actinopteri

0/U

Anthozoa

0/U

Ascidiacea

0/U Aves

Passeriformes 0/U

Branchiopoda

0/U
Echinoidea

Echinoida

0/U

Enteropneusta

0/U

Gastropoda

0/U

Mammalia

0/U MaxillopodaCalanoida

0/U
Polychaeta

0/U
Liliopsida

0/U

Eukaryota

Aconoidasida

Dinophyceae

0/U Metazoa Actinopteri

Anthozoa

Ascidiacea

Aves

Branchiopoda

Echinoidea

Enteropneusta

Gastropoda

Insecta

Mammalia

Maxillopoda

Polychaeta
0/U

Viridiplantae

Liliopsida

0/U

Eukaryota

Viridiplantae

Eukaryota



MGT−v1_518 : 1506 unigenes, 294 (19.52%) taxonomically assigned

Calanus

finmarchicus

0/U

Cymatosiraceae

0/U

Daphniidae

0/U Calanidae

Calanus

0/U
Collodaria

0/U

Hypocreales

0/U

Actiniaria

0/U
Enterogona

0/U
Gastropoda

0/U CalanoidaCalanidae

Isochrysidales

Prymnesiales
0/U

Dinophyceae

0/U
Actinopteri

0/U

Echinoidea

0/U
Hydrozoa

0/U
Insecta

0/U Maxillopoda

Calanoida

0/U Eukaryota Dinophyceae
Mediophyceae

Polycystinea

0/U
Fungi

Sordariomycetes

0/U Metazoa

Actinopteri

Anthozoa

Ascidiacea

Branchiopoda

Echinoidea

Gastropoda

Hydrozoa Insecta

Maxillopoda

0/U

Viridiplantae

0/U Eukaryota
Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_519 : 1496 unigenes, 112 (7.49%) taxonomically assigned

0/U

Geophilomorpha

0/U

Dinophyceae

0/U
Amphibia

Anura

0/U
Chilopoda

Geophilomorpha

0/U
Echinoidea

0/U

Gastropoda0/U Insecta

Diptera Hemiptera

0/U

Mammalia

0/U
Maxillopoda

0/U
Eukaryota

Dinophyceae

0/U Metazoa

Actinopteri

Amphibia

Aves

Chilopoda

Chromadorea

Echinoidea

Gastropoda Hirudinida

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U
EukaryotaEukaryota



MGT−v1_520 : 1495 unigenes, 74 (4.95%) taxonomically assigned

0/U

Calanus

0/U

Isochrysidales

0/U
Hemiptera

Calanidae

0/U
Eukaryota

Isochrysidales

0/U
Dinophyceae

0/U
Oomycetes

0/U
Arachnida

0/U
Chromadorea

0/U

Demospongiae

0/U Hydrozoa

Leptothecata

Hemiptera

0/U Maxillopoda

Calanoida

0/U
Liliopsida

0/U
Eukaryota

Dinophyceae

Oomycetes

0/U Metazoa

Actinopteri

Arachnida

Aves

Chromadorea

Demospongiae

Echinoidea

Hydrozoa

Insecta

Maxillopoda

0/U

Viridiplantae

Liliopsida

0/U
Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_521 : 1493 unigenes, 184 (12.32%) taxonomically assigned

0/U

Oikopleura

Oikopleura

dioica

0/U

Pomacentridae

0/U
Oikopleuridae

0/U Calanidae

Calanus

0/U
Dictyosteliida

Pomacentridae 0/U

Echinoida
0/U Calanoida Calanidae

0/U Eukaryota Dictyosteliida 0/U

Dinophyceae

0/U
Actinopteri

0/U

Anthozoa 0/U

Echinoidea

Echinoida

0/U
Hydrozoa

Leptothecata

0/U MaxillopodaCalanoida

0/U

Polychaeta

0/U

Trematoda

Dinophyceae

0/U Metazoa

Actinopteri Anthozoa

Appendicularia

Ascidiacea

Aves
Bivalvia

Echinoidea

Gastropoda

HydrozoaInsecta

Maxillopoda

Polychaeta

Trematoda

no

Class

0/U Eukaryota

Metazoa

Eukaryota



MGT−v1_522 : 1489 unigenes, 1300 (87.31%) taxonomically assigned

0/U Salinisphaera Salinisphaera shabanensis

0/U Salinisphaeraceae

Salinisphaera

0/U

Oceanospirillales

0/U

Salinisphaerales

0/U Gammaproteobacteria Oceanospirillales

Salinisphaerales

0/U
Bacteria

Actinobacteria

Bacilli

GammaproteobacteriaBacteria



MGT−v1_523 : 1484 unigenes, 122 (8.22%) taxonomically assigned

0/U Calanidae Calanus

0/U
Eucoccidiorida

0/U

Trichocephalida

0/U Calanoida

Calanidae

0/U Eukaryota

Kinetoplastida

0/U

Aconoidasida

Testudines

0/U
Arachnida

0/U

Chromadorea

0/U
Echinoidea

0/U
Gastropoda

0/U
Hydrozoa

0/U Maxillopoda Calanoida 0/U Eukaryota

Aconoidasida

Coccidia

0/U Metazoa

Anthozoa

Arachnida

Aves

Chromadorea

Echinoidea

Enoplea

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U Eukaryota

Metazoa

Viridiplantae

Eukaryota



MGT−v1_524 : 1482 unigenes, 1357 (91.57%) taxonomically assigned

0/U Chroococcales

0/U Synechococcus

0/U Chroococcales

Synechococcus

0/U Bacteria
Chroococcales

Prochlorales

Bacteria



MGT−v1_525 : 1449 unigenes, 92 (6.35%) taxonomically assigned

0/U Metazoa

Branchiostomidae

0/U

Calanoida

0/U Cyclopoida

Oithonidae

0/U

Aconoidasida

0/U

Actinopteri

0/U
Chilopoda

0/U

Chromadorea

0/U
Enteropneusta

0/U

Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Polychaeta

0/U

Trematoda

Aconoidasida

0/U Metazoa

Actinopteri Chilopoda

Chromadorea

Enteropneusta

Hydrozoa

Insecta Mammalia

Maxillopoda

Polychaeta Trematoda

0/U
Viridiplantae

no

Class

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_526 : 1448 unigenes, 370 (25.55%) taxonomically assigned

0/U

Eukaryota

0/U Metazoa

0/U
Chromadorea

0/U

Echinoidea

0/U
Hydrozoa

0/U
Insecta

0/U
Apidae

0/U
Atta 0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae
0/U Calanus

Calanus finmarchicus

0/U

Viridiplantae

0/U

Eukaryota

0/U Metazoa

0/U
Chromadorea

0/U

Echinoidea

0/U
Hydrozoa

0/U
Insecta

0/U
Apidae

Atta
0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae Calanus

0/U

Viridiplantae

0/U

Eukaryota

0/U Metazoa

0/U
Chromadorea

0/U

Echinoidea

0/U
Hydrozoa

0/U
Insecta

Apidae
0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

Calanidae

0/U

Viridiplantae

0/U

Eukaryota

0/U Metazoa

0/U
Chromadorea

0/U

Echinoidea

0/U
Hydrozoa

0/U
Insecta

Hymenoptera
0/U

Mammalia

0/U MaxillopodaCalanoida

0/U

Viridiplantae

0/U

Eukaryota

0/U Metazoa

Chromadorea

Echinoidea

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Viridiplantae

0/U

Eukaryota

Viridiplantae

Eukaryota



MGT−v1_527 : 1431 unigenes, 1391 (97.20%) taxonomically assigned

0/U

Eukaryota

0/U Bacillariophyceae

0/U Bacillariales

0/U Bacillariaceae

0/U Pseudo−nitzschia

0/U

Eukaryota

0/U Bacillariophyceae

0/U Bacillariales

0/U Bacillariaceae

Pseudo−nitzschia

0/U

Eukaryota

0/U Bacillariophyceae

0/U BacillarialesBacillariaceae

0/U

Eukaryota

0/U Bacillariophyceae

Bacillariales

0/U

Eukaryota

Eukaryota



MGT−v1_528 : 1430 unigenes, 90 (6.29%) taxonomically assigned

Calanus
finmarchicus

0/U
Sepiolidae

0/U
Ptychoderidae

0/U

Calanidae

0/U
Anura

0/U
Enteropneusta

Ptychoderidae

0/U Calanoida

Calanidae

0/U
Cyclopoida

0/U
Coccidia0/U

Actinopteri

0/U

Demospongiae

0/U
Enteropneusta

0/U
Gastropoda

0/U Maxillopoda

Calanoida Cyclopoida

0/U
Sagittoidea

Coccidia

0/U Metazoa

Actinopteri

Amphibia

Cephalopoda

Demospongiae

Echinoidea
Enteropneusta

GastropodaHydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

Sagittoidea

Eukaryota



MGT−v1_529 : 1424 unigenes, 294 (20.65%) taxonomically assigned

0/U

Caligidae
0/U

Diplostraca

0/U Calanoida

Calanidae

0/U Cyclopoida

Oithonidae
0/U

Harpacticoida

Caligidae

0/U

Cryptophyta
0/U

Dinophyceae

0/U

Anthozoa

0/U

Chilopoda

0/U

Echinoidea

0/U

Hydrozoa

0/U
Mammalia

0/U Maxillopoda

Calanoida Cyclopoida

Harpacticoida

0/U Eukaryota Cryptophyta Dinophyceae

0/U Metazoa

Anthozoa

Chilopoda

Echinoidea

Hydrozoa

Insecta

Mammalia

Maxillopoda

no

Class

0/U Eukaryota

Metazoa

Eukaryota



MGT−v1_530 : 1423 unigenes, 686 (48.21%) taxonomically assigned

0/U Calanus

Calanus finmarchicus

0/U Calanidae Calanus

0/U
Prymnesiales

0/U

Hypocreales

0/U
Passeriformes

0/U Calanoida

Calanidae

0/U Cyclopoida Oithonidae

0/U

Eukaryota

Prymnesiales

0/U

Dinophyceae

Hypocreales

0/U

Anthozoa

0/U

Arachnida

0/U Aves

Passeriformes
0/U

Echinoidea

0/U
Hydrozoa

0/U Insecta

Coleoptera Hymenoptera

0/U

Mammalia

0/U MaxillopodaCalanoida

Cyclopoida

0/U

Eukaryota

Dinophyceae

0/U Metazoa Anthozoa

Arachnida

Aves

Echinoidea

Hydrozoa

Insecta
Mammalia

Maxillopoda

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_531 : 1419 unigenes, 475 (33.47%) taxonomically assigned

0/U
Cionidae

0/U Oithona

Oithona
nana

0/U
Cionidae

Oithona

Strombidiidae

0/U
Tintinnida

Rhabdonellidae

0/U

Mucorales

0/U

Enterogona

Cionidae

0/U
Dinophyceae

0/U

Spirotrichea

Choreotrichida

Tintinnida Mucorales

0/U

Leotiomycetes

0/U
Actinopteri

Enterogona

0/U

Aves
0/U

Gastropoda

0/U
Mammalia

0/U

Maxillopoda

0/U

Viridiplantae

no

Order

0/U Eukaryota

Cryptophyta

Dinophyceae

Spirotrichea
0/U

Fungi

Leotiomycetes

0/U Metazoa

Actinopteri

Appendicularia

Ascidiacea

AvesGastropoda

Insecta

Mammalia

Maxillopoda

Polychaeta

0/U

Viridiplantae

0/U

Bacteria

0/U Eukaryota

Fungi

Metazoa

Viridiplantae Bacteria

Eukaryota



MGT−v1_532 : 1417 unigenes, 109 (7.69%) taxonomically assigned

0/U
Ceratiaceae

Neoceratium

0/U

Gonyaulacaceae

Alexandrium

0/U

Calanidae

0/U

Coccolithales

0/U
GonyaulacalesCeratiaceae

0/U Metazoa

Branchiostomidae

0/U
Bacilli

0/U Eukaryota

CoccolithalesPrymnesiales

0/U

Cryptophyta

0/U Dinophyceae

Gonyaulacales

Gymnodiniales

Suessiales

0/U

Agaricomycetes0/U

Actinopteri 0/U

Maxillopoda

0/U
Viridiplantae

Bacilli

0/U Eukaryota

CryptophytaDictyochophyceae

Dinophyceae

Agaricomycetes

0/U Metazoa

Actinopteri

Hydrozoa

Mammalia

Maxillopoda

0/U
Viridiplantae

Liliopsida

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_533 : 1410 unigenes, 198 (14.04%) taxonomically assigned

0/U Calanidae

Calanus

0/U Oithonidae

Oithona

0/U
Anthoathecata

0/U Calanoida Calanidae

0/U Cyclopoida

Oithonidae

0/U

Dinophyceae

0/U

Arachnida

0/U

Demospongiae

0/U

Enoplea

0/U

Enteropneusta

0/U

Gastropoda

0/U

Hirudinida

0/U
Hydrozoa

0/U
Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Polychaeta

0/U

Eukaryota

Dinophyceae

0/U Metazoa Arachnida

Demospongiae

Enoplea

Enteropneusta Gastropoda

Hirudinida

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_534 : 1405 unigenes, 67 (4.77%) taxonomically assigned

0/U

Symbiodinium

0/U

Paracyclopina

0/U
Oithonidae

0/U
Caligidae

0/U Metazoa

Branchiostomidae

0/U

Hemiptera

0/U Cyclopoida

CyclopettidaeOithonidae
0/U

Siphonostomatoida

0/U
Cytophagia

Suessiales Syndiniales

0/U

Enteropneusta

0/U

Hydrozoa

Hemiptera

0/U Maxillopoda

Calanoida

Cyclopoida

Siphonostomatoida

0/U
Bacteria

Cytophagia

0/U Eukaryota Dinophyceae

0/U Metazoa

Enteropneusta

Hydrozoa

Insecta

Maxillopoda

0/U
Viridiplantae

no
Class

0/U
Bacteria

0/U Eukaryota

Metazoa

Viridiplantae

Bacteria

Eukaryota

no

superKingdom



MGT−v1_535 : 1405 unigenes, 26 (1.85%) taxonomically assigned

0/U
Coccosphaerales

0/U
Rotaliida 0/U

Deltaproteobacteria

Coccosphaerales

Rotaliida

0/U Bacteria

Deltaproteobacteria

0/U Eukaryota

Chrysophyceae Dinophyceae Synurophyceae

0/U Metazoa Branchiopoda

0/U Eukaryota

Metazoa

Bacteria

Eukaryota

no superKingdom



MGT−v1_536 : 1404 unigenes, 1218 (86.75%) taxonomically assigned

0/U Synechococcus

0/U
Prochlorococcus

0/U
Viruses

0/U

Chroococcales

0/U Prochlorales

Prochlorococcaceae0/U Bacteria

Chroococcales

Prochlorales
0/U

Eukaryota

Caudovirales

0/U
Eukaryota

no
Class

0/U
Eukaryota

Metazoa

no

Kingdom

0/U
Viruses

Bacteria

Eukaryota

Viruses



MGT−v1_537 : 1404 unigenes, 791 (56.34%) taxonomically assigned

0/U
Schmidingerella

0/U

Theoperidae

0/U

Rhabdonellidae

Schmidingerella

0/U

Xystonellidae

Favella

0/U
Nassellaria

Theoperidae

Oxytrichidae

0/U Tintinnida

Rhabdonellidae

Xystonellidae

0/U
Polycystinea

Nassellaria0/U Spirotrichea

Tintinnida

0/U
Eukaryota

Polycystinea

SpirotricheaEukaryota



MGT−v1_538 : 1403 unigenes, 1178 (83.96%) taxonomically assigned

0/U Alteromonas
Alteromonas

macleodii

Alteromonas
mediterranea

0/U
Vibrio

Vibrio fluvialis

0/U Alteromonadaceae

Alteromonas

0/U Alteromonadales

Alteromonadaceae

Hahellaceae

0/U
Vibrionales

Vibrionaceae

0/U
Gammaproteobacteria

Alteromonadales

Thiotrichales

Vibrionales

0/U Bacteria Alphaproteobacteria

Gammaproteobacteria

0/U
Eukaryota

no

Kingdom

Bacteria

Eukaryota



MGT−v1_539 : 1400 unigenes, 1054 (75.29%) taxonomically assigned

0/U
Bacteria

0/U

Pelagophyceae

no
Species

Bolidomonas Lotharella

0/U
Bicosoecida

0/U

Isochrysidales
0/U

Prymnesiales

Prymnesiaceae

0/U

Oxyrrhinales

0/U
Bacilli

0/U Eukaryota

BicosoecidaChoanoflagellida IsochrysidalesPrymnesiales

0/U

Cryptophyta

0/U
Dictyochophyceae

0/U Dinophyceae

Oxyrrhinales

0/U

Hydrozoa

0/U
Bacteria

Bacilli

0/U Eukaryota

Cryptophyta

Dictyochophyceae

Dinophyceae

Oomycetes

Pelagophyceae

0/U

Fungi
Hydrozoa

Insecta

no

Class

0/U
Bacteria

0/U Eukaryota

FungiMetazoa Viridiplantae

Eukaryota



MGT−v1_540 : 1392 unigenes, 1239 (89.01%) taxonomically assigned

0/U Bacteria

Proteobacteria
bacterium JGI
0000113−E04

0/U Eukaryota

Bicosoecida Longamoebia

0/U
Cryptophyta

0/U
Labyrinthulomycetes

0/U

Oomycetes

0/U Fungi

0/U Bacteria

0/U Eukaryota

CryptophytaDinophyceae Labyrinthulomycetes Oomycetes

0/U Metazoa Actinopteri Insecta

0/U Eukaryota

FungiMetazoa Viridiplantae

Bacteria

Eukaryota

no

superKingdom



MGT−v1_541 : 1389 unigenes, 237 (17.06%) taxonomically assigned

0/U

Danaus

0/U Calanus

Calanus glacialis

0/U Calanidae Calanus

0/U

Enterogona

0/U

Haplosclerida

0/U Calanoida

Calanidae

0/U

Cryptophyta

0/U

Actinopteri

Haplosclerida

0/U

Hirudinida
0/U

Insecta

0/U MaxillopodaCalanoida

0/U

Eukaryota

Cryptophyta

0/U Metazoa Actinopteri

Hirudinida

Insecta

Maxillopoda

0/U

Eukaryota

Eukaryota



MGT−v1_542 : 1378 unigenes, 1022 (74.17%) taxonomically assigned

0/U Metazoa 0/U Insecta
0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae 0/U Calanus

0/U Metazoa 0/U Insecta
0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae Calanus

0/U Metazoa 0/U Insecta
0/U

Mammalia

0/U Maxillopoda

0/U Calanoida

Calanidae

0/U Metazoa 0/U Insecta
0/U

Mammalia

0/U MaxillopodaCalanoida

0/U

Fungi

0/U Metazoa Insecta
Mammalia

Maxillopoda

Fungi

Eukaryota



MGT−v1_543 : 1371 unigenes, 613 (44.71%) taxonomically assigned

0/U

Bacteria

0/U
Florenciella

0/U Eukaryota

BigelowiellaBolidomonas

Florenciella

0/U
Bicosoecida

0/U

Choanoflagellida 0/U

Eutreptiales

0/U

Isochrysidales0/U
Prymnesiales

0/U

Rotaliida

0/U

Bacillariales

0/U

Thalassiosirales

0/U

Gonyaulacales

0/U

Pelagomonadales 0/U
Chattonellales

Strombidiidae

0/U Metazoa

Stigonematales

0/U Eukaryota

BicosoecidaChoanoflagellida

Eutreptiales

Isochrysidales

Prymnesiales Rotaliida

Bacillariales

0/U

Colpodea

Thalassiosirales

0/U
Cryptophyta

0/U Dinophyceae

GonyaulacalesGymnodiniales

Noctilucales

0/U
Pelagophyceae

Pelagomonadales

0/U

Polycystinea

Chattonellales

0/U
Spirotrichea

0/U

Insecta

0/U

Liliopsida
0/U

Mamiellophyceae

0/U

Bacteria

0/U Eukaryota

Coccidia

Colpodea

Cryptophyta

Dictyochophyceae

Dinophyceae

Oomycetes

Pelagophyceae
Polycystinea

Spirotrichea

0/U
FungiInsecta

0/U Viridiplantae LiliopsidaMamiellophyceae

no
Class

0/U

Bacteria

0/U Eukaryota

FungiMetazoaViridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_544 : 1370 unigenes, 1340 (97.81%) taxonomically assigned

0/U

Alphaproteobacteria

alpha

proteobacterium

SCGC

AB−629−F11

alpha proteobacterium HIMB5

gamma

proteobacterium

SCGC

AAA076−D02

0/U PelagibacteraceaeCandidatus Pelagibacter

0/U Pelagibacterales

Pelagibacteraceae

0/U

Alphaproteobacteria

0/U Viruses

0/U Bacteria

Actinobacteria

Alphaproteobacteria

no
Class

0/U

Viruses

Bacteria
no

superKingdom

Viruses



MGT−v1_545 : 1366 unigenes, 1321 (96.71%) taxonomically assigned

0/U Bacteria

Chroococcales
no

Class

0/U

Eukaryota

Bacteria

Eukaryota



MGT−v1_546 : 1359 unigenes, 194 (14.28%) taxonomically assigned

gut
metagenome

no Species

0/U

Bacillales

0/U

Eutreptiales

0/U

Kinetoplastida

0/U
Rhabditida

0/U

Anthoathecata

0/U
Hemiptera

0/U
Lepidoptera

0/U
Capitellida

0/U Eukaryota Eutreptiales Kinetoplastida

0/U Actinopteri

Cypriniformes

0/U

Arachnida

0/U

Echinoidea

0/U
Hydrozoa

Anthoathecata
0/U Insecta

Hemiptera

Lepidoptera

0/U
Maxillopoda

0/U

Polychaeta

Capitellida

0/U

Bacteria
Bacilli

0/U Metazoa

Actinopteri

Arachnida

Chromadorea

EchinoideaHirudinida

Hydrozoa

Insecta

Malacostraca
Maxillopoda

Polychaeta

0/U

Viridiplantae
0/U Eukaryota

Metazoa

Viridiplantae

Bacteria

Eukaryota

no

superKingdom



MGT−v1_547 : 1357 unigenes, 941 (69.34%) taxonomically assigned

0/U
Leptocylindraceae

0/U

Rhizosoleniaceae

0/U
Metazoa

0/U Trichoplax

0/U
Leptocylindraceae

0/U

Rhizosoleniaceae

0/U
Metazoa

Trichoplax

0/U Rickettsiales

Leptocylindraceae

Rhizosoleniaceae

0/U
Peridiniales

0/U
Alphaproteobacteria

0/U

Bacilli

Naviculales

0/U
Coccidia

0/U

Dinophyceae

0/U

Mediophyceae

0/U Bacteria

Alphaproteobacteria

Bacilli

Gammaproteobacteria

0/U Eukaryota

Coccidia

Coscinodiscophyceae

Dinophyceae

Mediophyceae

Oomycetes

0/U

Fungi

0/U

Viridiplantae

Mamiellophyceae

0/U Eukaryota

FungiMetazoa Viridiplantae

Bacteria

Eukaryota

no superKingdom



MGT−v1_548 : 1354 unigenes, 129 (9.53%) taxonomically assigned

0/U Spadella

0/U

Gymnodiniales

0/U Metazoa

Branchiostomidae
0/U

Rhabditida

0/U

Dasyuromorphia

0/U

Actinopteri

0/U

Bivalvia

0/U

Chilopoda
0/U

Demospongiae

0/U
Echinoidea

0/U

Enteropneusta

0/U Mammalia

Dasyuromorphia

0/U
Maxillopoda

Coccidia

Dinophyceae

0/U Metazoa

Actinopteri Bivalvia

Chilopoda

Chromadorea

Demospongiae

Echinoidea

Enteropneusta

Hydrozoa

Insecta Mammalia

Maxillopoda

Sagittoidea

no

Class

0/U Eukaryota

Metazoa

Eukaryota



MGT−v1_549 : 1353 unigenes, 402 (29.71%) taxonomically assigned

0/U Synechococcus

Synechococcus
sp. CC9605

0/U

Acanthoeca

0/U
Eucyrtidium

0/U Chroococcales

Synechococcus

0/U

Coccolithales

0/U

Dictyosteliida

0/U
Gonyaulacales

0/U

Gymnodiniales

0/U

Peridiniales

Peridiniaceae

0/U

Primates
0/U

Viruses

0/U Bacteria

Chroococcales

Alteromonadales

Coccolithales

Dictyosteliida

0/U

Dictyochophyceae

Gonyaulacales

Gymnodiniales

Peridiniales

0/U
Labyrinthulomycetes

0/U

Oomycetes

0/U
Pelagophyceae

Pelagomonadales

0/U

Spirotrichea

Sporadotrichida

0/U Bacteria

0/U Eukaryota

CoscinodiscophyceaeDictyochophyceae

Dinophyceae
Labyrinthulomycetes

Oomycetes

Pelagophyceae

Polycystinea

Spirotrichea

0/U
Fungi

0/U

Metazoa

0/U
Viridiplantae

Mamiellophyceae

0/U Eukaryota

FungiMetazoaViridiplantae

Bacteria

Eukaryota

no superKingdom

Viruses



MGT−v1_550 : 1352 unigenes, 80 (5.92%) taxonomically assigned

0/U
Pelagodinium

0/U
Suessiaceae

Pelagodinium

0/U
Parazoanthidae 0/U

Verrucomicrobiales

0/U Suessiales Suessiaceae

0/U
Clostridia

0/U

Aconoidasida

0/U

Chrysophyceae

0/U Dinophyceae

Suessiales

0/U

Ustilaginomycetes

0/U Anthozoa

Zoantharia

0/U
Enteropneusta

0/U
Hydrozoa

0/U
Maxillopoda

0/U
Polychaeta

0/U Bacteria

Clostridia Verrucomicrobiae

0/U Eukaryota

AconoidasidaChrysophyceae

Dinophyceae

Ustilaginomycetes

0/U Metazoa

Anthozoa

Aves

Enteropneusta

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

0/U

Viridiplantae

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Bacteria

Eukaryota

no superKingdom



MGT−v1_551 : 1331 unigenes, 912 (68.52%) taxonomically assigned

0/U

Alexandrium

Alexandrium

tamarense

0/U
Gonyaulacales

Gonyaulacaceae

0/U Chrysophyceae

Chromulinales

0/U
Dinophyceae

Gymnodiniales

0/U
Oomycetes

0/U

Synurophyceae

0/U Eukaryota

Chrysophyceae

Dinophyceae Oomycetes

Synurophyceae

no

Class

Eukaryota



MGT−v1_552 : 1331 unigenes, 239 (17.96%) taxonomically assigned

0/U

Strombidiidae

Mnemiopsis

0/U

Nostocales

0/U

Chromatiales

0/U
Collodaria

0/U

Spirotrichea

Strombidiidae

0/U LobataBolinopsidae

0/U

Bacteria

Nostocales

0/U
Bacilli

0/U

Bacteroidia

0/U

Bangiophyceae

0/U

Dinophyceae

0/U

Polycystinea

Collodaria

0/U

Spirotrichea

0/U Metazoa

CydippidaLobata

0/U
Actinopteri

0/U

Anthozoa

0/U

Arachnida

0/U
Bivalvia

0/U

Chromadorea

0/U

Demospongiae

Haplosclerida

0/U
Echinoidea

0/U

Enteropneusta

0/U
Gastropoda

0/U
Mammalia

0/U
Polychaeta

0/U

Bacteria

Bacilli

Bacteroidia

0/U Eukaryota
Bangiophyceae

Dinophyceae

Oomycetes

Polycystinea

Spirotrichea

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Bivalvia

Chromadorea

Demospongiae

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta
no

Class

0/U

Bacteria

0/U Eukaryota

Metazoa

0/U
Viruses

Bacteria

Eukaryota

Viruses



MGT−v1_553 : 1318 unigenes, 103 (7.81%) taxonomically assigned

0/U
Aphididae

0/U Calanidae

Calanus

0/U

Enterogona

Calanidae
0/U

Eukaryota

0/U
Coccidia

0/U

Chromadorea

0/U
Echinoidea

0/U
Gastropoda

0/U

Hydrozoa

Hemiptera

0/U

Malacostraca

0/U Maxillopoda
Calanoida

Cyclopoida

0/U

Eukaryota

Coccidia

0/U Metazoa
Ascidiacea ChromadoreaEchinoidea

Gastropoda Hydrozoa

Insecta

Malacostraca

Maxillopoda

0/U

EukaryotaEukaryota



MGT−v1_554 : 1316 unigenes, 963 (73.18%) taxonomically assigned

0/U
Eukaryota

0/U Bacillariophyceae

0/U Bacillariales

0/U Bacillariaceae

0/U Pseudo−nitzschia

0/U
Eukaryota

0/U Bacillariophyceae

0/U Bacillariales

0/U Bacillariaceae

Pseudo−nitzschia

0/U
Eukaryota

0/U Bacillariophyceae

0/U BacillarialesBacillariaceae

0/U
Eukaryota

0/U Bacillariophyceae

Bacillariales

0/U
Eukaryota

Bacillariophyceae

Coscinodiscophyceae

Eukaryota



MGT−v1_555 : 1311 unigenes, 292 (22.27%) taxonomically assigned

0/U

Eukaryota

0/U

Decapoda

0/U
Actinopteri

0/U

Arachnida

0/U
Branchiopoda

0/U

Chilopoda

0/U
Chromadorea

0/U Echinoidea

Echinoida

0/U

Enteropneusta

0/U
Gastropoda

0/U

Hirudinida

0/U Hydrozoa

Anthoathecata
0/U Insecta

Diptera Lepidoptera

0/U
Malacostraca

Decapoda

0/U
Polychaeta

0/U Metazoa

Actinopteri

Arachnida

Branchiopoda Chilopoda

Chromadorea

Echinoidea Enteropneusta

Gastropoda

Hirudinida

Hydrozoa

Insecta

Malacostraca

Polychaeta

0/U

Viridiplantae

0/U

Eukaryota

Viridiplantae

Eukaryota



MGT−v1_556 : 1311 unigenes, 114 (8.70%) taxonomically assigned

0/U

Capitellidae 0/U

Leptothecata

0/U
Hemiptera

Capitellidae

0/U
Eukaryota

0/U
Arachnida

0/U

Ascidiacea
0/U

Demospongiae

0/U Echinoidea

Echinoida 0/U

Enteropneusta

0/U
Gastropoda

0/U
Hydrozoa

Leptothecata

0/U
Insecta

Hemiptera

0/U

Mammalia

0/U Polychaeta

Capitellida

0/U Metazoa

Actinopteri

Arachnida

Ascidiacea

Bivalvia

DemospongiaeEchinoidea

Enteropneusta

Gastropoda

Hydrozoa

Insecta

Mammalia

Polychaeta

0/U
Eukaryota

Eukaryota



MGT−v1_557 : 1305 unigenes, 840 (64.37%) taxonomically assigned

0/U

Oithona

0/U
Eukaryota

Bigelowiella

0/U

Calanidae

Calanus

Oithona

0/U
Calanoida

Calanidae

0/U Cyclopoida

Oithonidae

Caligidae

0/U

Dinophyceae

Gonyaulacales

0/U

Actinopteri

0/U
Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U
Eukaryota

Cryptophyta

Dinophyceae

0/U Metazoa

Actinopteri

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Eukaryota
Eukaryota



MGT−v1_558 : 1301 unigenes, 390 (29.98%) taxonomically assigned

0/U
Dinophyceae

0/U
Oomycetes

0/U
Polycystinea

0/U Collodaria

0/U Sphaerozoidae 0/U Collozoum

0/U Eucyrtidium

0/U
Dinophyceae

0/U
Oomycetes

0/U
Polycystinea

0/U Collodaria

0/U Sphaerozoidae Collozoum

Eucyrtidium

0/U
Dinophyceae

0/U
Oomycetes

0/U
Polycystinea

0/U Collodaria

Sphaerozoidae

Theoperidae

0/U
Dinophyceae

0/U
Oomycetes

0/U
Polycystinea

Collodaria

Nassellaria

0/U Eukaryota Dinophyceae

Oomycetes

Polycystinea

Eukaryota



MGT−v1_559 : 1289 unigenes, 1123 (87.12%) taxonomically assigned

0/U
Nassellaria

0/U Spirotrichea

0/U

Sporadotrichida

0/U
Oxytrichidae

0/U Tintinnida

0/U
Rhabdonellidae

0/U
Schmidingerella

0/U
Xystonellidae

0/U

Favella

0/U
Nassellaria

0/U Spirotrichea

0/U

Sporadotrichida

0/U
Oxytrichidae

0/U Tintinnida

0/U
Rhabdonellidae

Schmidingerella

0/U
Xystonellidae

Favella

0/U
Nassellaria

Theoperidae

0/U Spirotrichea

0/U

Sporadotrichida

Oxytrichidae

0/U Tintinnida

Rhabdonellidae

Xystonellidae

0/U Spirotrichea

Choreotrichida

Sporadotrichida

Tintinnida

Urostylida

0/U

Eukaryota

Polycystinea

Eukaryota



MGT−v1_560 : 1285 unigenes, 151 (11.75%) taxonomically assigned

0/U
Fangia

0/U

Rhodobacteraceae

0/U
Lithodesmiaceae

Ditylum

0/U

Theoperidae

0/U

Oxytrichidae

0/U
Rickettsiales

0/U Nassellaria

Theoperidae

Oxytrichidae

0/U
Rodentia

0/U

Cyclopoida

0/U Alphaproteobacteria

Rhodobacterales Rickettsiales

Coccolithales

0/U
Bacillariophyceae

0/U Dinophyceae

Gonyaulacales Gymnodiniales

0/U

Heterotrichea

0/U
Oligohymenophorea

0/U
Polycystinea

0/U Spirotrichea

Tintinnida

0/U

Actinopteri

0/U

Malacostraca

0/U

Mammalia

Rodentia
Cyclopoida

0/U Bacteria

Alphaproteobacteria

0/U Eukaryota Bacillariophyceae
Colpodea

Dinophyceae

Heterotrichea

Mediophyceae

Oligohymenophorea

Pelagophyceae

Polycystinea

Spirotrichea

0/U Metazoa
Actinopteri

Malacostraca

Mammalia
0/U

Viridiplantae

0/U Eukaryota

FungiMetazoa Viridiplantae

Bacteria

Eukaryota

no superKingdom



MGT−v1_561 : 1280 unigenes, 1251 (97.73%) taxonomically assigned

0/U Candidatus Pelagibacter

Candidatus Pelagibacter ubique

0/U PelagibacteraceaeCandidatus Pelagibacter

0/U Pelagibacterales

Pelagibacteraceae

0/U
Alphaproteobacteria

0/U Bacteria

Alphaproteobacteria
no

Class

0/U
Eukaryota

Bacteria

Eukaryota



MGT−v1_562 : 1268 unigenes, 101 (7.97%) taxonomically assigned

0/U Gastropoda

Aplysiidae

0/U
Calanoida

0/U
Ascidiacea

0/U Echinoidea

Echinoida
0/U Hydrozoa

Leptothecata

0/U
Insecta

0/U

Maxillopoda

Calanoida
0/U

Polychaeta

0/U
Fungi

0/U Metazoa

Actinopteri

Amphibia

Ascidiacea

BivalviaEchinoidea

Gastropoda

Hydrozoa

Insecta

Maxillopoda

Polychaeta

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_563 : 1267 unigenes, 1167 (92.11%) taxonomically assigned

0/U Alteromonadaceae

Alteromonas

0/U AlteromonadalesAlteromonadaceae

0/U Gammaproteobacteria

Alteromonadales

0/U Eukaryota

Choanoflagellida
Pedinellales

0/U

Nephroselmidophyceae
0/U Bacteria

Gammaproteobacteria

0/U Eukaryota

Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_564 : 1261 unigenes, 323 (25.61%) taxonomically assigned

0/U
Lotharella

0/U

Pyrodinium

0/U

Eukaryota

Lotharella

0/U Calanidae

Calanus

0/U Oithonidae

Oithona

0/U
Peridiniales

0/U
Tintinnida

0/U CalanoidaCalanidae

0/U Cyclopoida Oithonidae

0/U

Eukaryota

0/U

Cryptophyta

0/U

Dinophyceae

Gonyaulacales

Peridiniales

0/U

Demospongiae

0/U

Hydrozoa

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Eukaryota

Cryptophyta

Dinophyceae

Spirotrichea

0/U

Fungi

0/U Metazoa

Demospongiae

Echinoidea

Hydrozoa

Insecta

Maxillopoda

0/U

Viridiplantae

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_565 : 1259 unigenes, 393 (31.22%) taxonomically assigned

0/U Oithona Oithona nana

0/U

Calanidae

0/U Oithonidae

Oithona

0/U
Cyclopoida

Oithonidae
0/U

Maxillopoda

Calanoida

Cyclopoida

0/U

Trematoda

0/U Metazoa Insecta

Maxillopoda

Trematoda

Eukaryota



MGT−v1_566 : 1258 unigenes, 212 (16.85%) taxonomically assigned

0/U

Coscinodiscus

0/U
Calanus 0/U

Oithona

0/U

Coscinodiscaceae

Coscinodiscus

0/U
Thalassiosiraceae

0/U

Calanidae

Calanus

0/U

Bacillariales

0/U

Coscinodiscales0/U Thalassiosirales

Thalassiosiraceae

0/U
Nassellaria

0/U

Calanoida

0/U
Bacillariophyceae

Bacillariales

0/U Coscinodiscophyceae

Chaetocerotales

Coscinodiscales

Thalassiosirales

0/U

Dictyochophyceae

0/U

Fragilariophyceae

0/U
Mediophyceae

0/U

Pelagophyceae

0/U
Spirotrichea

0/U

Synurophyceae

0/U

Saccharomycetes

0/U

Anthozoa

0/U
Gastropoda

0/U

Mammalia

Calanoida Cyclopoida

0/U

Bacteria

0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

Dictyochophyceae

Dinophyceae Fragilariophyceae

Mediophyceae

Pelagophyceae

Polycystinea

Spirotrichea
Synurophyceae

0/U Metazoa
Anthozoa

Aves Gastropoda

Mammalia

Maxillopoda 0/U
Viridiplantae

no

Class

0/U

Bacteria

0/U Eukaryota

Fungi

Metazoa
Viridiplantae

Bacteria

Eukaryota



MGT−v1_567 : 1258 unigenes, 202 (16.06%) taxonomically assigned

0/U

Thalassiosira

0/U
Rickettsiaceae

0/U

Simkaniaceae

Thalassiosira

0/U
Chlamydiales

Parachlamydiaceae

Simkaniaceae

0/U
Naviculales

0/U Thalassiosirales

Thalassiosiraceae

0/U
Chlamydiia

Chlamydiales

0/U

Deltaproteobacteria

Bacillariales

Naviculales

0/U CoscinodiscophyceaeThalassiosirales

0/U

Fragilariophyceae

0/U
Spirotrichea

0/U Bacteria

Alphaproteobacteria

Chlamydiia

Deltaproteobacteria

0/U Eukaryota Bacillariophyceae

Coscinodiscophyceae

Fragilariophyceae

Spirotrichea

Bacteria

Eukaryota

no

superKingdom



MGT−v1_568 : 1250 unigenes, 67 (5.36%) taxonomically assigned

0/U
Gonyaulacaceae

0/U

Endodiniaceae

0/U Eukaryota

Vannellidae

0/U
Kinetoplastida

0/U
Prymnesiales

0/U
Gonyaulacales

Gonyaulacaceae
0/U

Gymnodiniales
Endodiniaceae

0/U

Prorocentrales

0/U

Suessiales

0/U Eukaryota

Kinetoplastida

Prymnesiales

0/U
Aconoidasida

0/U

Bacillariophyceae

0/U Dinophyceae

Gonyaulacales GymnodinialesPeridiniales Prorocentrales Suessiales

0/U Eukaryota

Aconoidasida

Bacillariophyceae

Cryptophyta

Dinophyceae

no

Class

0/U
Bacteria

0/U Eukaryota

Metazoa

Bacteria

Eukaryota



MGT−v1_569 : 1237 unigenes, 116 (9.38%) taxonomically assigned
0/U

Theoperidae

0/U Aplysiidae Aplysia

0/U
Ostreoida

0/U Echinoida

Strongylocentrotidae

0/U Gastropoda

Aplysiidae

0/U

Leptothecata

0/U
Demospongiae

0/U Echinoidea Echinoida

Leptothecata

Polycystinea

0/U Metazoa

Actinopteri

Bivalvia

Demospongiae

Echinoidea

Gastropoda

Hydrozoa

Insecta

0/U

Viridiplantae
0/U Eukaryota Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_570 : 1232 unigenes, 130 (10.55%) taxonomically assigned

0/U

Hymenoptera

0/U

Dinophyceae

0/U
Actinopteri

0/U
Anthozoa

0/U Echinoidea

Echinoida
0/U

Gastropoda

0/U
Hirudinida

0/U
Hydrozoa

0/U Insecta

Hymenoptera

0/U
Maxillopoda

Calanoida 0/U
Polychaeta

0/U
Eukaryota

Dinophyceae

0/U Metazoa

Actinopteri

Anthozoa

Echinoidea

Gastropoda

Hirudinida

Hydrozoa

Insecta

Maxillopoda

Polychaeta

0/U
Eukaryota

Eukaryota



MGT−v1_571 : 1227 unigenes, 113 (9.21%) taxonomically assigned

0/U

Calanus

0/U
Oithona

0/U
Oithonidae

Oithona

0/U
Gonyaulacales

Calanidae

0/U Cyclopoida Oithonidae

0/U

Siphonostomatoida

0/U

Dinophyceae

Gonyaulacales

0/U

Hydrozoa

0/U Maxillopoda

Calanoida

Cyclopoida

Siphonostomatoida 0/U
Eukaryota

Dinophyceae

0/U Metazoa

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U
Eukaryota

MetazoaEukaryota



MGT−v1_572 : 1223 unigenes, 922 (75.39%) taxonomically assigned

0/U

Bacteria

0/U
Gonyaulacaceae

Alexandrium 0/U
Gonyaulacales

0/U

Bacteria

0/U
Cryptophyta

0/U
Dinophyceae

Gonyaulacales

0/U

Labyrinthulomycetes

0/U
Oomycetes

0/U

Actinopteri

0/U
Aves

0/U

Mammalia 0/U Viridiplantae

0/U Eukaryota

Cryptophyta

Dinophyceae

Labyrinthulomycetes

Oomycetes

0/U
Fungi0/U Metazoa Actinopteri AvesMammalia

0/U

Bacteria

0/U Eukaryota

FungiMetazoa Viridiplantae

no

Kingdom

Bacteria

Eukaryota

no

superKingdom



MGT−v1_573 : 1223 unigenes, 248 (20.28%) taxonomically assigned

gamma
proteobacterium

BDW918

0/U

Chaetoceros

0/U

Chaetocerotaceae

0/U
Thalassiosiraceae

0/U Calanidae

Calanus

0/U

Oithonidae

0/U

Legionellales

0/U

Thiotrichales

0/U Chaetocerotales

Chaetocerotaceae 0/U Thalassiosirales

Thalassiosiraceae

0/U
Eupodiscales

0/U

Lithodesmiales

0/U Calanoida

0/U

Cyclopoida

Cellvibrionales

Legionellales

Thiotrichales

0/U

Bacillariophyceae

0/U Coscinodiscophyceae

Chaetocerotales

Corethrales

Thalassiosirales

0/U

Dinophyceae0/U
Fragilariophyceae 0/U

Mediophyceae

Eupodiscales Lithodesmiales

0/U

Spirotrichea

0/U

Hydrozoa

0/U
Insecta

0/U Maxillopoda
Calanoida

Cyclopoida

0/U
Bacteria

Planctomycetia

0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

Dinophyceae
Fragilariophyceae Mediophyceae

Spirotrichea

0/U Metazoa

HydrozoaInsecta

Maxillopoda

0/U
Bacteria

0/U Eukaryota

Metazoa
no

Kingdom

Bacteria

Eukaryota

no

superKingdom



MGT−v1_574 : 1222 unigenes, 1130 (92.47%) taxonomically assigned

0/U Eukaryota

0/U Bacillariophyceae

0/U Bacillariales

0/U Bacillariaceae

0/U Fragilariopsis
Fragilariopsis
kerguelensis

0/U
Coscinodiscophyceae

0/U Chaetocerotales

0/U Chaetocerotaceae

0/U Chaetoceros

Chaetoceros debilis

0/U

Corethrales

0/U

Spirotrichea

0/U Eukaryota

0/U Bacillariophyceae

0/U Bacillariales

0/U Bacillariaceae

Fragilariopsis

0/U
Coscinodiscophyceae

0/U Chaetocerotales

0/U Chaetocerotaceae

Chaetoceros

0/U

Corethrales

0/U

Spirotrichea

0/U Eukaryota

0/U Bacillariophyceae

0/U Bacillariales

Bacillariaceae

0/U
Coscinodiscophyceae

0/U Chaetocerotales

Chaetocerotaceae

0/U

Corethrales

0/U

Spirotrichea

Oxytrichidae

0/U Eukaryota

0/U Bacillariophyceae

Bacillariales

0/U
Coscinodiscophyceae

Chaetocerotales

Corethrales

0/U

Spirotrichea

0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

Spirotrichea

Eukaryota



MGT−v1_575 : 1219 unigenes, 813 (66.69%) taxonomically assigned

0/U

Protocruzia

0/U
Spirotrichea

Protocruzia

0/U Heterotrichida

Blepharismidae Fabreidae

0/U

Dinophyceae

0/U Heterotrichea Heterotrichida

0/U
Spirotrichea

0/U

Insecta

0/U Eukaryota

Dinophyceae

Heterotrichea

Spirotrichea

0/U Metazoa Aves Insecta

0/U Eukaryota

FungiMetazoa Viridiplantae

Eukaryota



MGT−v1_576 : 1215 unigenes, 1065 (87.65%) taxonomically assigned

0/U

Rhizobiales

0/U

Bacillales

Rhizobiales

Bacillales

0/U
Betaproteobacteria

0/U

Gammaproteobacteria

Oceanospirillales

0/U Bacteria

Alphaproteobacteria

Bacilli

Betaproteobacteria

Gammaproteobacteria

0/U

Eukaryota

Bacteria

Eukaryota

no superKingdom



MGT−v1_577 : 1207 unigenes, 115 (9.53%) taxonomically assigned

0/U Calanidae

Calanus

0/U
Metridinidae

0/U Calanoida
Calanidae

Metridinidae
0/U

Anthozoa

0/U Hydrozoa

Anthoathecata
0/U

Mammalia

0/U Maxillopoda

Calanoida

0/U Metazoa

Anthozoa

Hydrozoa

Insecta

Mammalia

Maxillopoda

no

Class

0/U Eukaryota

Metazoa
Eukaryota



MGT−v1_578 : 1197 unigenes, 275 (22.97%) taxonomically assigned

0/U Aplysia

Aplysia
californica

0/U

Edwardsiidae

0/U

Harrimaniidae

0/U Aplysiidae Aplysia

0/U
Enteropneusta

Harrimaniidae

0/U Gastropoda

Aplysiidae

0/U
Anthozoa

Actiniaria
0/U

Bivalvia

Ostreoida

0/U Echinoidea

Echinoida 0/U
Enteropneusta

0/U Hydrozoa

Leptothecata 0/U
Insecta

0/U

Mammalia

0/U

Maxillopoda

0/U

Eukaryota

0/U
Fungi

0/U Metazoa

Actinopteri

AnthozoaBivalvia

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_579 : 1194 unigenes, 1025 (85.85%) taxonomically assigned

0/U Metazoa 0/U Insecta

0/U Maxillopoda

0/U Calanoida

0/U Calanidae 0/U Calanus

Calanus finmarchicus 0/U Cyclopoida 0/U Oithona

0/U Metazoa 0/U Insecta

0/U Maxillopoda

0/U Calanoida

0/U Calanidae Calanus

0/U Cyclopoida Oithona

0/U Metazoa 0/U Insecta

0/U Maxillopoda

0/U Calanoida

Calanidae

0/U Cyclopoida Oithonidae

0/U Metazoa 0/U Insecta

0/U MaxillopodaCalanoida

Cyclopoida

0/U Metazoa Insecta

Maxillopoda

Eukaryota



MGT−v1_580 : 1189 unigenes, 1117 (93.94%) taxonomically assigned
Proteobacteria

bacterium JGI

0000113−E04

0/U

Flavobacteriia

uncultured
Flavobacteriia

bacterium

0/U Flavobacteriales

Flavobacteriaceae

0/U

Flavobacteriia

0/U Bacteria

Flavobacteriia

no

Class

Bacteria



MGT−v1_581 : 1188 unigenes, 7 (0.59%) taxonomically assigned

0/U Eukaryota

Rotaliida

0/U Eukaryota

Oligohymenophorea

0/U Metazoa

Insecta0/U Eukaryota

Metazoa

Viridiplantae

Eukaryota



MGT−v1_582 : 1187 unigenes, 921 (77.59%) taxonomically assigned

uncultured

bacterium
A1Q1_fos_962

Verrucomicrobia

bacterium

SCGC

AAA164−E04

marine sediment

metagenome

no Species

0/U Planctomycetales

Planctomycetaceae

Rhizobiales
0/U

Gammaproteobacteria

0/U PlanctomycetiaPlanctomycetales

0/U Bacteria

Actinobacteria

Gammaproteobacteria

Planctomycetia

0/U
Eukaryota

Metazoa

Bacteria

Eukaryota

no

superKingdom



MGT−v1_583 : 1185 unigenes, 953 (80.42%) taxonomically assigned

0/U Eukaryota

0/U
Coccolithales

0/U

Coccosphaerales

0/U Pontosphaeraceae

0/U Isochrysidales

0/U Phaeocystales

0/U Prymnesiales

0/U Eukaryota

0/U
Coccolithales

0/U

Coccosphaerales

Pontosphaeraceae

0/U Isochrysidales

0/U Phaeocystales

0/U Prymnesiales

Haptolina

0/U Eukaryota

0/U
Coccolithales

0/U

Coccosphaerales

0/U Isochrysidales

0/U Phaeocystales

0/U Prymnesiales

0/U Eukaryota

Coccolithales Coccosphaerales

Isochrysidales

Phaeocystales

Prymnesiales

Eukaryota



MGT−v1_584 : 1175 unigenes, 150 (12.77%) taxonomically assigned

Chromerida sp. RM11

0/U

Capitellidae

0/U

Nostocales

0/U

Desulfovibrionales

0/U

Gonyaulacales

0/U

Gymnodiniales

0/U

Oxyrrhinales

0/U
Suessiales

0/U

Actiniaria

0/U

Leptothecata

0/U
Bacteria

Nostocales

Desulfovibrionales

0/U

Gammaproteobacteria

0/U Eukaryota

Kinetoplastida Prymnesiales

0/U Dinophyceae

Gonyaulacales

Gymnodiniales

Oxyrrhinales

Suessiales

0/U

Appendicularia

0/U
Arachnida

0/U
Aves

0/U

Branchiopoda

0/U

Chromadorea

0/U Hydrozoa

Leptothecata

0/U Maxillopoda

Cyclopoida

0/U
Bacteria

Deltaproteobacteria

Gammaproteobacteria

0/U EukaryotaDinophyceae

Spirotrichea

0/U

Fungi

0/U Metazoa

Anthozoa

Appendicularia

Arachnida

Aves

Branchiopoda

Chromadorea
Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

0/U
Archaea

0/U
Bacteria

0/U Eukaryota Fungi

Metazoa

Archaea

Bacteria

Eukaryota

no
superKingdom



MGT−v1_585 : 1175 unigenes, 157 (13.36%) taxonomically assigned

0/U

Collozoum

0/U Calanus

Calanus finmarchicus

Collozoum

0/U
Cionidae

0/U Calanidae Calanus 0/U Collodaria

0/U

Nassellaria

0/U Calanoida

Calanidae

0/U
Cryptophyta

0/U

Dinophyceae

0/U Polycystinea

Collodaria

Nassellaria

0/U

Ascidiacea

Enterogona

0/U

Echinoidea

0/U

Hydrozoa

0/U
Insecta

0/U Maxillopoda

Calanoida

0/U Eukaryota

Cryptophyta

Dinophyceae

Polycystinea

Eurotiomycetes Sordariomycetes

0/U Metazoa

Ascidiacea

Echinoidea

Gastropoda

Hydrozoa

Insecta

Maxillopoda

0/U Eukaryota

Fungi

Metazoa Eukaryota



MGT−v1_586 : 1169 unigenes, 325 (27.80%) taxonomically assigned

0/U Metazoa

0/U Insecta

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

0/U Calanus

0/U Cyclopoida

0/U Oithonidae

0/U Oithona
Oithona

nana

0/U Metazoa

0/U Insecta

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

Calanus

0/U Cyclopoida

0/U Oithonidae

Oithona

0/U Metazoa

0/U Insecta

0/U Maxillopoda

0/U CalanoidaCalanidae

0/U Cyclopoida

Oithonidae

0/U Metazoa

0/U Insecta

0/U Maxillopoda

Calanoida

Cyclopoida

0/U Metazoa

Hydrozoa

Insecta

Maxillopoda

Eukaryota



MGT−v1_587 : 1168 unigenes, 1120 (95.89%) taxonomically assigned

0/U MarinobacteriumMarinobacterium litorale

0/U

Alteromonadaceae
0/U Gammaproteobacteria Alteromonadales

Chromatiales Enterobacteriales

Oceanospirillales

GammaproteobacteriaBacteria



MGT−v1_588 : 1161 unigenes, 69 (5.94%) taxonomically assigned

0/U Leptothecata

Campanulariidae

0/U

Raphidophyceae

0/U Metazoa

Petromyzontiformes

0/U
Actinopteri

0/U

Echinoidea

0/U
Enteropneusta

0/U Hydrozoa

Anthoathecata

Leptothecata

0/U
Maxillopoda

0/U
Polychaeta 0/U

Liliopsida

0/U

Eukaryota

Raphidophyceae

0/U Metazoa

Actinopteri

Anthozoa

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

Insecta Maxillopoda

Polychaeta

0/U

Eukaryota

Viridiplantae

Eukaryota



MGT−v1_589 : 1158 unigenes, 133 (11.49%) taxonomically assigned

0/U

Spadella

0/U

Bacillales

0/U Eukaryota

0/U Metazoa

Branchiostomidae

0/U
Bacilli

Bacillales

0/U

Flavobacteriia

0/U
Pelagophyceae

0/U

Raphidophyceae

0/U

Anthozoa

0/U

Echinoidea

0/U

Gastropoda

0/U
Hirudinida

0/U Insecta

Hymenoptera

0/U

Bacteria

Bacilli

Clostridia

Flavobacteriia

Pelagophyceae

Raphidophyceae
0/U

Fungi

0/U Metazoa
Actinopteri

Anthozoa Echinoidea

Gastropoda

Hirudinida

Hydrozoa

Insecta

Maxillopoda Sagittoidea

no
Class

0/U

Bacteria

0/U Eukaryota Fungi

Metazoa
Bacteria

Eukaryota

no
superKingdom



MGT−v1_590 : 1157 unigenes, 111 (9.59%) taxonomically assigned

0/U
Sagitta

0/U Spadella

Spadella
cephaloptera0/U Metazoa

Branchiostomidae

Sagittidae

0/U

Coscinodiscophyceae

0/U

Pelagophyceae

0/U
Actinopteri

0/U
Aves

0/U
Demospongiae

0/U
Echinoidea

0/U

Hydrozoa

0/U
Mammalia

0/U
Maxillopoda

0/U Eukaryota
Coscinodiscophyceae

Pelagophyceae

0/U Metazoa

Actinopteri

Aves

Bivalvia

Demospongiae

Echinoidea Hydrozoa

Insecta

Mammalia

Maxillopoda

Sagittoidea

0/U Eukaryota

Metazoa

Eukaryota



MGT−v1_591 : 1154 unigenes, 76 (6.59%) taxonomically assigned

0/U Metazoa

Branchiostomidae

0/U
Haplosclerida

0/U

Anthoathecata

0/U
Coleoptera

0/U
Hemiptera

0/U

Agaricomycetes

0/U Hydrozoa

AnthoathecataLeptothecata

0/U Insecta

Coleoptera

Hemiptera
0/U

Mammalia
0/U

Polychaeta

0/U Metazoa

Anthozoa Demospongiae

Hydrozoa

Insecta Mammalia Polychaeta

0/U
Eukaryota

Fungi

Eukaryota



MGT−v1_592 : 1153 unigenes, 132 (11.45%) taxonomically assigned

0/U

Odontella

0/U
Lobata

0/U

Testudines

0/U
Actiniaria

0/U

Haplosclerida

0/U

Anthoathecata

0/U

Leptothecata 0/U

Dinophyceae

Lobata

Testudines

0/U

Arachnida

0/U
Bivalvia

0/U

Chromadorea

0/U
Enteropneusta

0/U
Hydrozoa

Anthoathecata

Leptothecata

0/U
Maxillopoda

0/U

Polychaeta

0/U

Eukaryota

Dinophyceae

Mediophyceae

0/U
Fungi

0/U Metazoa

Actinopteri

Anthozoa Arachnida

Bivalvia

Chromadorea

Demospongiae

Echinoidea
Enteropneusta

Gastropoda

Hirudinida

Hydrozoa

Insecta

Maxillopoda

Polychaeta

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_593 : 1147 unigenes, 1040 (90.67%) taxonomically assigned

0/U Oikopleuridae

Oikopleura

0/U AppendiculariaOikopleuridae

0/U
Ascidiacea

0/U
Hydrozoa

0/U

Mammalia

0/U Metazoa

Appendicularia

Ascidiacea

Hydrozoa

Mammalia

Eukaryota



MGT−v1_594 : 1146 unigenes, 423 (36.91%) taxonomically assigned

0/U
Coccolithales

0/U Coccolithaceae

0/U

Isochrysidales

0/U

Isochrysidaceae

0/U

Pavlovales

0/U
Phaeocystales

0/U Prymnesiales

0/U
Chrysochromulinaceae

0/U
Prymnesiaceae

0/U Haptolina

0/U

Gonyaulacales

0/U

Kareniaceae

0/U
Coccolithales

0/U Coccolithaceae

0/U

Isochrysidales

0/U

Isochrysidaceae

0/U

Pavlovales

0/U
Phaeocystales

0/U Prymnesiales

0/U
Chrysochromulinaceae

0/U
Prymnesiaceae

Haptolina

0/U

Gonyaulacales

0/U

Kareniaceae

0/U
Coccolithales

Coccolithaceae

0/U

Isochrysidales

Isochrysidaceae

0/U

Pavlovales

0/U
Phaeocystales

0/U Prymnesiales

Chrysochromulinaceae

Prymnesiaceae

0/U

Gonyaulacales

0/U Eukaryota
Coccolithales

Isochrysidales

Pavlovales

Phaeocystales

Prymnesiales

0/U Dinophyceae Gonyaulacales Gymnodiniales Suessiales

0/U Eukaryota

Cryptophyta DictyochophyceaeDinophyceae

Eukaryota



MGT−v1_595 : 1141 unigenes, 88 (7.71%) taxonomically assigned

0/U

Beloniformes

0/U

Passeriformes

Beloniformes

Passeriformes

0/U

Chromadorea

0/U

Echinoidea
0/U

Enteropneusta

0/U
Gastropoda

0/U Maxillopoda

Calanoida

0/U Metazoa

Actinopteri

Aves

Chromadorea

Echinoidea Enteropneusta

GastropodaHydrozoa

Insecta

MaxillopodaPolychaeta

no
Class

0/U

Bacteria

0/U Eukaryota

Metazoa

Bacteria

Eukaryota



MGT−v1_596 : 1137 unigenes, 533 (46.88%) taxonomically assigned

0/U

Fungi

0/U Metazoa 0/U Insecta
0/U

Diptera

0/U Maxillopoda

0/U Calanoida

0/U Calanidae 0/U Calanus

0/U

Fungi

0/U Metazoa 0/U Insecta
0/U

Diptera

0/U Maxillopoda

0/U Calanoida

0/U Calanidae Calanus

0/U

Fungi

0/U Metazoa 0/U Insecta
0/U

Diptera

0/U Maxillopoda

0/U Calanoida

Calanidae

0/U

Fungi

0/U Metazoa 0/U Insecta
Diptera

0/U MaxillopodaCalanoida

0/U

Fungi

0/U Metazoa Insecta

Maxillopoda

Fungi

Eukaryota



MGT−v1_597 : 1133 unigenes, 162 (14.30%) taxonomically assigned

0/U

Bigelowiella0/U Eukaryota Bigelowiella

0/U

Calanidae

0/U Metazoa

Branchiostomidae

0/U
Echinoida

0/U
Calanoida

Calanidae

0/U
Cryptophyta

0/U
Actinopteri

0/U

Anthozoa

0/U

Ascidiacea

0/U
Bivalvia

0/U Echinoidea Echinoida

0/U
Enteropneusta

0/U
Gastropoda

0/U

Hirudinida

0/U Hydrozoa

Leptothecata

0/U Maxillopoda

Calanoida

0/U
Polychaeta

Cryptophyta

0/U Metazoa

Actinopteri

Anthozoa

Ascidiacea

Bivalvia

Echinoidea

Enteropneusta

Gastropoda
Hirudinida

Hydrozoa

Insecta

Maxillopoda

Polychaeta

0/U Eukaryota

Metazoa

Eukaryota



MGT−v1_598 : 1132 unigenes, 324 (28.62%) taxonomically assigned

0/U
Eukaryota

0/U
Prymnesiales

0/U
Chrysophyceae

0/U

Coscinodiscophyceae

0/U

Thalassiosirales

0/U

Thalassiosira

0/U Dinophyceae

0/U

Dinophysiales

0/U

Dinophysiaceae

0/U
Gonyaulacales

0/U

Neoceratium

0/U
Gonyaulacaceae

0/U
Gymnodiniales

0/U
Peridiniales

0/U Prorocentrales0/U Prorocentraceae

0/U Prorocentrum

Prorocentrum minimum

0/U Suessiales

0/U
Eukaryota

0/U
Prymnesiales

0/U
Chrysophyceae

0/U

Coscinodiscophyceae

0/U

Thalassiosirales

Thalassiosira

0/U Dinophyceae

0/U

Dinophysiales

0/U

Dinophysiaceae

0/U
Gonyaulacales

Neoceratium
0/U

Gonyaulacaceae

0/U
Gymnodiniales

0/U
Peridiniales

0/U Prorocentrales0/U Prorocentraceae Prorocentrum

0/U Suessiales

0/U
Eukaryota

0/U
Prymnesiales

0/U
Chrysophyceae

0/U

Coscinodiscophyceae

0/U

Thalassiosirales

Thalassiosiraceae

0/U Dinophyceae

0/U

Dinophysiales

Dinophysiaceae

0/U
Gonyaulacales

CeratiaceaeGonyaulacaceae

0/U
Gymnodiniales

0/U
Peridiniales

0/U ProrocentralesProrocentraceae

0/U Suessiales

0/U
Eukaryota

Prymnesiales

0/U
Chrysophyceae

0/U

Coscinodiscophyceae

Thalassiosirales

0/U Dinophyceae

Dinophysiales

Gonyaulacales

Gymnodiniales

Peridiniales

Prorocentrales

Suessiales

0/U
Eukaryota

Chrysophyceae

Coscinodiscophyceae

DinophyceaeEukaryota



MGT−v1_599 : 1129 unigenes, 648 (57.40%) taxonomically assigned

0/U Eukaryota 0/U

Mucorales

0/U Appendicularia

Oikopleuridae

0/U

Dinophyceae

Mucorales

0/U

Actinopteri

0/U

Arachnida

0/U

Chilopoda

0/U
Chromadorea 0/U

Hirudinida

0/U
Hydrozoa

0/U
Mammalia

0/U
Bacteria

Dinophyceae
0/U

Fungi

0/U Metazoa

Actinopteri

Anthozoa

Appendicularia

Arachnida

Ascidiacea

Chilopoda

Chromadorea
Hirudinida

Hydrozoa

Insecta

Mammalia

Maxillopoda

no

Class

0/U
Bacteria

0/U Eukaryota

Fungi

Metazoa

Eukaryota



MGT−v1_600 : 1129 unigenes, 909 (80.51%) taxonomically assigned

Choanoflagellida Kinetoplastida RotaliidaTrichomonadida

0/U Chrysophyceae

Chromulinales

0/U

Cryptophyta

0/U
Dinophyceae

Synurales

0/U EukaryotaChrysophyceae

Cryptophyta
DinophyceaeSynurophyceae

Eukaryota



MGT−v1_601 : 1128 unigenes, 93 (8.24%) taxonomically assigned

0/U Calanidae Calanus

0/U Calanoida

Calanidae

0/U
Eukaryota

0/U

Dinophyceae

0/U Aves

Passeriformes
0/U

Hydrozoa

0/U Insecta

Diptera

0/U
Mammalia

0/U MaxillopodaCalanoida

0/U
Eukaryota

Dinophyceae

0/U Metazoa Aves

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U
Eukaryota

Fungi

Eukaryota



MGT−v1_602 : 1125 unigenes, 98 (8.71%) taxonomically assigned

0/U

Bolidomonas

0/U

Eukaryota

Bolidomonas

Branchiostomidae

0/U Calanoida

Calanidae

0/U

Agaricomycetes

0/U
Arachnida

0/U
Bivalvia

0/U

Gastropoda

0/U

Mammalia

0/U Maxillopoda

Calanoida Cyclopoida

0/U Metazoa

Actinopteri

Arachnida

Ascidiacea

Bivalvia

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_603 : 1123 unigenes, 69 (6.14%) taxonomically assigned

0/U
Choanoflagellida

0/U
Dinophysiales

0/U
Gonyaulacales

0/U
Gymnodiniales

0/U

Negativicutes

0/U Eukaryota

Choanoflagellida

Prymnesiales

0/U

Coscinodiscophyceae

0/U
Cryptophyta0/U

Dictyochophyceae

Florenciellales

0/U
Dinophyceae

Dinophysiales

Gonyaulacales

Gymnodiniales

0/U

Labyrinthulomycetes

0/U Bacteria

Negativicutes

0/U Eukaryota

Coscinodiscophyceae

CryptophytaDictyochophyceaeDinophyceae

Labyrinthulomycetes

Oomycetes

Pelagophyceae

0/U Eukaryota

Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_604 : 1121 unigenes, 1068 (95.27%) taxonomically assigned

0/U Pelagomonas

Pelagomonas calceolata

0/U

Pelagomonadales

0/U Pelagophyceae

Pelagomonadales
Eukaryota



MGT−v1_605 : 1121 unigenes, 1093 (97.50%) taxonomically assigned

0/U Bacteria
uncultured
bacterium

0/U Pelagibacteraceae Candidatus Pelagibacter

0/U Pelagibacterales

Pelagibacteraceae

0/U

Alphaproteobacteria

0/U Bacteria

Alphaproteobacteria
no

Kingdom
Bacteria

Eukaryota



MGT−v1_606 : 1112 unigenes, 90 (8.09%) taxonomically assigned

0/U

Collodaria

0/U

Echinoida

0/U
Calanoida

0/U

Cyclopoida

0/U

Actinopteri

0/U
Anthozoa

0/U

Echinoidea

0/U
Enoplea

0/U

Enteropneusta

0/U
Gastropoda

0/U
Mammalia

0/U Maxillopoda

Calanoida Cyclopoida

0/U

Eukaryota

Polycystinea

0/U Metazoa

Actinopteri

Anthozoa

Echinoidea

Enoplea

Enteropneusta Gastropoda

HydrozoaInsecta

Mammalia

Maxillopoda

0/U

Eukaryota
Eukaryota



MGT−v1_607 : 1109 unigenes, 88 (7.94%) taxonomically assigned

0/U
Calanoida

0/U
Capitellida

0/U Actinopteri

Beloniformes

0/U
Ascidiacea

0/U
Chromadorea

0/U
Demospongiae

0/U
Enteropneusta

0/U
Hydrozoa 0/U

Mammalia

0/U

Trematoda

0/U Metazoa

Actinopteri Ascidiacea

Bivalvia
Chromadorea

Demospongiae

Echinoidea Enteropneusta

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

Trematoda

Eukaryota



MGT−v1_608 : 1107 unigenes, 852 (76.96%) taxonomically assigned
0/U

Synechococcus

alpha proteobacterium LLX12A0/U

Sphingobium

Sphingobium

japonicum

0/U

Sphingomonas

Sphingomonas

melonis

0/U
Caulobacteraceae

Caulobacter

0/U Sphingomonadaceae

Sphingobium

Sphingomonas

0/U
Legionellaceae

Legionella

0/U
Sphingomonadales

0/U

Burkholderiales

Legionellaceae

0/U Bacteria

Chroococcales

0/U

Alphaproteobacteria

Caulobacterales

Rhizobiales

Sphingomonadales

Burkholderiales

0/U

Gammaproteobacteria

Oceanospirillales Xanthomonadales

0/U
Chrysophyceae

Chromulinales

0/U

Synurophyceae

0/U

Mammalia

0/U Bacteria

Alphaproteobacteria

Clostridia

Gammaproteobacteria

0/U Eukaryota

Chrysophyceae

Synurophyceae0/U Eukaryota

FungiMetazoa

Bacteria

Eukaryota

no superKingdom



MGT−v1_609 : 1106 unigenes, 799 (72.24%) taxonomically assigned

0/U
Gordonia

0/U

Martelella

0/U

Tistrella

Tistrella

mobilis

0/U
Gordoniaceae

Gordonia
0/U Mycobacteriaceae

Mycobacterium

Martelella

0/U

Phyllobacteriaceae
0/U

Rhizobiaceae

Celeribacter Labrenzia

TistrellaSalinicoccus

0/U

Actinomycetales

0/U Corynebacteriales

Gordoniaceae

Mycobacteriaceae

0/U Rhizobiales

Phyllobacteriaceae Rhizobiaceae

0/U

Bacillales

0/U
Bicosoecida

0/U

Actinobacteria

Actinomycetales

Micrococcales

0/U Alphaproteobacteria

Rhizobiales

Rhodobacterales
Rhodospirillales

0/U Eukaryota

Bicosoecida

0/U
Dinophyceae

0/U

Dothideomycetes

0/U Bacteria

Actinobacteria

Alphaproteobacteria

Bacilli

Flavobacteriia

Planctomycetia

0/U Eukaryota

Dinophyceae

0/U
Fungi

Dothideomycetes

0/U Eukaryota

Fungi

Metazoa Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_610 : 1104 unigenes, 94 (8.51%) taxonomically assigned

0/U
Spadella

0/U

Dictyosteliida

0/U

Phragmophora

Dictyosteliida

0/U

Saccharomycetes

0/U
Actinopteri

0/U

Appendicularia

0/U

Arachnida

0/U
Chilopoda

0/U
Chromadorea

0/U
Echinoidea

0/U

Enteropneusta

0/U

Gastropoda0/U
Mammalia

Saccharomycetes

0/U Metazoa

Actinopteri

Anthozoa

Appendicularia

Arachnida

Aves

Chilopoda

Chromadorea

Echinoidea

Enteropneusta

Gastropoda Hydrozoa

Insecta

Mammalia

Maxillopoda

Sagittoidea

no

Class

0/U

Bacteria0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Bacteria

Eukaryota



MGT−v1_611 : 1103 unigenes, 902 (81.78%) taxonomically assigned

0/U

Bacteria

0/U Eukaryota

Dinophyceae Oomycetes

no

Class

0/U

Bacteria
Bacteria

Eukaryota



MGT−v1_612 : 1086 unigenes, 111 (10.22%) taxonomically assigned

0/U
Cionidae

0/U Actinopteri

Pomacentridae

0/U
Actiniaria

0/U
Enterogona

0/U
Echinoida

0/U
Calanoida

0/U Anthozoa Actiniaria

0/U

Ascidiacea

0/U
Aves

0/U Echinoidea

Echinoida

0/U
Enteropneusta

0/U Hydrozoa

Leptothecata

0/U
Polychaeta

0/U Metazoa

Actinopteri
Anthozoa

Ascidiacea

Aves

Echinoidea

Enteropneusta

Hydrozoa

Insecta

Maxillopoda

Polychaeta

0/U
EukaryotaEukaryota



MGT−v1_613 : 1085 unigenes, 50 (4.61%) taxonomically assigned

0/U

Diptera 0/U
Branchiopoda

0/U
Echinoidea

Diptera

0/U Maxillopoda

Calanoida

0/U Metazoa

Branchiopoda Echinoidea

Hydrozoa

Insecta

Maxillopoda

0/U

EukaryotaEukaryota



MGT−v1_614 : 1082 unigenes, 128 (11.83%) taxonomically assigned

0/U
Echinoida

0/U
Actinopteri

0/U
Chromadorea

0/U Echinoidea

Echinoida

0/U
Enteropneusta

0/U
Gastropoda

0/U
Hirudinida

0/U Hydrozoa

Leptothecata

0/U
Maxillopoda

0/U
Polychaeta

0/U
Trematoda

0/U Metazoa

Actinopteri

Bivalvia Chromadorea

Demospongiae

Echinoidea

Enteropneusta

Gastropoda

Hirudinida

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

Trematoda

0/U
EukaryotaEukaryota



MGT−v1_615 : 1080 unigenes, 775 (71.76%) taxonomically assigned

0/U
Aureococcus

0/U Pelagomonas

Pelagomonas
calceolata

0/U Pelagomonadales

Aureococcus

Pelagomonas

0/U Pelagophyceae

Pelagomonadales

Eukaryota



MGT−v1_616 : 1077 unigenes, 149 (13.83%) taxonomically assigned

Pelagophyceae

sp. CCMP2097

0/U
Prymnesiales

0/U

Peridiniales

0/U

Diplostraca

0/U Eukaryota

Prymnesiales

0/U Dinophyceae

Gonyaulacales

Gymnodiniales

Peridiniales

Suessiales 0/U

Pelagophyceae

0/U
Appendicularia

0/U

Chromadorea

0/U
Hydrozoa

0/U
Insecta

0/U

Maxillopoda
0/U

Mamiellophyceae

0/U Eukaryota

Dinophyceae

Pelagophyceae

0/U
Metazoa

Appendicularia Branchiopoda Hydrozoa Insecta Maxillopoda
0/U

Viridiplantae

no

Class

0/U Eukaryota

Metazoa Viridiplantae

Eukaryota



MGT−v1_617 : 1077 unigenes, 658 (61.10%) taxonomically assigned

0/U Bacteria

Proteobacteria

bacterium JGI

0000113−L05

Proteobacteria
bacterium JGI
0000113−P07

0/U

Pelagomonas

Pelagomonas

calceolata

marine sediment
metagenome

no Species

0/U Viruses 0/U

Pelagomonadales

0/U Caudovirales

Myoviridae

0/U

Actinobacteria

0/U

Alphaproteobacteria

0/U

Bacilli

Isochrysidales

0/U
Maxillopoda

0/U Viruses

Caudovirales

0/U Bacteria

Actinobacteria

Alphaproteobacteria

Bacilli

0/U
Eukaryota

Dinophyceae

Pelagophyceae

0/U

Metazoa

Maxillopoda

0/U

Viridiplantae

Metazoa

Viridiplantae

Bacteria

Eukaryota

no superKingdom

Viruses



MGT−v1_618 : 1077 unigenes, 971 (90.16%) taxonomically assigned

0/U Nitrosopumilaceae

0/U Nitrosopumilus

0/U
Nitrospinaceae

0/U
Nitrospina

marine sediment

metagenome

0/U Nitrosopumilaceae

Nitrosopumilus

0/U
Nitrospinaceae

Nitrospina

0/U

Nitrosopumilales

0/U
Nitrospinales

Nitrospinaceae

0/U Archaea

Nitrosopumilales

0/U Nitrospinia

Nitrospinales

0/U

Nitrospira

0/U Bacteria

Alphaproteobacteria

Nitrospinia

Archaea

Bacteria

no
superKingdom



MGT−v1_619 : 1072 unigenes, 104 (9.70%) taxonomically assigned

0/U Moronidae Dicentrarchus

0/U

Anguillidae

0/U

Characidae

0/U
Cichlidae

0/U

Serranidae

0/U
Tetraodontidae

0/U Actinopteri

Moronidae

0/U
Beloniformes

0/U

Characiformes

Characidae

0/U
Cichliformes

0/U
Cypriniformes

0/U

Salmoniformes

0/U

Chimaeriformes

0/U Actinopteri

Anguilliformes

Beloniformes

Characiformes

Cichliformes

Cypriniformes

Perciformes

Salmoniformes

Tetraodontiformes

0/U
Anthozoa

0/U
Demospongiae

Haplosclerida

0/U Echinoidea

Echinoida

0/U

Enteropneusta

0/U
Gastropoda

0/U

Hydrozoa

0/U

Polychaeta

0/U Metazoa

Actinopteri

Anthozoa

Aves

Chondrichthyes

Demospongiae Echinoidea

Enteropneusta

Gastropoda

Hydrozoa Polychaeta

0/U

EukaryotaEukaryota



MGT−v1_620 : 1071 unigenes, 510 (47.62%) taxonomically assigned

0/U
Metazoa

0/U

Ixodidae

0/U

Hydrozoa

0/U
Insecta

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

0/U Calanus

0/U
Metazoa

0/U

Ixodidae

0/U

Hydrozoa

0/U
Insecta

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

Calanus

0/U
Metazoa

Ixodidae

0/U

Hydrozoa

0/U
Insecta

0/U Maxillopoda

0/U Calanoida Calanidae

0/U
Metazoa

Ixodida

0/U

Hydrozoa

0/U
Insecta

0/U Maxillopoda

Calanoida

0/U
Metazoa

Arachnida

Hydrozoa

Insecta

Eukaryota



MGT−v1_621 : 1071 unigenes, 678 (63.31%) taxonomically assigned

0/U
Eucyrtidium

0/U

Strombidium

0/U Theoperidae

Eucyrtidium

Strombidium 0/U

Gonyaulacales

0/U Nassellaria

Theoperidae

0/U Spirotrichea

Strombidiidae

0/U
Choreotrichida

Dinophysiales

0/U Polycystinea

0/U Spirotrichea

ChoreotrichidaSporadotrichida Tintinnida

0/U Metazoa0/U Viridiplantae Pyramimonadales

0/U Eukaryota

Dinophyceae

Polycystinea

Spirotrichea

0/U Metazoa Mammalia0/U Viridiplantae Chlorophyceae

no

Class

MetazoaViridiplantae

Eukaryota



MGT−v1_622 : 1070 unigenes, 128 (11.96%) taxonomically assigned

0/U

Cichlidae

0/U
Anthoathecata

Hydridae

0/U

Calanoida

0/U
Agaricomycetes

0/U
Actinopteri

Cichliformes

0/U
Anthozoa

0/U
Bivalvia

0/U

Echinoidea

0/U Hydrozoa

AnthoathecataLeptothecata

0/U
Mammalia

0/U
Maxillopoda

Calanoida

0/U

Polychaeta

Agaricomycetes

0/U Metazoa

Actinopteri

Anthozoa

Bivalvia

EchinoideaGastropoda

Hydrozoa

Insecta Mammalia

Maxillopoda

Polychaeta

Scyphozoa

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_623 : 1066 unigenes, 580 (54.41%) taxonomically assigned

0/U
Alexandrium

Alexandrium
tamarense

marine

sediment

metagenome

0/U
Chromulinales

Chromulinaceae

0/U Gonyaulacales

Gonyaulacaceae

0/U

Synurales

0/U

Bacillariophyceae

Chromulinales

0/U

Cryptophyta

0/U
Synurophyceae Synurales

0/U

Bacteria

0/U Eukaryota

Bacillariophyceae

Chrysophyceae

Cryptophyta

Dinophyceae

Synurophyceae

0/U Metazoa Polychaeta Trematoda 0/U Viridiplantae Mamiellophyceae

no
Class

0/U

Bacteria

Metazoa Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_624 : 1058 unigenes, 426 (40.26%) taxonomically assigned

0/U
Pleurobrachia

0/U
Pleurobrachiidae

Pleurobrachia

0/U Cydippida

Pleurobrachiidae

0/U Lobata

Bolinopsidae

0/U

Leptothecata

0/U

Clostridia

0/U
Dinophyceae

0/U
Fragilariophyceae

0/U Metazoa

Cydippida

Lobata

0/U

Actinopteri

0/U

Anthozoa

0/U

Ascidiacea

0/U
Chilopoda

0/U

Demospongiae

0/U

Echinoidea

0/U

Enteropneusta

0/U
Gastropoda

0/U
Hydrozoa

Leptothecata

0/U
Mammalia

0/U

Maxillopoda

Clostridia

0/U Eukaryota Dinophyceae

Fragilariophyceae
0/U

Fungi

0/U Metazoa

Actinopteri

Anthozoa

Ascidiacea

Chilopoda

Demospongiae

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

no

Class

0/U

Bacteria

0/U Eukaryota

Fungi

Metazoa

Bacteria

Eukaryota



MGT−v1_625 : 1050 unigenes, 770 (73.33%) taxonomically assigned

0/U
Spadella

0/U
Actinopteri

0/U

Arachnida

0/U

Bivalvia
0/U

Enteropneusta

0/U

Gastropoda
0/U

Hydrozoa

Leptothecata

0/U
Mammalia

0/U

Maxillopoda

Calanoida

0/U
Polychaeta

0/U Metazoa

Actinopteri

Anthozoa

Arachnida

Bivalvia Enteropneusta

Gastropoda HydrozoaInsecta Mammalia

Maxillopoda

Polychaeta Sagittoidea

Fungi

Eukaryota



MGT−v1_626 : 1045 unigenes, 85 (8.13%) taxonomically assigned

0/U
Oikopleura
Oikopleura

0/U

Coccolithales

0/U Appendicularia

Oikopleuridae

Coccolithales

0/U

Coscinodiscophyceae

0/U

Dinophyceae

0/U

Fragilariophyceae

0/U

Chromadorea

0/U
Echinoidea

0/U

Hydrozoa

0/U Eukaryota

Coscinodiscophyceae

Dinophyceae

Fragilariophyceae

0/U Metazoa

Actinopteri

Appendicularia

Chromadorea

Echinoidea Hydrozoa

Maxillopoda

no
Class

0/U

Bacteria

0/U Eukaryota

Metazoa

0/U
Viruses

Bacteria

Eukaryota

no

superKingdom

Viruses



MGT−v1_627 : 1044 unigenes, 752 (72.03%) taxonomically assigned

marine sediment
metagenome

no Species

0/U Halobacteriales

0/U Planctomycetales

Planctomycetaceae

0/U

Actinobacteria

0/U

Clostridia

0/U PlanctomycetiaPlanctomycetales

0/U Bacillariophyceae

0/U Bacteria

Actinobacteria

Alphaproteobacteria

Bacilli

Clostridia

Planctomycetia

Archaea

Bacteria

Eukaryota

no superKingdom



MGT−v1_628 : 1037 unigenes, 589 (56.80%) taxonomically assigned

0/U
Bodonidae

0/U Kinetoplastida

BodonidaeTrypanosomatidae

0/U EukaryotaKinetoplastida

0/U Colpodea Cyrtolophosidida

0/U
Polycystinea

0/U
Bacteria

Synergistia

0/U Eukaryota

Colpodea
Polycystinea

Raphidophyceae

0/U Fungi Saccharomycetes0/U Metazoa Mammalia

0/U
Bacteria

FungiMetazoa Viridiplantae

no

Kingdom

Archaea

Bacteria

Eukaryota



MGT−v1_629 : 1027 unigenes, 984 (95.81%) taxonomically assigned

human gut

metagenome

marine sediment

metagenome

no Species

0/U TheoperidaeEucyrtidium

0/U

Ixodidae

0/U

Onchocercidae

Onchocerca

0/U

Cercopithecidae

0/U Hominidae

Homo

0/U
Cricetidae

0/U Nassellaria

Theoperidae

0/U

Spirurida

Onchocercidae

Bovidae

0/U Primates

Cercopithecidae

Hominidae

0/U Polycystinea

Nassellaria

Spirurida

0/U
Mammalia

Primates

Rodentia Bacilli

0/U EukaryotaPolycystinea

0/U
Metazoa

Arachnida

0/U Eukaryota

Metazoa

Bacteria

Eukaryota
no superKingdom



MGT−v1_630 : 1027 unigenes, 480 (46.74%) taxonomically assigned

0/U Bacteria

Proteobacteria

bacterium JGI

0000113−D06

Proteobacteria
bacterium JGI
0000113−P07

0/U

Pelagibacteraceae

0/U Candidatus
Pelagibacter

Candidatus
Pelagibacter

sp. IMCC9063

Candidatus

Pelagibacter

ubique

0/U
Flavobacteriia

Flavobacteria

bacterium

MS024−2A

0/U
Flavobacteriaceae

0/U

Pelagibacteraceae

0/U
Flavobacteriaceae

0/U Pelagibacterales

Pelagibacteraceae

0/U Flavobacteriales

Flavobacteriaceae

0/U

Sphingobacteriales

0/U

Dictyochales

0/U

Sporadotrichida

0/U

Caudovirales

Siphoviridae

0/U Alphaproteobacteria

Pelagibacterales

0/U Flavobacteriia

Flavobacteriales

0/U

Sphingobacteriia

Sphingobacteriales

Dictyochales

0/U

Dinophyceae

0/U

Spirotrichea

0/U

Anthozoa

0/U

Hydrozoa

0/U
Viruses

Caudovirales

Halobacteria

0/U Bacteria

Alphaproteobacteria Flavobacteriia

Gammaproteobacteria

Sphingobacteriia

0/U Eukaryota

Coscinodiscophyceae

Cryptophyta

Dinophyceae

Spirotrichea

0/U
Fungi

0/U
Metazoa Anthozoa

Aves Hydrozoa 0/U

Viridiplantae

0/U
Archaea

0/U Eukaryota

FungiMetazoa Viridiplantae

0/U
Viruses

Archaea

Bacteria

Eukaryota

no superKingdom

Viruses



MGT−v1_631 : 1023 unigenes, 743 (72.63%) taxonomically assigned

0/U Bacteria

Proteobacteria
bacterium JGI
0000113−P07

0/U Chroococcales

0/U Synechococcus

0/U Viridiplantae

prasinophyte sp.
RCC997 (clade VIIA1)

0/U Viruses

Cyanophage

P−RSM6

0/U
Siphoviridae

Synechococcus

phage S−SKS1

0/U Chroococcales

Synechococcus

0/U
Siphoviridae

0/U

Prochlorales

0/U

Pelagomonadales

0/U Caudovirales

Myoviridae Siphoviridae

0/U Bacteria
Chroococcales

Prochlorales

Prasinococcales

0/U Viruses

Caudovirales

0/U Eukaryota

Pelagophyceae

0/U EukaryotaViridiplantae

Bacteria

Eukaryota

no superKingdom

Viruses



MGT−v1_632 : 1021 unigenes, 125 (12.24%) taxonomically assigned

0/U Oithona

Oithona nana

0/U
Tigriopus

0/U Oithonidae Oithona

0/U
Caligidae

0/U
Echinoida

0/U

Diptera

0/U
Calanoida

0/U Cyclopoida

Oithonidae

Caligidae

0/U
Ascidiacea

Diptera

0/U Maxillopoda

Calanoida

Cyclopoida

Harpacticoida

Siphonostomatoida

0/U

Fungi

0/U Metazoa

Ascidiacea

Aves

Echinoidea

Insecta

Maxillopoda

Fungi

Eukaryota



MGT−v1_633 : 1021 unigenes, 780 (76.40%) taxonomically assigned

0/U Oikopleuridae

Oikopleura

0/U Appendicularia Oikopleuridae

0/U
Actinopteri

0/U
Ascidiacea

0/U

Cestoda

0/U

Gastropoda

0/U

Mammalia
0/U Metazoa Actinopteri

Appendicularia

Ascidiacea

Cestoda

Gastropoda

Insecta

Mammalia

Eukaryota



MGT−v1_634 : 1018 unigenes, 59 (5.80%) taxonomically assigned

0/U
Niphatidae

0/U
Hydridae

0/U Metazoa

Branchiostomidae

0/U
Chlamydomonadales

0/U
Anthozoa

0/U
Demospongiae

0/U
Hydrozoa

Anthoathecata

0/U Insecta

Diptera

0/U Polychaeta Capitellida

0/U Metazoa

Actinopteri

Amphibia Anthozoa

Demospongiae

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

Insecta

Polychaeta

0/U Viridiplantae Chlorophyceae0/U Eukaryota

Metazoa

Viridiplantae

Eukaryota



MGT−v1_635 : 1015 unigenes, 71 (7.00%) taxonomically assigned

0/U

Alexandrium

0/U
Karenia

0/U

Heterocapsa

0/U Gonyaulacales

0/U

Gonyaulacaceae

Alexandrium

0/U
Thoracosphaeraceae

0/U
Coccolithales

0/U
Cryptomonadales

Gonyaulacaceae

0/U
Suessiales

0/U Eukaryota

Coccolithales

0/U Dinophyceae

Gonyaulacales

Gymnodiniales

Peridiniales

Suessiales

0/U
Anthozoa

0/U

Gastropoda

0/U

Maxillopoda

0/U Eukaryota

Cryptophyta

Dinophyceae

0/U Metazoa AnthozoaAves GastropodaMammalia Maxillopoda

no

Class

0/U Eukaryota

Metazoa

0/U
Viruses

Eukaryota

Viruses



MGT−v1_636 : 1008 unigenes, 193 (19.15%) taxonomically assigned

0/U Calanus

Calanus finmarchicus

0/U

Sphaerozoidae

0/U Calanidae Calanus

0/U

Eutreptiales

0/U

Perkinsida

0/U

Prymnesiales

0/U Calanoida

Calanidae

0/U

Eukaryota

Eutreptiales

Perkinsida

Prymnesiales

0/U

Bacillariophyceae

0/U

Dinophyceae

0/U
Bivalvia

0/U
Chromadorea

0/U

Enteropneusta

0/U

Hydrozoa

0/U

Mammalia

0/U MaxillopodaCalanoida

Cyclopoida

0/U

Eukaryota

Bacillariophyceae

Dinophyceae

Polycystinea0/U Metazoa

Anthozoa

Bivalvia

Chromadorea

Enteropneusta Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U

Viridiplantae

0/U

Eukaryota

Viridiplantae

Eukaryota



MGT−v1_637 : 1007 unigenes, 570 (56.60%) taxonomically assigned

0/U Strombidiidae

0/U

Sporadotrichida 0/U

Oxytrichidae

0/U

Oxytricha

0/U Tintinnida

0/U
Rhabdonellidae

0/U

Schmidingerella

0/U
Xystonellidae

0/U

Favella

0/U Strombidiidae

0/U

Sporadotrichida 0/U

Oxytrichidae

Oxytricha

0/U Tintinnida

0/U
Rhabdonellidae

Schmidingerella

0/U
Xystonellidae

Favella

Strombidiidae

0/U

Sporadotrichida

0/U Tintinnida

Rhabdonellidae Xystonellidae

0/U Spirotrichea

Choreotrichida Sporadotrichida

Tintinnida

0/U Eukaryota
Polycystinea

Spirotrichea

Eukaryota



MGT−v1_638 : 995 unigenes, 108 (10.85%) taxonomically assigned

0/U
Aplysia

0/U
Ostreoida

0/U
Echinoida

0/U
Strigeidida

0/U
Anthozoa

0/U
Bivalvia

Ostreoida

0/U Echinoidea Echinoida

0/U
Hydrozoa

0/U
Mammalia

0/U
Polychaeta

0/U Metazoa

Actinopteri

Anthozoa

AscidiaceaBivalvia

Echinoidea

Gastropoda

Hydrozoa

Insecta Mammalia

Maxillopoda

Polychaeta
Trematoda

Eukaryota



MGT−v1_639 : 993 unigenes, 141 (14.20%) taxonomically assigned

0/U CalanidaeCalanus

0/U

Diplostraca0/U
Echinoida

0/U Calanoida

Calanidae

0/U
Aves

0/U

Chromadorea

0/U
Echinoidea

Echinoida

0/U MaxillopodaCalanoida

Cyclopoida

0/U Metazoa
Actinopteri

Aves Branchiopoda

Chromadorea

Echinoidea

Hydrozoa

Insecta

Maxillopoda

Eukaryota



MGT−v1_640 : 988 unigenes, 971 (98.28%) taxonomically assigned

0/U
Salipiger

0/U Rhodobacteraceae

Citreicella Pelagibaca
Salipiger

0/U

Rhizobiales

0/U

Rhodobacterales

0/U Alphaproteobacteria Rhizobiales

Rhodobacterales

Sphingomonadales

AlphaproteobacteriaBacteria



MGT−v1_641 : 980 unigenes, 64 (6.53%) taxonomically assigned

0/U
Karlodinium

0/U
Tetranychidae

0/U
Dictyosteliida

0/U
Cichliformes

0/U
Arachnida

Tetranychidae

0/U

Anthoathecata

0/U
Hemiptera

0/U
Eukaryota

Dictyosteliida

Cichliformes
0/U

Arachnida

0/U Hydrozoa Anthoathecata

0/U Maxillopoda

Calanoida

0/U
Eukaryota

Dinophyceae

0/U Metazoa

Actinopteri Arachnida

Bivalvia

Hydrozoa

Insecta

Mammalia Maxillopoda

Sagittoidea

0/U
Eukaryota

MetazoaEukaryota



MGT−v1_642 : 980 unigenes, 112 (11.43%) taxonomically assigned

0/U

Echinoida

0/U Calanoida

Calanidae
0/U

Coccidia

0/U

Fragilariophyceae

0/U

Amphibia

0/U
Aves

0/U
Chromadorea

Echinoida

0/U Hydrozoa

Leptothecata

0/U Maxillopoda Calanoida

0/U

Eukaryota

Coccidia

Fragilariophyceae

0/U Metazoa

Amphibia Aves

Chromadorea

Echinoidea

Hydrozoa

Insecta

Maxillopoda

0/U

Eukaryota
Eukaryota



MGT−v1_643 : 978 unigenes, 907 (92.74%) taxonomically assigned

0/U Marinobacter

Marinobacter sp. ES−1

0/U

Alteromonadaceae

0/U

Pedinellales

0/U Gammaproteobacteria

Alteromonadales

0/U Bacteria

Gammaproteobacteria

0/U
Eukaryota

Dictyochophyceae

0/U
Eukaryota

Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_644 : 978 unigenes, 679 (69.43%) taxonomically assigned

0/U Coscinodiscophyceae

0/U Chaetocerotales

0/U Chaetocerotaceae

0/U Corethrales
0/U

Thalassiosirales

0/U Coscinodiscophyceae

0/U Chaetocerotales

0/U Chaetocerotaceae

0/U Corethrales
0/U

Thalassiosirales

0/U Coscinodiscophyceae

0/U Chaetocerotales

Chaetocerotaceae

0/U Corethrales
0/U

Thalassiosirales

0/U Coscinodiscophyceae
Chaetocerotales

Corethrales Thalassiosirales

0/U Eukaryota

Coscinodiscophyceae

Eukaryota



MGT−v1_645 : 978 unigenes, 297 (30.37%) taxonomically assigned

0/U

Pseudo−nitzschia

0/U Eukaryota

Bigelowiella

0/U
Bacillariaceae

Pseudo−nitzschia

0/U

Thalassiosiraceae

Bacillariaceae

Thalassiosiraceae

0/U

Prorocentrales

Isochrysidales

0/U BacillariophyceaeBacillariales

0/U Coscinodiscophyceae

Thalassiosirales

0/U

Dinophyceae

Prorocentrales0/U

Fragilariophyceae

Thalassionemales

0/U

Bacteria

0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

Dinophyceae
Fragilariophyceae

Glomeromycetes Saccharomycetes Sordariomycetes 0/U Metazoa Insecta

no
Class

0/U

Bacteria

0/U Eukaryota

Fungi Metazoa Viridiplantae 0/U

Viruses

Bacteria

Eukaryota

Viruses



MGT−v1_646 : 978 unigenes, 216 (22.09%) taxonomically assigned

0/U

Calanus

0/U
Calanidae

Calanus

0/U Calanoida

Calanidae

0/U Cyclopoida

Oithonidae

0/U
Arachnida

0/U

Enteropneusta

0/U
Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U Metazoa

Arachnida Enteropneusta

Insecta

Mammalia

Maxillopoda

0/U

EukaryotaEukaryota



MGT−v1_647 : 977 unigenes, 962 (98.46%) taxonomically assigned

0/U Alteromonas
Alteromonas

macleodii

0/U
Acanthoeca

0/U Alteromonadaceae

Alteromonas

0/U Alteromonadales

Alteromonadaceae

0/U Gammaproteobacteria

0/U

Eukaryota

Choanoflagellida

Gammaproteobacteria

no
Class

0/U

Eukaryota

Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_648 : 977 unigenes, 79 (8.09%) taxonomically assigned

0/U Oithona

Oithona nana

0/U OithonidaeOithona

0/U

Echinoida

0/U

CyclopoidaOithonidae

0/U
Phyllodocida

0/U
Ascidiacea

Echinoida

0/U
Maxillopoda

0/U
Polychaeta

Phyllodocida

0/U Eukaryota Glaucocystophyceae Agaricomycetes Saccharomycetes

0/U Metazoa
Ascidiacea

Aves

Echinoidea

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

0/U Eukaryota Fungi

Metazoa
Eukaryota



MGT−v1_649 : 976 unigenes, 944 (96.72%) taxonomically assigned

0/U Metazoa

0/U Insecta

0/U Hymenoptera

0/U Mammalia

0/U Maxillopoda

0/U Calanoida

0/U
Calanidae

0/U Cyclopoida

0/U Oithonidae

0/U Oithona

0/U Metazoa

0/U Insecta

0/U Hymenoptera

0/U Mammalia

0/U Maxillopoda

0/U Calanoida

0/U
Calanidae

0/U Cyclopoida

0/U Oithonidae

Oithona

0/U Metazoa

0/U Insecta

0/U Hymenoptera

0/U Mammalia

0/U Maxillopoda

0/U Calanoida

Calanidae

0/U CyclopoidaOithonidae 0/U Metazoa

0/U Insecta

Hymenoptera Lepidoptera

0/U Mammalia

0/U Maxillopoda Calanoida

Cyclopoida 0/U Metazoa

Insecta

Mammalia

MaxillopodaEukaryota



MGT−v1_650 : 976 unigenes, 300 (30.74%) taxonomically assigned

0/U

Synechococcus

0/U

Aureococcus

Pelagomonas calceolata

0/U Viridiplantae

Prasinophyceae

sp. RCC1871

(clade 7X−A4)

prasinophyte
sp. RCC997
(clade VIIA1)

marine sediment metagenome

Aureococcus 0/U Bacteria

Chroococcales

0/U

Alphaproteobacteria

0/U

Bacilli
0/U

Clostridia

0/U Eukaryota

Bicosoecida

Choanoflagellida

Prymnesiales

0/U

Chrysophyceae

0/U
Cryptophyta

0/U
Oomycetes

0/U Pelagophyceae

Pelagomonadales

0/U
Chromadorea

0/U Bacteria

Alphaproteobacteria

Bacilli Clostridia

0/U Eukaryota

Chrysophyceae

Cryptophyta

Dinophyceae

Oomycetes

Pelagophyceae

0/U Metazoa

Chromadorea Insecta

0/U Eukaryota

Fungi

MetazoaViridiplantae

Bacteria

Eukaryota

no superKingdom

Viruses



MGT−v1_651 : 975 unigenes, 854 (87.59%) taxonomically assigned

0/U ChroococcalesSynechococcus

0/U Bacteria

Chroococcales

0/U

Eukaryota

Cryptophyta

0/U
Eukaryota

no

Kingdom

Bacteria

Eukaryota

no

superKingdom



MGT−v1_652 : 974 unigenes, 782 (80.29%) taxonomically assigned

0/U
Eukaryota

0/U

Corethrales

0/U
Dinophyceae

0/U Spirotrichea

0/U
Choreotrichida

0/U Sporadotrichida 0/U Tintinnida

0/U
Eukaryota

0/U

Corethrales

0/U
Dinophyceae

0/U Spirotrichea

0/U
Choreotrichida

0/U Sporadotrichida 0/U Tintinnida

0/U
Eukaryota

0/U

Corethrales

0/U
Dinophyceae

0/U Spirotrichea

0/U
Choreotrichida

0/U Sporadotrichida 0/U Tintinnida

0/U
Eukaryota

Corethrales

0/U
Dinophyceae

0/U Spirotrichea

Choreotrichida
Sporadotrichida Tintinnida

Urostylida

0/U
Eukaryota

Coscinodiscophyceae

Dinophyceae

SpirotricheaEukaryota



MGT−v1_653 : 973 unigenes, 232 (23.84%) taxonomically assigned

0/U
Coscinodiscus

0/U
Calanus

Calanus

finmarchicus
marine sediment metagenome

0/U
Attheyaceae

0/U

Coscinodiscaceae

Coscinodiscus

0/U

Ceratiaceae

0/U Calanidae

0/U

Naviculales

0/U
Chaetocerotales

Attheyaceae

0/U
Coscinodiscales

Coscinodiscaceae

0/U Thalassiosirales

Thalassiosiraceae
0/U

Cymatosirales

0/U

Triceratiales

0/U
Calanoida

0/U

Gammaproteobacteria

Prymnesiales

0/U
Bacillariophyceae

Naviculales

0/U Coscinodiscophyceae

Chaetocerotales

Coscinodiscales

Thalassiosirales

0/U

Fragilariophyceae0/U
Mediophyceae

Cymatosirales Triceratiales

0/U

Anthozoa

0/U

Mammalia
0/U

Maxillopoda
Calanoida

0/U
Bryopsida

0/U
Mamiellophyceae

0/U Bacteria

Alphaproteobacteria

Gammaproteobacteria

0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

Dinophyceae

FragilariophyceaeMediophyceae

0/U
Metazoa Anthozoa

Mammalia

Maxillopoda
Bryopsida

Mamiellophyceae

0/U Eukaryota

Metazoa Viridiplantae

Bacteria

Eukaryota

no

superKingdom



MGT−v1_654 : 970 unigenes, 134 (13.81%) taxonomically assigned

0/U
Campanulariidae

Branchiostomidae

0/U
Cichliformes 0/U

Actiniaria

0/U
Ostreoida

0/U

Haplosclerida

Campanulariidae

0/U

Capitellida

0/U

Agaricomycetes

0/U
Actinopteri

Cichliformes 0/U
Anthozoa

Actiniaria

0/U
Bivalvia

Ostreoida

0/U
Branchiopoda

0/U

Chromadorea

0/U
Echinoidea

0/U

Enteropneusta

0/U Hydrozoa

Leptothecata

0/U
Insecta

0/U
Mammalia0/U

Polychaeta
Capitellida

0/U Metazoa

Actinopteri

Anthozoa

Bivalvia

Branchiopoda

Chromadorea

Demospongiae

Echinoidea EnteropneustaGastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

0/U

Viridiplantae

0/U
Eukaryota

Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_655 : 969 unigenes, 115 (11.87%) taxonomically assigned

0/U

Branchiostomidae

0/U

Oithonidae

Branchiostomidae

0/U Calanoida

Calanidae

0/U
Cyclopoida

Oithonidae

0/U
Actinopteri

0/U
Branchiopoda

0/U
Enoplea

0/U Insecta

Hymenoptera

0/U Maxillopoda

Calanoida

Cyclopoida

Siphonostomatoida

0/U Metazoa

Actinopteri

Branchiopoda

Chromadorea

Echinoidea

Enoplea

Insecta

Mammalia

Maxillopoda

0/U

EukaryotaEukaryota



MGT−v1_656 : 968 unigenes, 714 (73.76%) taxonomically assigned

0/U Eukaryota

0/U

Phaeocystales

0/U

Phaeocystaceae

0/U
Phaeocystis

0/U
Bacillariales

0/U Coscinodiscophyceae

0/U

Rhizosoleniaceae

Proboscia

alata

Proboscia
inermis

0/U Chaetocerotales

0/U

Chaetocerotaceae

0/U Chaetoceros

Chaetoceros dichaeta

0/U

Fragilariophyceae

0/U
Spirotrichea

0/U Eukaryota

0/U

Phaeocystales

0/U

Phaeocystaceae

Phaeocystis

0/U
Bacillariales

0/U Coscinodiscophyceae

0/U

Rhizosoleniaceae

Proboscia

0/U Chaetocerotales

0/U

Chaetocerotaceae
Chaetoceros

0/U

Fragilariophyceae

0/U
Spirotrichea

0/U Eukaryota

0/U

Phaeocystales
Phaeocystaceae

0/U
Bacillariales

Bacillariaceae
0/U Coscinodiscophyceae Rhizosoleniaceae

0/U Chaetocerotales

Chaetocerotaceae

0/U

Fragilariophyceae

0/U
Spirotrichea

0/U Eukaryota

Phaeocystales

0/U Coscinodiscophyceae

Chaetocerotales

0/U

Fragilariophyceae

Hemiaulales

0/U
Spirotrichea

0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

Dinophyceae

Fragilariophyceae

Mediophyceae

Spirotrichea

Eukaryota



MGT−v1_657 : 967 unigenes, 603 (62.36%) taxonomically assigned

0/U Archaea

uncultured archaeon

MedDCM−OCT−S02−C115

uncultured archaeon

MedDCM−OCT−S04−C246

0/U Bacteria

Proteobacteria

bacterium JGI

0000113−D06 Proteobacteria

bacterium JGI

0000113−P07

0/U

Deltaproteobacteria

delta proteobacterium

JGI 0002000−E07

mine drainage

metagenome

no Species

uncultured

marine

microorganism

HF4000_001N02

uncultured marine

microorganism

HF4000_ANIW137G21

uncultured marine

microorganism

HF4000_APKG1C9

uncultured marine

microorganism

HF4000_APKG2H5

uncultured marine

microorganism

HF4000_APKG7N23

uncultured marine

microorganism

HF4000_APKG8D23

uncultured
organism

HF10_3D09

uncultured

organism

HF70_19B12

0/U

Actinomycetales

0/U

Clostridiales

0/U
Methanococci

0/U
Methanomicrobia

0/U

Thermoplasmata

Chroococcales Nostocales

0/U

Actinobacteria

Actinomycetales 0/U
Bacilli

0/U
Clostridia

Clostridiales

0/U

Deltaproteobacteria

0/U Eukaryota
0/U

Dinophyceae

0/U Archaea

Halobacteria

Methanococci

Methanomicrobia

Thermoplasmata

Thermoprotei

0/U Bacteria

Actinobacteria

Bacilli

Clostridia

Cytophagia

Deltaproteobacteria

Flavobacteriia

Thermomicrobia

Dinophyceae

Archaea

Bacteria

Eukaryota

no superKingdom



MGT−v1_658 : 966 unigenes, 692 (71.64%) taxonomically assigned

0/U Viridiplantae

prasinophyte sp. RCC997 (clade VIIA1)

Prasinoderma Pyramimonas

Nephroselmis

0/U
Mamiellales

0/U

Dinophyceae

Gymnodiniales

Prasinococcales Pyramimonadales Solanales

0/U
Bryopsida

0/U

Chlorodendrophyceae
Mamiellales

0/U
Eukaryota

Dinophyceae

0/U Viridiplantae

Bryopsida

ChlorodendrophyceaeChlorophyceaeMamiellophyceae

0/U
Eukaryota

Metazoa

ViridiplantaeEukaryota



MGT−v1_659 : 964 unigenes, 878 (91.08%) taxonomically assigned

0/U Bacteria

Poribacteria

bacterium

WGA−3G

uncultured

marine

bacterium

HF10_49E08

Verrucomicrobia
bacterium

SCGC
AAA027−I19

Verrucomicrobia
bacterium

SCGC
AAA164−E04

Verrucomicrobia bacterium SCGC AAA164−M04
no

Species

Candidatus

Pelagibacter

Rubinisphaera

0/U
Rubritaleaceae

Rubritalea

0/U

Planctomycetales
0/U

Verrucomicrobiales

Rubritaleaceae

0/U

Alphaproteobacteria

Pelagibacterales

0/U
Gammaproteobacteria

0/U
Lentisphaeria

Lentisphaerales

0/U

Opitutae0/U
Planctomycetia

0/U Bacteria

Alphaproteobacteria Bacilli

Gammaproteobacteria Lentisphaeria

Opitutae

Planctomycetia Verrucomicrobiae

0/U

Eukaryota

no
Class

0/U

Eukaryota

Viridiplantae

Bacteria

Eukaryota



MGT−v1_660 : 962 unigenes, 538 (55.93%) taxonomically assigned

0/U Bacteria

Proteobacteria
bacterium JGI
0000113−E04

Proteobacteria
bacterium JGI
0000113−P07

0/U

Prochlorococcus

Prochlorococcus
marinus

0/U
Pelagomonas

Pelagomonas
calceolata

0/U Viruses

Cyanophage

Syn30

Synechococcus
phage S−CBP3

0/U
Myoviridae

0/U
T4likevirus

0/U Prochlorococcaceae

Prochlorococcus

0/U Hyphomonadaceae

Ponticaulis

0/U Eukaryota

Bolidomonas

0/U Myoviridae

T4likevirus

0/U Prochlorales

Prochlorococcaceae

0/U
Rhizobiales

0/U

Rhodobacterales

Echinamoebidae

0/U

Rotaliida

0/U
Pelagomonadales

0/U Caudovirales
Myoviridae

Podoviridae

0/U Bacteria

Chroococcales

Prochlorales

0/U Alphaproteobacteria
Rhizobiales

Rhodobacterales

0/U

Bacilli

0/U Eukaryota

Rotaliida 0/U
Dinophyceae

0/U Viruses

Caudovirales

0/U Bacteria

Alphaproteobacteria

Bacilli

0/U Eukaryota

Dinophyceae

Pelagophyceae

0/U
Archaea
Archaea

Bacteria

Eukaryota

no superKingdom

Viruses



MGT−v1_661 : 959 unigenes, 63 (6.57%) taxonomically assigned

0/U

Entamoeba

0/U
Eukaryota

Entamoeba

0/U

Lobata

0/U
Leptothecata

0/U
Coleoptera

0/U

Capitellida

Lobata

0/U

Actinopteri

0/U
Enteropneusta 0/U Hydrozoa

Leptothecata

0/U Insecta

Coleoptera

Diptera
0/U

Mammalia

0/U Maxillopoda

Calanoida

Capitellida

0/U Metazoa

Actinopteri

Amphibia

Ascidiacea Bivalvia

Chilopoda

Echinoidea

Enteropneusta

Gastropoda

HydrozoaInsecta Mammalia

Maxillopoda

Polychaeta

0/U
EukaryotaEukaryota



MGT−v1_662 : 958 unigenes, 104 (10.86%) taxonomically assigned

0/U

Oithona

0/U
Peridiniales

0/U

Echinoida

0/U
Trichocephalida

0/U

Calanoida

0/U
Dinophyceae

Peridiniales

0/U

Polycystinea

0/U
Ascidiacea

0/U

Branchiopoda

Echinoida

0/U Enoplea

Trichocephalida

0/U

Enteropneusta

0/U
Gastropoda

0/U
Malacostraca

0/U Maxillopoda

Calanoida Cyclopoida

0/U
Trematoda

0/U

Eukaryota

Dinophyceae

Polycystinea

0/U Metazoa

Actinopteri

Anthozoa

Ascidiacea

Aves

Branchiopoda

Echinoidea

Enoplea

Enteropneusta

Gastropoda

Hydrozoa

Insecta Malacostraca

Mammalia

Maxillopoda

Sagittoidea

Trematoda

0/U

Eukaryota
Eukaryota



MGT−v1_663 : 953 unigenes, 910 (95.49%) taxonomically assigned

0/U Flavobacteriia

Flavobacteria bacterium MS024−2A

0/U Flavobacteriales

Flavobacteriaceae

0/U
Alphaproteobacteria

Rhodobacterales
0/U

Cytophagia

Cytophagales

0/U Flavobacteriia Flavobacteriales

0/U Bacteria Alphaproteobacteria
Cytophagia

Flavobacteriia no

Class

Bacteria



MGT−v1_664 : 950 unigenes, 436 (45.89%) taxonomically assigned
0/U

Eucyrtidium

0/U
Schmidingerella

0/U

Theoperidae

Eucyrtidium

Schmidingerella 0/U

Xystonellidae

Favella

0/U

Sporadotrichida

0/U Tintinnida

Rhabdonellidae Xystonellidae

0/U

Cryptophyta

0/U

Dinophyceae

0/U Spirotrichea

Choreotrichida Sporadotrichida

Tintinnida

0/U

Insecta

0/U Eukaryota
Cryptophyta

Dinophyceae

Polycystinea

Spirotrichea

Insecta

Fungi

Eukaryota



MGT−v1_665 : 950 unigenes, 810 (85.26%) taxonomically assigned

0/U

Bacteria

0/U Pelagomonas

Pelagomonas calceolata

0/U

Pelagomonadales

Aureococcus Aureoumbra

0/U
Chroococcales

0/U

Bacteria

Chroococcales

0/U Pelagophyceae

Pelagomonadales

0/U

Bacteria

Planctomycetia

0/U Eukaryota

Pelagophyceae

no
Class

0/U

Bacteria

0/U
Viruses

Bacteria

Eukaryota

no
superKingdom

Viruses



MGT−v1_666 : 946 unigenes, 894 (94.50%) taxonomically assigned

0/U
Gramella

0/U

Kordia

0/U

Maribacter

0/U Muricauda

Muricauda ruestringensis

0/U Flavobacteriaceae

Gramella KordiaMaribacter

Muricauda

0/U

Bacteroidales

0/U

Cytophagales

0/U Flavobacteriales

Flavobacteriaceae

Oscillatoriales

0/U

Bacteroidia

Bacteroidales

Cytophagales

0/U Flavobacteriia

Flavobacteriales

0/U

Bacteria

Bacilli

Bacteroidia

Cytophagia

Bacteria



MGT−v1_667 : 945 unigenes, 906 (95.87%) taxonomically assigned

0/U Alphaproteobacteria

alpha proteobacterium

SCGC AAA015−N04

alpha proteobacterium

SCGC AAA015−O19

alpha proteobacterium

SCGC AAA298−K06

SAR324

cluster

bacterium

JCVI−SC

AAA005

0/U Rhodobacterales

Rhodobacteraceae

0/U Alphaproteobacteria

PelagibacteralesRhizobiales

Rhodobacterales

0/U

Bacilli

0/U

Deltaproteobacteria

0/U Bacteria

Alphaproteobacteria

Bacilli

Deltaproteobacteria

0/U

Eukaryota

0/U
Eukaryota

no

Kingdom

Bacteria

Eukaryota

no

superKingdom



MGT−v1_668 : 944 unigenes, 298 (31.57%) taxonomically assigned

0/U Sphaerozoidae

Collozoum

0/U CollodariaSphaerozoidae

0/U Polycystinea

Collodaria

Eukaryota



MGT−v1_669 : 941 unigenes, 872 (92.67%) taxonomically assigned

0/U Flavobacteriia

Flavobacteria
bacterium

MS024−2A

uncultured
Flavobacteriia

bacterium

0/U Flavobacteriales

Flavobacteriaceae

0/U
Cytophagia

Cytophagales

0/U FlavobacteriiaFlavobacteriales

0/U Bacteria

Bacilli

Cytophagia

Flavobacteriia

Spirotrichea

0/U

Eukaryota

Bacteria

Eukaryota

no
superKingdom



MGT−v1_670 : 939 unigenes, 108 (11.50%) taxonomically assigned

0/U

Schistosomatidae

0/U

Pectinoida

0/U

Echinoida

0/U Gastropoda

Melongenidae

0/U
Calanoida

0/U
Strigeidida

Schistosomatidae

0/U
Anthozoa

0/U
Arachnida

0/U

Ascidiacea

0/U
Bivalvia

Pectinoida

Echinoida

0/U

Enteropneusta

0/U

Maxillopoda

0/U

Polychaeta

0/U Metazoa

Actinopteri

Anthozoa

Arachnida Ascidiacea

Bivalvia

Echinoidea
Enteropneusta

Gastropoda

Hydrozoa

Insecta

Maxillopoda

Polychaeta Trematoda

Eukaryota



MGT−v1_671 : 937 unigenes, 80 (8.54%) taxonomically assigned

0/U
Eucyrtidium

0/U
Peronosporales

0/U

Anthoathecata

Peronosporales

0/U
Actinopteri

0/U Echinoidea

Echinoida

0/U

Enteropneusta

0/U
Hydrozoa

Anthoathecata

0/U Insecta

Hemiptera 0/U
Maxillopoda

0/U Eukaryota Oomycetes Polycystinea

0/U Metazoa

Actinopteri

Chromadorea Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

Insecta

Maxillopoda

0/U

Viridiplantae

no

Class

0/U Eukaryota

Metazoa

Viridiplantae

Eukaryota



MGT−v1_672 : 932 unigenes, 828 (88.84%) taxonomically assigned

0/U
Chroococcales

Synechococcus

0/U Bacteria

Chroococcales

0/U

Eukaryota

0/U

Eukaryota

no

Kingdom

Bacteria

Eukaryota



MGT−v1_673 : 930 unigenes, 691 (74.30%) taxonomically assigned

0/U Bacteria

uncultured
bacterium

HF770_11D24

Verrucomicrobia
bacterium

SCGC
AAA164−E04

0/U
Pedosphaera

marine sediment

metagenome

no Species

0/U

Planctomycetaceae

0/U
Verrucomicrobia

subdivision 3

Pedosphaera

0/U
Planctomycetales

Planctomycetaceae

0/U

Verrucomicrobiales

Verrucomicrobia
subdivision 3

0/U Planctomycetia

Planctomycetales

0/U
Spartobacteria

0/U

Verrucomicrobiae

0/U Bacteria

Bacilli
Cytophagia

Planctomycetia
Spartobacteria

Verrucomicrobiae

0/U
Eukaryota

Bacteria

Eukaryota

no
superKingdom



MGT−v1_674 : 928 unigenes, 920 (99.14%) taxonomically assigned
0/U Rhodobacterales

0/U

Hyphomonadaceae

0/U Oceanicaulis

Oceanicaulis sp. HTCC2633

0/U Rhodobacterales

0/U

HyphomonadaceaeOceanicaulis

0/U Rhodobacterales

HyphomonadaceaeAlphaproteobacteriaBacteria



MGT−v1_675 : 926 unigenes, 66 (7.13%) taxonomically assigned

0/U Calanidae

Calanus

0/U

Saccharomycetales

0/U CalanoidaCalanidae

0/U
Dinophyceae

0/U
Glaucocystophyceae

0/U
Chromadorea

0/U Maxillopoda

Calanoida

Cyclopoida

0/U
Eukaryota

Dinophyceae

Glaucocystophyceae

Saccharomycetes

0/U Metazoa

Actinopteri

Anthozoa

Chromadorea

Hydrozoa

Insecta

Maxillopoda

0/U
Eukaryota

Fungi

MetazoaEukaryota



MGT−v1_676 : 923 unigenes, 194 (21.02%) taxonomically assigned

0/U

Coscinodiscus

Coscinodiscus

radiatus

0/U
Oithona

0/U Thalassiosiraceae

Thalassiosira

0/U

Oithonidae

Oithona

0/U Thalassiosirales Thalassiosiraceae

0/U

Cyclopoida

0/U Eukaryota

Prymnesiales

0/U

Bangiophyceae
0/U Coscinodiscophyceae Coscinodiscales

Thalassiosirales

0/U

Dinophyceae

0/U

Anthozoa

0/U
Aves

0/U
Insecta0/U Maxillopoda

0/U Eukaryota

Bangiophyceae

Coscinodiscophyceae

Dinophyceae

Mediophyceae

Saccharomycetes
0/U

Metazoa
Anthozoa

Aves

Chilopoda

Insecta
Maxillopoda

0/U

Viridiplantae

0/U Eukaryota

FungiMetazoa Viridiplantae

Eukaryota



MGT−v1_677 : 922 unigenes, 863 (93.60%) taxonomically assigned

0/U Chroococcales

0/U Synechococcus

0/U Chroococcales

Synechococcus

0/U BacteriaChroococcales

Prochlorales

Bacteria



MGT−v1_678 : 922 unigenes, 390 (42.30%) taxonomically assigned

uncultured prymnesiophyte C19847

0/U

Calcidiscus

Calcidiscus leptoporus

0/U Emiliania

Emiliania
huxleyi

0/U Gephyrocapsa
Gephyrocapsa

oceanica

0/U

Prorocentrum

Calcidiscus

0/U Noelaerhabdaceae Emiliania

Gephyrocapsa

0/U
Prymnesiaceae

0/U Coccolithales

Calcidiscaceae

0/U Isochrysidales

Noelaerhabdaceae

0/U
Prymnesiales

Prymnesiaceae

0/U

Coscinodiscales0/U Thalassiosirales

0/U Eukaryota

Coccolithales

Isochrysidales

Prymnesiales

0/U
Coscinodiscophyceae

Coscinodiscales Prorocentrales
0/U

Spirotrichea

0/U Eukaryota

BacillariophyceaeCoscinodiscophyceae Dinophyceae Spirotrichea

Eukaryota



MGT−v1_679 : 914 unigenes, 535 (58.53%) taxonomically assigned

BlastocystisBolidomonas GymnochloraLotharella

0/U Eukaryota

Bicosoecida Choanoflagellida Prymnesiales

0/U

Dinophyceae

0/U

Pelagophyceae

Pelagomonadales

0/U
Polychaeta

Cryptophyta

Dictyochophyceae

Dinophyceae

Oomycetes

Pelagophyceae

0/U Metazoa Mammalia Polychaeta 0/U ViridiplantaeMamiellophyceae

no

Class

0/U Eukaryota

Metazoa Viridiplantae

Eukaryota



MGT−v1_680 : 913 unigenes, 58 (6.35%) taxonomically assigned

0/U

Echinoida

0/U

Coleoptera

0/U
Bivalvia

Echinoida

Coleoptera

0/U

Mammalia

0/U Polychaeta

Capitellida

0/U Metazoa

Bivalvia

Echinoidea

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

0/U Eukaryota

Metazoa
no

KingdomEukaryota



MGT−v1_681 : 913 unigenes, 74 (8.11%) taxonomically assigned

0/U Eukaryota

Prymnesiales

0/U Dinophyceae

GonyaulacalesGymnodiniales

0/U Eukaryota
Dinophyceae

Raphidophyceae

0/U

Bacteria

0/U Eukaryota

Metazoa

Bacteria

Eukaryota



MGT−v1_682 : 912 unigenes, 256 (28.07%) taxonomically assigned

0/U
Coscinodiscus

0/U

Thalassiosira

marine

sediment

metagenome

no
Species

0/U
Corethraceae

0/U

Coscinodiscaceae

Coscinodiscus

0/U
Thalassiosiraceae

Thalassiosira

0/U
Peridiniaceae

0/U

Licmophoraceae

0/U
Chaetocerotales

0/U

Corethrales

Corethraceae

0/U
Thalassiosirales

Thalassiosiraceae

0/U

Peridiniales

Peridiniaceae

0/U
Fragilariophyceae

Licmophoraceae

0/U Coscinodiscophyceae

Chaetocerotales

Corethrales

Coscinodiscales

Thalassiosirales

0/U

Dinophyceae

0/U
Fragilariophyceae

0/U

Mediophyceae

0/U
Oomycetes

0/U Eukaryota

Coscinodiscophyceae

Cryptophyta

Dinophyceae

Fragilariophyceae

Mediophyceae

Oomycetes

Sordariomycetes0/U Metazoa Actinopteri

no
Class

0/U

Bacteria

0/U Eukaryota

FungiMetazoa Viridiplantae

Bacteria

Eukaryota

no

superKingdom



MGT−v1_683 : 910 unigenes, 75 (8.24%) taxonomically assigned

0/U
Symbiodinium

0/U Dinophyceae Suessiales

0/U
Arachnida

0/U

Demospongiae

0/U

Enteropneusta

0/U
Gastropoda

0/U Eukaryota Dinophyceae

0/U Metazoa

Actinopteri

Arachnida Demospongiae

Enteropneusta Gastropoda

Hydrozoa

Insecta

Maxillopoda

no

Class

0/U Eukaryota

Metazoa

Eukaryota



MGT−v1_684 : 909 unigenes, 50 (5.50%) taxonomically assigned

0/U
Prorocentrales

0/U
Coccidia

0/U Dinophyceae

Peridiniales ProrocentralesSuessiales

0/U
Oomycetes

0/U
Amphibia

0/U Mammalia

Primates

0/U Eukaryota Coccidia

Dinophyceae

Oomycetes

0/U Metazoa

Amphibia

Aves

Insecta

Mammalia

0/U Eukaryota

Metazoa

Viridiplantae

Eukaryota



MGT−v1_685 : 907 unigenes, 140 (15.44%) taxonomically assigned

0/U

Harrimaniidae

0/U
Hydridae

0/U
Campanulariidae

0/U
Enteropneusta

Harrimaniidae

0/U
Anthoathecata

Hydridae

Campanulariidae

0/U
Calanoida

0/U
Actinopteri

0/U
Cestoda

0/U
Echinoidea

0/U

Gastropoda

0/U Hydrozoa

AnthoathecataLeptothecata

0/U

Polychaeta

0/U

Scyphozoa

0/U Metazoa

ActinopteriAnthozoa

Bivalvia

Cestoda
Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

Maxillopoda

Polychaeta

Scyphozoa

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_686 : 901 unigenes, 47 (5.22%) taxonomically assigned

Proteobacteria

bacterium JGI

0000113−P07

0/U

Heterocapsa

0/U Chroococcales

Synechococcus

0/U Metazoa

Trichoplax

0/U
Kinetoplastida

0/U
Peridiniales

Heterocapsaceae

Chroococcales

Stigonematales

0/U

Alphaproteobacteria

0/U
Gammaproteobacteria

0/U Eukaryota

Kinetoplastida

Prymnesiales

Peridiniales

0/U
Labyrinthulomycetes

0/U Pelagophyceae

Sarcinochrysidales

0/U Bacteria

Alphaproteobacteria

Gammaproteobacteria

Planctomycetia

0/U Eukaryota

Dinophyceae

Labyrinthulomycetes

Pelagophyceae

0/U Metazoa

Actinopteri

Anthozoa

Chromadorea

Polychaeta

0/U Eukaryota

Metazoa Viridiplantae

Bacteria
Eukaryota

no superKingdom



MGT−v1_687 : 900 unigenes, 72 (8.00%) taxonomically assigned

Marine

Group II

euryarchaeote

SCGC

AB−629−J06

0/U
Ectocarpales

0/U

Eutreptiales
0/U

Prymnesiales

0/U
Gonyaulacales

0/U
Gymnodiniales

0/U
Prorocentrales

0/U
Flavobacteriia

0/U Eukaryota

Ectocarpales

Eutreptiales Prymnesiales

0/U
Cryptophyta

0/U Dinophyceae

Gonyaulacales

Gymnodiniales

Prorocentrales

0/U
Raphidophyceae

0/U Bacteria

Flavobacteriia

0/U Eukaryota

Cryptophyta

Dinophyceae

Raphidophyceae

ChlorophyceaeMamiellophyceae
0/U

Archaea

0/U Eukaryota

MetazoaViridiplantae
0/U

Viruses
Archaea

Bacteria

Eukaryota

no
superKingdom

Viruses



MGT−v1_688 : 895 unigenes, 146 (16.31%) taxonomically assigned

0/U
Harrimaniidae

0/U
Actiniaria

0/U Echinoida

Strongylocentrotidae

0/U
Enteropneusta

Harrimaniidae

0/U
Anthozoa

Actiniaria

0/U

Asteroidea

0/U Echinoidea Echinoida

0/U
Enteropneusta

0/U
Gastropoda

0/U
Mammalia

0/U Metazoa

Actinopteri

Anthozoa

Asteroidea

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa
Insecta

Mammalia

0/U

EukaryotaEukaryota



MGT−v1_689 : 892 unigenes, 780 (87.44%) taxonomically assigned

0/U Viridiplantae

Prasinophyceae sp. CCMP2111

prasinophyte sp.
RCC997 (clade VIIA1)

0/U

Poales

0/U

Dinophyceae

Poales

Dinophyceae
0/U

Fungi

no

Class

0/U Eukaryota
Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_690 : 887 unigenes, 69 (7.78%) taxonomically assigned

0/U
Echinoida

0/U

Calanoida

0/U

Dinophyceae

0/U
Chilopoda

0/U
Enteropneusta

0/U
Gastropoda

0/U

Hirudinida

0/U
Hydrozoa

0/U

Eukaryota

Dinophyceae

0/U Metazoa

Actinopteri

Bivalvia

Chilopoda Echinoidea

Enteropneusta

Gastropoda

Hirudinida Hydrozoa

Insecta

Maxillopoda

0/U

Eukaryota
Eukaryota



MGT−v1_691 : 886 unigenes, 377 (42.55%) taxonomically assigned

0/U

Prymnesiales
0/U

Rotaliida

0/U

Bacillariales

0/U

Choreotrichida

0/U

Sporadotrichida

0/U Eukaryota

Prymnesiales Rotaliida

0/U

Coscinodiscophyceae

0/U

Mediophyceae

0/U Spirotrichea

Choreotrichida

Sporadotrichida

Tintinnida

0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

Dictyochophyceae

Dinophyceae

Mediophyceae

Spirotrichea

0/U Metazoa Echinoidea Mammalia

0/U Eukaryota

FungiMetazoa Viridiplantae

no

Kingdom

Eukaryota



MGT−v1_692 : 885 unigenes, 830 (93.79%) taxonomically assigned

0/U Erythrobacteraceae

Erythrobacter

0/U Sphingomonadales

Erythrobacteraceae

Sphingomonadaceae

0/U Alphaproteobacteria

Sphingomonadales

AlphaproteobacteriaBacteria



MGT−v1_693 : 885 unigenes, 533 (60.23%) taxonomically assigned

0/U Bacteria

Proteobacteria

bacterium JGI

0000113−P07

Verrucomicrobia

bacterium

SCGC

AAA164−M04

Verrucomicrobia

bacterium

SCGC

AAA300−O17

0/U Alphaproteobacteria

alpha

proteobacterium

SCGC AAA160−J14

alpha

proteobacterium

SCGC

AAA536−K22

Rhodobacterales

bacterium

HTCC2255 0/U

Hyphomonadaceae

0/U
Hellea

0/U
Cytophagia0/U

Flavobacteriia

Flavobacteria

bacterium

MS024−2A

0/U

Flavobacteriaceae

0/U Polaribacter

0/U
Gammaproteobacteria

0/U Eukaryota

0/U Phaeocystis

0/U

Coccidia

0/U Dictyochophyceae

0/U Dictyochales 0/U Florenciellales

0/U Pedinellales

Pedinellales sp. CCMP2098
0/U

Dinophyceae
0/U

Spirotrichea

0/U
Strombidiidae

0/U Alphaproteobacteria

0/U

Rhodobacterales 0/U

Hyphomonadaceae

Hellea
0/U

Rhodobacteraceae

0/U
Cytophagia

0/U Flavobacteriia

0/U

Flavobacteriaceae

Flavobacterium Polaribacter

0/U Eukaryota

Phaeocystis

0/U

Coccidia

0/U Dictyochophyceae

0/U Dictyochales 0/U Florenciellales

0/U Pedinellales

0/U
Dinophyceae

0/U

Spirotrichea

0/U
Strombidiidae

0/U Alphaproteobacteria

0/U

Rhodobacterales
HyphomonadaceaeRhodobacteraceae

0/U
Cytophagia

0/U Flavobacteriia

Flavobacteriaceae

0/U Eukaryota

Phaeocystaceae

0/U

Coccidia

0/U Dictyochophyceae

0/U Dictyochales 0/U Florenciellales

0/U Pedinellales

0/U
Dinophyceae

0/U

Spirotrichea

Strombidiidae

0/U Alphaproteobacteria

Rhodobacterales

0/U
Cytophagia

0/U Flavobacteriia

Flavobacteriales

0/U Eukaryota

Phaeocystales

0/U

Coccidia

0/U Dictyochophyceae

Dictyochales Florenciellales

Pedinellales

0/U
Dinophyceae

0/U

Spirotrichea

Alphaproteobacteria

Cytophagia

Flavobacteriia

Gammaproteobacteria

0/U Eukaryota

Coccidia

Dictyochophyceae

DinophyceaeSpirotrichea

no
Class

Bacteria

Eukaryota

no
superKingdom



MGT−v1_694 : 884 unigenes, 863 (97.62%) taxonomically assigned
0/U Flavobacteriales

0/U Flavobacteriaceae

0/U Zunongwangia

Zunongwangia profunda

0/U Flavobacteriales

0/U FlavobacteriaceaeZunongwangia

0/U Flavobacteriales

FlavobacteriaceaeBacteria



MGT−v1_695 : 883 unigenes, 63 (7.13%) taxonomically assigned

0/U

Trichoplax

0/U
Calanus

0/U

Prymnesiaceae

Trichoplax

0/U

Parazoanthidae

0/U
Sagittidae

0/U
Actinomycetales

0/U
Puniceicoccales

0/U
Prymnesiales

0/U
Zoantharia

Parazoanthidae

0/U
Echinoida

0/U
Anthoathecata

0/U
Calanoida

Calanidae

0/U

Aphragmophora

Sagittidae
Opitutales

Puniceicoccales

0/U Eukaryota

Phaeocystales

Prymnesiales

0/U

Ustilaginomycetes

0/U Metazoa

Coelacanthiformes

0/U Anthozoa Zoantharia

0/U

Demospongiae

0/U
Enteropneusta

0/U

Hydrozoa
Anthoathecata

Leptothecata

0/U Maxillopoda

Calanoida

Cyclopoida

0/U Sagittoidea Aphragmophora

0/U Bacteria

Actinobacteria

Opitutae

0/U Eukaryota

Dinophyceae

Polycystinea

0/U Metazoa

Anthozoa

Demospongiae Echinoidea

Enteropneusta

Hydrozoa

Insecta

Maxillopoda

Sagittoidea

0/U

Viridiplantae

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_696 : 883 unigenes, 652 (73.84%) taxonomically assigned

0/U

Fragilariopsis

0/U

Pseudo−nitzschia

0/U

Eucyrtidium

0/U

Sterkiella

BigelowiellaBolidomonas Chromera

0/U

Bacillariaceae

Fragilariopsis

Pseudo−nitzschia

0/U
Oxytrichidae

Sterkiella

0/U Bacillariales

Bacillariaceae

Rhizosoleniaceae

0/U
Chaetocerotales

Chaetocerotaceae

0/U

Pedinellales

0/U
Gonyaulacales

0/U Spirotrichea

0/U

Choreotrichida

Oxytrichidae

0/U
Tintinnida

0/U Bacillariophyceae

Bacillariales
0/U

Coscinodiscophyceae

Chaetocerotales

Corethrales

Pedinellales

0/U
Dinophyceae

Gonyaulacales

Thalassionemales

0/U

Mediophyceae

Choreotrichida

Euplotida

Tintinnida

0/U Eukaryota Bacillariophyceae

Coscinodiscophyceae

Dinophyceae

Fragilariophyceae Mediophyceae

Spirotrichea

Eukaryota



MGT−v1_697 : 877 unigenes, 688 (78.45%) taxonomically assigned

0/U

Bacteria

Proteobacteria

bacterium JGI

0000113−P07

0/U Viruses

0/U T4likevirus

Prochlorococcus phage P−SSM2

0/U MyoviridaeT4likevirus

0/U Caudovirales

Myoviridae

0/U Bacteria

Chroococcales

Prochlorales

0/U

Dinophyceae

0/U Viruses

Caudovirales

0/U Bacteria

0/U

Eukaryota

Dinophyceae

Bacteria

Eukaryota

no
superKingdom

Viruses



MGT−v1_698 : 873 unigenes, 792 (90.72%) taxonomically assigned

0/U Pseudoalteromonas

Pseudoalteromonas agarivorans Pseudoalteromonas sp. NW 4327

0/U
Vibrio

0/U

Pseudoalteromonadaceae

0/U Alteromonadales

Pseudoalteromonadaceae

0/U Gammaproteobacteria

Alteromonadales

Vibrionales

0/U Bacteria Flavobacteriia

Gammaproteobacteria
Bacteria

Eukaryota

no

superKingdom



MGT−v1_699 : 873 unigenes, 79 (9.05%) taxonomically assigned

0/U
Bivalvia

0/U
Echinoidea

0/U
Hydrozoa

0/U Metazoa

Actinopteri

Bivalvia

Echinoidea

Gastropoda

Hydrozoa Insecta

Polychaeta

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_700 : 871 unigenes, 606 (69.58%) taxonomically assigned

0/U Bacteria

uncultured

marine

bacterium

HF10_49E08

uncultured

verrucomicrobium

HF0500_18J03

Verrucomicrobia
bacterium SCGC

AAA027−I19

Verrucomicrobia

bacterium

SCGC

AAA164−E04

Verrucomicrobia
bacterium SCGC

AAA164−M04

marine

sediment

metagenome

no
Species

Rhodopirellula

0/U

Verrucomicrobiaceae

0/U

Cytophagales

0/U

Chromatiales

0/U
Verrucomicrobiales

Rubritaleaceae

Verrucomicrobiaceae

0/U

Cytophagia

Cytophagales

0/U

Gammaproteobacteria

Chromatiales

0/U Planctomycetia

Planctomycetales

0/U
Spartobacteria

0/U
Verrucomicrobiae

0/U Bacteria

Actinobacteria

CytophagiaGammaproteobacteria

Planctomycetia

Spartobacteria

Verrucomicrobiae

0/U
Eukaryota

Bacteria

Eukaryota

no

superKingdom



MGT−v1_701 : 871 unigenes, 219 (25.14%) taxonomically assigned

0/U Oikopleuridae

Oikopleura

0/U AppendiculariaOikopleuridae

0/U
Eukaryota

0/U

Coccidia

0/U
Aves

0/U

Bivalvia

0/U
Insecta

0/U

Mammalia

0/U

Chlorophyceae

0/U
Eukaryota

Coccidia

0/U
Fungi

0/U Metazoa

Actinopteri

Appendicularia

Aves Bivalvia

Insecta Mammalia

0/U
Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_702 : 870 unigenes, 754 (86.67%) taxonomically assigned
0/U

Fungi

0/U Metazoa

0/U

Bivalvia

0/U Insecta

0/U Diptera0/U Hymenoptera
0/U Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Cyclopoida

0/U Oithonidae

0/U
Fungi

0/U Metazoa

0/U

Bivalvia

0/U Insecta

0/U Diptera0/U Hymenoptera
0/U Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Cyclopoida

0/U Oithonidae

0/U
Fungi

0/U Metazoa

0/U

Bivalvia

0/U Insecta

0/U Diptera0/U Hymenoptera
0/U Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Cyclopoida

Oithonidae

0/U
Fungi

0/U Metazoa

0/U

Bivalvia

0/U Insecta

DipteraHymenoptera
0/U Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U
Fungi

0/U Metazoa

BivalviaBranchiopoda

Insecta

Mammalia

Maxillopoda

Fungi

Eukaryota



MGT−v1_703 : 870 unigenes, 761 (87.47%) taxonomically assigned

0/U Chaetocerotaceae

Chaetoceros

0/U ChaetocerotalesChaetocerotaceae

0/U Coscinodiscophyceae

Chaetocerotales

0/U Eukaryota

Coscinodiscophyceae

Mediophyceae

Eukaryota



MGT−v1_704 : 868 unigenes, 857 (98.73%) taxonomically assigned

Prochlorococcus

sp. W2

0/U Alphaproteobacteria

alpha

proteobacterium

SCGC

AAA015−N04 alpha

proteobacterium

SCGC AAA536−G10

alpha

proteobacterium

SCGC

AAA536−K22

alpha proteobacterium HIMB5

0/U Candidatus Pelagibacter

Candidatus Pelagibacter ubique

0/U PelagibacteraceaeCandidatus Pelagibacter

0/U Pelagibacterales

Pelagibacteraceae

0/U
Rhizobiales

Prochlorales

0/U Alphaproteobacteria
Pelagibacterales

RhizobialesRhodobacterales

0/U Bacteria

Alphaproteobacteria

no
Class

0/U

Eukaryota

Bacteria

Eukaryota



MGT−v1_705 : 867 unigenes, 107 (12.34%) taxonomically assigned

0/U

Danaus

0/U
Campanulariidae

0/U Metazoa

Branchiostomidae0/U
Anthoathecata

Campanulariidae

0/U Eukaryota

Phaeocystales

0/U
Arachnida

0/U
Aves

0/U
Enteropneusta

0/U

Gastropoda

0/U Hydrozoa

AnthoathecataLeptothecata

Lepidoptera

0/U

Mammalia

0/U
Polychaeta

0/U Metazoa

Anthozoa

Arachnida Aves

Bivalvia

Demospongiae

Enteropneusta
Gastropoda

Hydrozoa

Insecta
Mammalia

Polychaeta

Scyphozoa

0/U Eukaryota

Fungi

Metazoa Eukaryota



MGT−v1_706 : 853 unigenes, 230 (26.96%) taxonomically assigned

0/U Collodaria

0/U Sphaerozoidae 0/U Collozoum

0/U Nassellaria0/U Theoperidae

0/U
Actiniaria

0/U Collodaria

0/U Sphaerozoidae Collozoum

0/U Nassellaria0/U Theoperidae

0/U
Actiniaria

0/U Collodaria

Sphaerozoidae

0/U NassellariaTheoperidae

0/U
Actiniaria

0/U

Dinophyceae

0/U Polycystinea
Collodaria

Nassellaria

0/U

Anthozoa

Actiniaria

0/U Eukaryota
Dinophyceae

Polycystinea

0/U

Metazoa

Anthozoa

Hydrozoa

Metazoa

Eukaryota



MGT−v1_707 : 849 unigenes, 760 (89.52%) taxonomically assigned

0/U ChroococcalesSynechococcus

0/U Bacteria

Chroococcales no

Class

Bacteria



MGT−v1_708 : 849 unigenes, 87 (10.25%) taxonomically assigned

0/U

Aconoidasida0/U
Branchiopoda

0/U
Chromadorea

0/U
Malacostraca

Decapoda

0/U

Mammalia

0/U

Eukaryota

Aconoidasida

0/U Metazoa

Arachnida

Branchiopoda

Chromadorea

Insecta

Malacostraca

Mammalia

0/U

EukaryotaEukaryota



MGT−v1_709 : 845 unigenes, 431 (51.01%) taxonomically assigned

0/U Bacteria

Proteobacteria bacterium

JGI 0000113−P07

0/U Viruses

Synechococcus

phage S−CBP3

uncultured
Mediterranean
phage MEDS1

group

0/U
Planctomycetaceae

0/U

Prymnesiaceae

0/U Myoviridae Planctomycetaceae

0/U

Melosirales

0/U Caudovirales

0/U Bacteria

Chroococcales Nostocales Prochlorales

0/U

Gammaproteobacteria

0/U Planctomycetia

Planctomycetales

0/U Eukaryota

Prymnesiales

Melosirales0/U
Dinophyceae

Gonyaulacales

0/U
Aves

0/U Viruses

Caudovirales

0/U Bacteria

Gammaproteobacteria

Planctomycetia

0/U Eukaryota

0/U
Fungi

Aves

Fungi

Metazoa

Bacteria

Eukaryota

no superKingdom

Viruses



MGT−v1_710 : 844 unigenes, 600 (71.09%) taxonomically assigned

0/U
Eukaryota

0/U
Dinophyceae

0/U

Polycystinea

0/U

Nassellaria

0/U

Eucyrtidium

0/U Spirotrichea

0/U
Choreotrichida

0/U

Strombidinopsidae

0/U

Sporadotrichida

0/U

Oxytricha

0/U Tintinnida

0/U

Rhabdonellidae

0/U

Schmidingerella

Schmidingerella taraikaensis

0/U
Xystonellidae

0/U Favella

0/U

Urostylida

0/U
Eukaryota

0/U
Dinophyceae

0/U

Polycystinea

0/U

Nassellaria

Eucyrtidium

0/U Spirotrichea

0/U
Choreotrichida

0/U

Strombidinopsidae

0/U

Sporadotrichida

Oxytricha

0/U Tintinnida

0/U

Rhabdonellidae

Schmidingerella

0/U
Xystonellidae

Favella

0/U

Urostylida

0/U
Eukaryota

0/U
Dinophyceae

0/U

Polycystinea

0/U

Nassellaria

Theoperidae

0/U Spirotrichea

0/U
Choreotrichida

Strombidinopsidae

0/U

Sporadotrichida

Oxytrichidae

0/U Tintinnida

Rhabdonellidae

Xystonellidae

0/U

Urostylida

0/U
Eukaryota

0/U
Dinophyceae

0/U

Polycystinea

Nassellaria

0/U Spirotrichea

Choreotrichida

Sporadotrichida

Tintinnida

Urostylida

0/U
Eukaryota

Dinophyceae

Polycystinea

SpirotricheaEukaryota



MGT−v1_711 : 843 unigenes, 411 (48.75%) taxonomically assigned

0/U Bacteria

Proteobacteria
bacterium JGI
0000113−L05

Proteobacteria
bacterium JGI
0000113−P07

0/U

Actinobacteria

actinobacterium

SCGC

AAA041−L13

0/U

Alphaproteobacteria

alpha
proteobacterium

SCGC
AAA298−K06

0/U

Flavobacteriia

marine sediment metagenome

no Species

0/U Viruses

Cyanophage

Syn30

uncultured

cyanophage

uncultured phage
MedDCM−OCT−S04−C650

Cyanophage
P−RSM6

Synechococcus

phage

S−IOM18

Synechococcus

phage S−SM2

0/U

Pelagibacteraceae

0/U

Rhodobacteraceae

0/U
Pelagibacterales

Pelagibacteraceae

0/U
Clostridiales 0/U

Pavlovales

0/U
Prymnesiales

0/U

Pedinellales

0/U

Gymnodiniales

0/U Caudovirales

Myoviridae

Chroococcales

0/U

Actinobacteria

Candidatus

Actinomarinales

0/U

Alphaproteobacteria
Pelagibacterales

Rhodobacterales

0/U

Bacilli

0/U Clostridia

Clostridiales

0/U

Flavobacteriia

Flavobacteriales

0/U

Gammaproteobacteria

0/U Eukaryota

Pavlovales

Prymnesiales

Pedinellales

0/U

Dinophyceae

Gymnodiniales

0/U Sordariomycetes
0/U

Mammalia

0/U VirusesCaudovirales

0/U Bacteria

Actinobacteria

Alphaproteobacteria

Bacilli

Clostridia
Deltaproteobacteria

Flavobacteriia Gammaproteobacteria

0/U Eukaryota

Dictyochophyceae

Dinophyceae

Pelagophyceae

0/U
Metazoa

0/U

Viridiplantae

0/U Eukaryota

Fungi Metazoa Viridiplantae

Archaea

Bacteria
Eukaryota

no superKingdomViruses



MGT−v1_712 : 841 unigenes, 493 (58.62%) taxonomically assigned

0/U

Thalassolituus
Thalassolituus

0/U
Strombidiidae

Strombidium

0/U

Hylobatidae

0/U Oceanospirillales

Oceanospirillaceae

0/U

Peridiniales0/U

Prorocentrales

0/U Spirotrichea Strombidiidae

0/U Primates

Cercopithecidae Hominidae Hylobatidae

0/U Gammaproteobacteria

Oceanospirillales
Choanoflagellida Perkinsida

0/U Dinophyceae

Gymnodiniales

Peridiniales

Prorocentrales
Suessiales

0/U

Insecta

0/U Mammalia Chiroptera

Primates Cyclopoida

0/U Bacteria

Gammaproteobacteria

0/U Eukaryota Dinophyceae

Spirotrichea

0/U

Metazoa

Insecta

Maxillopoda

0/U Eukaryota

Metazoa

Bacteria

Eukaryota

no superKingdom



MGT−v1_713 : 840 unigenes, 29 (3.45%) taxonomically assigned

0/U

Gonyaulacales

0/U

Gymnodiniales

0/U Dinophyceae

Gonyaulacales GymnodinialesPeridiniales

0/U Metazoa Testudines

0/U EukaryotaDinophyceae

0/U Metazoa Insecta
0/U

Viridiplantae

0/U

Bacteria

0/U Eukaryota

Metazoa Viridiplantae

BacteriaEukaryota



MGT−v1_714 : 836 unigenes, 603 (72.13%) taxonomically assigned

0/U
Bacteria

Proteobacteria
bacterium JGI
0000113−P07

0/U

Alexandrium

0/U

Viruses

Prochlorococcus phage Syn1

0/U Myoviridae

Synechococcus
phage S−SM2

0/U
Prochlorococcaceae

0/U
Pelagibacteraceae

Pelagomonas

0/U Myoviridae

T4likevirus

0/U
Prymnesiales

0/U

Gonyaulacales

0/U Caudovirales Myoviridae

0/U Bacteria

Prochlorales

0/U
Alphaproteobacteria

Pelagibacterales

0/U Eukaryota

Prymnesiales

0/U
Oomycetes

0/U

Viruses

0/U Bacteria

Alphaproteobacteria

0/U Eukaryota

Dinophyceae

Oomycetes

Pelagophyceae

0/U Eukaryota

MetazoaViridiplantae

Bacteria

Eukaryota

no superKingdom

Viruses



MGT−v1_715 : 834 unigenes, 135 (16.19%) taxonomically assigned

0/U
Harrimaniidae

0/U

Lobata

0/U
Enteropneusta

Harrimaniidae

0/U
Leptothecata

0/U

Decapoda

Lobata

0/U
Actinopteri

0/U
Anthozoa

0/U
Arachnida

0/U
Bivalvia

0/U

Chromadorea

0/U
Enteropneusta

0/U
Gastropoda

0/U

Hirudinida
Leptothecata

0/U Maxillopoda

Calanoida

0/U

Trematoda

0/U Metazoa

Actinopteri

Anthozoa Arachnida

Bivalvia

Chromadorea

Echinoidea
Enteropneusta

Gastropoda

Hirudinida
Hydrozoa

Insecta

Malacostraca

Mammalia

Maxillopoda

Polychaeta

Trematoda

Eukaryota



MGT−v1_716 : 831 unigenes, 601 (72.32%) taxonomically assigned

0/U Bacteria

Verrucomicrobia

bacterium

SCGC

AAA027−I19

Verrucomicrobia
bacterium

SCGC
AAA164−E04

Verrucomicrobia
bacterium

SCGC
AAA164−M04

Verrucomicrobia
bacterium

SCGC
AAA300−N18

Verrucomicrobia

bacterium

SCGC

AB−629−E09

0/U
Spartobacteria

0/U

Verrucomicrobiaceae

0/U
Spartobacteria

0/U

Verrucomicrobiaceae

0/U
Bacillales0/U

Planctomycetales

0/U Verrucomicrobiales

Verrucomicrobiaceae

0/U Bacilli

Bacillales

0/U

Flavobacteriia

0/U
Gammaproteobacteria

0/U

Nitrospira

0/U Planctomycetia

Planctomycetales

0/U

Spirochaetia

0/U
Verrucomicrobiae

Verrucomicrobiales

0/U Bacteria

Bacilli

Flavobacteriia

Gammaproteobacteria

Lentisphaeria

Nitrospira

Opitutae

Planctomycetia

Spartobacteria

Spirochaetia

Verrucomicrobiae

0/U

Eukaryota

Bacteria

Eukaryota

no
superKingdom



MGT−v1_717 : 822 unigenes, 444 (54.01%) taxonomically assigned

0/U Viruses
Synechococcus

phage S−CBP3

uncultured

cyanophage

0/U Myoviridae

Synechococcus phage S−SM2

0/U T4likevirus

Prochlorococcus phage P−SSM2

0/U MyoviridaeT4likevirus

0/U

Nostocales
0/U

Prochlorales

0/U

Prymnesiales

0/U Caudovirales

Myoviridae

0/U Bacteria

Nostocales Prochlorales

Prymnesiales

0/U
Dinophyceae

0/U Viruses

Caudovirales

0/U
Eukaryota

Dinophyceae

0/U Viridiplantae

Mamiellophyceae

Metazoa

Viridiplantae

Bacteria

Eukaryota

no superKingdom

Viruses



MGT−v1_718 : 821 unigenes, 748 (91.11%) taxonomically assigned

0/U Eukaryota

0/U

Coccolithales

0/U Calcidiscaceae

0/U Isochrysidales

0/U Phaeocystales

0/U Phaeocystaceae

0/U Phaeocystis

Phaeocystis antarctica

0/U Prymnesiales

0/U Prymnesiaceae

0/U Eukaryota

0/U

Coccolithales

0/U Calcidiscaceae

0/U Isochrysidales

0/U Phaeocystales

0/U Phaeocystaceae

Phaeocystis

0/U Prymnesiales

0/U Prymnesiaceae

0/U Eukaryota

0/U

Coccolithales

Calcidiscaceae

0/U Isochrysidales

0/U Phaeocystales

Phaeocystaceae

0/U Prymnesiales

Prymnesiaceae

0/U Eukaryota

Coccolithales

Isochrysidales

Phaeocystales

Prymnesiales

Eukaryota



MGT−v1_719 : 811 unigenes, 413 (50.92%) taxonomically assigned

0/U Bacteria

Proteobacteria
bacterium JGI
0000113−P07

0/U Prochlorales

0/U

Prochlorococcaceae

0/U Prochlorococcus

Prochlorococcus marinus

0/U Mamiellales

0/U
Bathycoccaceae0/U Ostreococcus

Ostreococcus lucimarinus

Synechococcus

phage S−CBP3

0/U Caudovirales

0/U Myoviridae

0/U T4likevirus

0/U Prochlorales

0/U

Prochlorococcaceae
Prochlorococcus

0/U Mamiellales

0/U
Bathycoccaceae

Ostreococcus

0/U Caudovirales

0/U Myoviridae

T4likevirus

0/U Prochlorales

Prochlorococcaceae

0/U Mamiellales

Bathycoccaceae

0/U Caudovirales

Myoviridae

0/U Bacteria

Chroococcales

Prochlorales

0/U
Dinophyceae

0/U
Oomycetes

0/U

Actinopteri

0/U

Mamiellophyceae

0/U Viruses

Caudovirales

0/U Eukaryota

Dinophyceae

Oomycetes

0/U

Metazoa
Actinopteri

0/U Eukaryota

Metazoa

Viridiplantae

Bacteria

Eukaryota

no superKingdom

Viruses



MGT−v1_720 : 806 unigenes, 32 (3.97%) taxonomically assigned

0/U Cyclopoida

Oithonidae

0/U Maxillopoda Cyclopoida

0/U Metazoa

Actinopteri

Hydrozoa Insecta

Maxillopoda

Eukaryota



MGT−v1_721 : 805 unigenes, 675 (83.85%) taxonomically assigned

0/U

Gordonia

0/U

Mycobacteriaceae

Gordoniaceae

Mycobacteriaceae

0/U

Rhizobiales

0/U Oceanospirillales

Oceanospirillaceae

0/U
Pseudomonadales 0/U

Bicosoecida

0/U

Pedinellales

Rhizobiales

0/U Gammaproteobacteria

Alteromonadales

Oceanospirillales

Pseudomonadales

0/U

Eukaryota

Bicosoecida

0/U Bacteria Actinobacteria Alphaproteobacteria
Betaproteobacteria

Gammaproteobacteria

0/U

Eukaryota

no
Class

0/U

Eukaryota

Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_722 : 798 unigenes, 171 (21.43%) taxonomically assigned

0/U Oikopleuridae

Oikopleura

0/U

Peridiniales

0/U Appendicularia Oikopleuridae

0/U

Actinopteri 0/U
Ascidiacea

0/U

Chromadorea

0/U

Eukaryota

0/U Metazoa

Actinopteri

Appendicularia

Ascidiacea

Chromadorea

Mammalia

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_723 : 797 unigenes, 757 (94.98%) taxonomically assigned

0/U Synechococcus

Synechococcus sp. CC9605 Synechococcus

sp. WH 8109

0/U Chroococcales

Synechococcus
0/U

Bacteria

Chroococcales

Prochlorales

Bacteria



MGT−v1_724 : 797 unigenes, 511 (64.12%) taxonomically assigned

Florenciella parvula

0/U

Noctiluca

0/U Eukaryota

Bolidomonas Palpitomonas

Karlodinium

0/U

Suessiaceae

0/U

Bicosoecida

0/U

Coccosphaerales

0/U
Isochrysidales

0/U

Phaeocystales

0/U

Prymnesiales

0/U
Florenciellales

0/U

Gonyaulacales

0/U Gymnodiniales

Gymnodiniaceae

Kareniaceae

0/U
Suessiales

Suessiaceae

0/U
Pelagomonadales

0/U
Testudines

0/U

Bacilli

0/U Eukaryota

Bicosoecida

Coccosphaerales

Isochrysidales Phaeocystales

Prymnesiales

0/U

Chrysophyceae

0/U
Cryptophyta

0/U Dinophyceae

Gonyaulacales

Gymnodiniales
Suessiales

0/U
Pelagophyceae

Pelagomonadales

Testudines

0/U

Bacteria

Bacilli

0/U Eukaryota

Chrysophyceae

Cryptophyta

Dictyochophyceae

Dinophyceae

Pelagophyceae

0/U Viridiplantae Mamiellophyceae

no
Class

0/U

Bacteria

0/U Eukaryota

FungiMetazoaViridiplantae 0/U

Viruses

Bacteria

Eukaryota

Viruses



MGT−v1_725 : 797 unigenes, 404 (50.69%) taxonomically assigned

0/U
Metazoa

0/U Actinopteri

0/U Moronidae0/U Pomacentridae 0/U Stegastes

0/U

Cichliformes
0/U Cichlidae

0/U

Poeciliidae
0/U

Poecilia

0/U
Lycodichthys

0/U
Metazoa

0/U Actinopteri

0/U Moronidae0/U Pomacentridae Stegastes

0/U

Cichliformes
0/U Cichlidae

0/U

Poeciliidae
Poecilia Lycodichthys

0/U
Metazoa

0/U Actinopteri

MoronidaePomacentridae

0/U

Cichliformes
Cichlidae Poeciliidae Zoarcidae

0/U
Metazoa0/U Actinopteri

Cichliformes Cyprinodontiformes Perciformes

0/U
Metazoa

Eukaryota



MGT−v1_726 : 796 unigenes, 465 (58.42%) taxonomically assigned

0/U Eukaryota

0/U Coccolithales

0/U Coccosphaerales 0/U

Pontosphaeraceae

0/U Isochrysidales

0/U Isochrysidaceae 0/U Noelaerhabdaceae

0/U

Phaeocystales

0/U Prymnesiales

0/U
Prymnesiaceae

0/U Eukaryota

0/U Coccolithales

0/U Coccosphaerales Pontosphaeraceae

0/U Isochrysidales

0/U Isochrysidaceae 0/U Noelaerhabdaceae

0/U

Phaeocystales

0/U Prymnesiales

0/U
Prymnesiaceae

0/U Eukaryota

0/U Coccolithales

0/U Coccosphaerales

0/U Isochrysidales

Isochrysidaceae Noelaerhabdaceae

0/U

Phaeocystales

Phaeocystaceae

0/U Prymnesiales

Prymnesiaceae

0/U Eukaryota

Coccolithales

Coccosphaerales

Isochrysidales

Phaeocystales

Prymnesiales

Eukaryota



MGT−v1_727 : 793 unigenes, 183 (23.08%) taxonomically assigned

0/U

Hemiselmis

0/U Prasinovirus

Micromonas

pusilla

virus SP1

0/U

Saprospiraceae

0/U
Hemiselmidaceae

Hemiselmis

0/U
Cymatosiraceae

0/U

Flavobacteriales

0/U

Coccolithales

0/U
Isochrysidales

0/U Prymnesiales

Prymnesiaceae

0/U
Cymatosirales

Cymatosiraceae

0/U
Viruses

Phycodnaviridae

0/U
Cytophagia

0/U

Deltaproteobacteria

0/U
Sphingobacteriia

Sphingobacteriales

0/U Eukaryota

Coccolithales

Isochrysidales

Prymnesiales

0/U
Coscinodiscophyceae

Thalassiosirales

0/U
Cryptophyta

Cryptomonadales

0/U
Dinophyceae

Gonyaulacales

0/U

Ichthyosporea

0/U

Mediophyceae

Cymatosirales

0/U
Pelagophyceae

0/U

Raphidophyceae0/U

Rhodellophyceae

0/U

Spirotrichea

Mamiellales

0/U Bacteria

Alphaproteobacteria

Cytophagia

Deltaproteobacteria

Flavobacteriia
Sphingobacteriia0/U Eukaryota

Coscinodiscophyceae

CryptophytaDinophyceae
Ichthyosporea

Mediophyceae
Pelagophyceae

Raphidophyceae
Rhodellophyceae

Spirotrichea

0/U
Viridiplantae

0/U Eukaryota

Metazoa Viridiplantae

Bacteria

Eukaryota

no superKingdom

Viruses



MGT−v1_728 : 789 unigenes, 563 (71.36%) taxonomically assigned

0/U Eukaryota

0/U Phaeocystales

0/U Phaeocystaceae
0/U Phaeocystis

Phaeocystis antarctica 0/U
Thalassiosirales

0/U Cryptophyta

Cryptophyceae
sp. CCMP2293

0/U

Pyrenomonadales

0/U Eukaryota

0/U Phaeocystales

0/U PhaeocystaceaePhaeocystis

0/U
Thalassiosirales

0/U Cryptophyta

0/U

Pyrenomonadales

0/U Eukaryota

0/U Phaeocystales

Phaeocystaceae

Prymnesiaceae

0/U
Thalassiosirales

Thalassiosiraceae

0/U Cryptophyta

0/U

Pyrenomonadales

0/U Eukaryota

Phaeocystales

Prymnesiales

0/U Cryptophyta

Pyrenomonadales

0/U Eukaryota

Coscinodiscophyceae

Cryptophyta

Dinophyceae

Mediophyceae

Eukaryota



MGT−v1_729 : 783 unigenes, 145 (18.52%) taxonomically assigned

0/U
Eutreptiales

0/U Leptothecata

Campanulariidae
0/U

Eukaryota

Eutreptiales

0/U
Dinophyceae

0/U
Agaricomycetes

0/U

Hirudinida

0/U Hydrozoa

Anthoathecata

Leptothecata

0/U Maxillopoda

Calanoida

Dinophyceae

Agaricomycetes

0/U Metazoa

Actinopteri

Aves

Bivalvia

Hirudinida

Hydrozoa

Insecta

Maxillopoda

0/U
Eukaryota

Fungi

MetazoaEukaryota



MGT−v1_730 : 782 unigenes, 333 (42.58%) taxonomically assigned

0/U Bacteria

Proteobacteria
bacterium JGI
0000113−E04

0/U
Viridiplantae

prasinophyte
sp. RCC997

(clade
VIIA1)

0/U
T4likevirus

0/U

Flavobacteriaceae

Bolidomonas Palpitomonas

0/U
Phycodnaviridae

0/U
Myoviridae

T4likevirus

0/U Flavobacteriales

Flavobacteriaceae

0/U Viruses

Mimiviridae

Phycodnaviridae

0/U
Caudovirales

Myoviridae

0/U
Alphaproteobacteria

0/U Flavobacteriia

Flavobacteriales

0/U

Planctomycetia

0/U Eukaryota

BicosoecidaPrymnesiales

0/U

Cryptophyta
0/U

Dictyochophyceae

0/U
Amphibia

0/U

Hydrozoa0/U

Mamiellophyceae

0/U Viruses Caudovirales

0/U Bacteria

Alphaproteobacteria

Bacilli

Flavobacteriia

Planctomycetia

0/U Eukaryota

Cryptophyta

Dictyochophyceae

Dinophyceae

Pelagophyceae

Amphibia

Hydrozoa

0/U Viridiplantae Mamiellophyceae

0/U
Archaea

0/U Eukaryota

FungiMetazoaViridiplantae

ArchaeaBacteria

Eukaryota

no superKingdom

Viruses



MGT−v1_731 : 782 unigenes, 510 (65.22%) taxonomically assigned

Proteobacteria

bacterium JGI

0000113−P07

0/U
Synechococcus0/U Myoviridae

Cyanophage
P−RSM6

Cyanophage
S−TIM5

Synechococcus

phage S−SM2

0/U
Chroococcales

0/U Pelagomonadales

0/U
Pelagibacterales

0/U

Pelagomonadales

0/U Caudovirales

Myoviridae

0/U Bacteria

Chroococcales

0/U
Alphaproteobacteria

Pelagibacterales

0/U
Bacilli

0/U
Clostridia

0/U

Gammaproteobacteria

0/U

Spirochaetia

Isochrysidales 0/U Pelagophyceae

Pelagomonadales

0/U Viruses

Caudovirales

0/U
Archaea

Archaeoglobi

0/U Bacteria

Actinobacteria

Alphaproteobacteria

Bacilli

Clostridia

Deltaproteobacteria

Gammaproteobacteria

Spirochaetia

0/U
Eukaryota

0/U
Viridiplantae

Fungi

Viridiplantae

Archaea

Bacteria

Eukaryota

no superKingdom

Viruses



MGT−v1_732 : 781 unigenes, 97 (12.42%) taxonomically assigned

0/U
Pongo

0/U
Campanulariidae

0/U Actinopteri

Moronidae

0/U

Rhabditida

0/U
Echinoida

0/U
Primates

0/U Actinopteri

Cichliformes

0/U

Amphibia

0/U

Anthozoa

0/U
Cubozoa

0/U
Demospongiae

Echinoida

0/U

Enteropneusta

0/U

Gastropoda

0/U
Hirudinida

0/U Hydrozoa

Leptothecata

0/U
Maxillopoda

Calanoida

0/U
Polychaeta

0/U Metazoa Actinopteri

Amphibia

Anthozoa Chromadorea Cubozoa

Demospongiae

Echinoidea

Enteropneusta

Gastropoda Hirudinida

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

Sagittoidea

0/U

EukaryotaEukaryota



MGT−v1_733 : 780 unigenes, 51 (6.54%) taxonomically assigned

0/U
Gonyaulacaceae

0/U
Symbiodiniaceae

0/U

Phycodnaviridae

0/U Eukaryota

Vannellidae

0/U
Gonyaulacales

Gonyaulacaceae
0/U

Peridiniales
Symbiodiniaceae

0/U
Capitellida

0/U Dinophyceae

Gonyaulacales PeridinialesSuessiales

0/U
Fragilariophyceae

0/U
Actinopteri

0/U
Polychaeta

Capitellida

0/U Eukaryota

Dinophyceae

Fragilariophyceae

Spirotrichea

ActinopteriAmphibia Aves Polychaeta

0/U Eukaryota

Metazoa

Eukaryota

no
superKingdom

Viruses



MGT−v1_734 : 780 unigenes, 142 (18.21%) taxonomically assigned

0/U Calanus

Calanus
finmarchicus

0/U
Hydridae

0/U
Calanidae

Calanus

0/U

Leptothecata

0/U
Decapoda

Pandalidae

0/U
Actinopteri

0/U

Anthozoa

0/U
Branchiopoda

0/U

Chilopoda
0/U

Chromadorea

0/U

Demospongiae

0/U Echinoidea

Echinoida

0/U

Enteropneusta

0/U Hydrozoa

Anthoathecata

Leptothecata0/U Maxillopoda

Calanoida

0/U
Fungi

0/U Metazoa

Actinopteri Anthozoa

Branchiopoda Chilopoda ChromadoreaDemospongiae

Echinoidea

Enteropneusta

Hydrozoa

Insecta

Malacostraca

MammaliaMaxillopoda Polychaeta

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_735 : 777 unigenes, 97 (12.48%) taxonomically assigned

0/U
Chaetoceros

0/U Calanidae

Calanus

0/U

Mamiellaceae

0/U
Choanoflagellida

0/U
Coccosphaerales

0/U

Isochrysidales

0/U CalanoidaCalanidae

0/U Eukaryota

Choanoflagellida Coccosphaerales Isochrysidales

0/U
Chrysophyceae

Chaetocerotales

0/U
Synurophyceae

0/U

Enteropneusta

0/U Maxillopoda

Calanoida

0/U

Mamiellophyceae

0/U Eukaryota

Chrysophyceae

Dinophyceae

Synurophyceae

Sordariomycetes

0/U Metazoa Aves

Enteropneusta

Insecta

Maxillopoda

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_736 : 777 unigenes, 725 (93.31%) taxonomically assigned

0/U Actinobacteria

marine actinobacterium PHSC20C1

0/U

Corynebacteriales

0/U Micrococcales

Microbacteriaceae

0/U Actinobacteria

Actinomycetales

Corynebacteriales

Micrococcales
no

Order

0/U Bacteria

Actinobacteria

Bacilli Metazoa

Bacteria



MGT−v1_737 : 774 unigenes, 56 (7.24%) taxonomically assigned

0/U Calanoida

Calanidae
0/U

Anthozoa
0/U

Chromadorea

0/U Hydrozoa

Leptothecata

0/U Maxillopoda Calanoida

0/U Metazoa

Anthozoa Chromadorea

Hydrozoa

Insecta Mammalia

Maxillopoda

Polychaeta

no
Class

0/U

Bacteria

0/U Eukaryota

Bacteria

Eukaryota

no
superKingdom



MGT−v1_738 : 770 unigenes, 423 (54.94%) taxonomically assigned

Richelia

intracellularis

0/U Nostocaceae

Richelia

0/U
Fragilariaceae

0/U Nostocales

Nostocaceae

0/U

Corethrales

0/U

Peridiniales

0/U

Fragilariales

Fragilariaceae
0/U

Eupodiscales

0/U Bacteria

Nostocales

0/U

Bacillariophyceae

Corethrales

0/U Dinophyceae

Peridiniales

0/U

Fragilariophyceae

Fragilariales

0/U Mediophyceae

EupodiscalesLithodesmiales

0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

Cryptophyta

Dinophyceae

FragilariophyceaeMediophyceae

Bacteria
Eukaryota

no superKingdom



MGT−v1_739 : 769 unigenes, 128 (16.64%) taxonomically assigned

0/U Calanidae Calanus

0/U
Ixodida

0/U Calanoida

Calanidae

0/U

Echinoidea

0/U

Hydrozoa

0/U

Mammalia

0/U MaxillopodaCalanoida

0/U Metazoa

Arachnida

Echinoidea

Hydrozoa

Insecta

Mammalia

Maxillopoda

Eukaryota



MGT−v1_740 : 768 unigenes, 139 (18.10%) taxonomically assigned

0/U
Calanus
Calanus

0/U Calanoida

Calanidae

0/U

Bivalvia
0/U

Branchiopoda

0/U

Echinoidea

0/U
Hydrozoa

0/U Insecta

Hemiptera

0/U Maxillopoda Calanoida

Cyclopoida

0/U Metazoa
BivalviaBranchiopoda

Echinoidea

Hydrozoa

Insecta

Maxillopoda

0/U

Viridiplantae

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_741 : 766 unigenes, 120 (15.67%) taxonomically assigned

0/U
Oikopleura

0/U Oikopleuridae Oikopleura
0/U Calanidae

Calanus

0/U

Appendicularia

0/U
Ixodida

0/U
Anthoathecata

0/U
Calanoida

Calanidae

0/U

Actinopteri

0/U
Chilopoda

0/U Hydrozoa

Anthoathecata 0/U
Insecta

Hymenoptera

0/U
Mammalia

0/U Maxillopoda

Calanoida

0/U

Trematoda

0/U Metazoa

Actinopteri

Appendicularia

Arachnida

Cestoda

Chilopoda Echinoidea

Hydrozoa Insecta

Mammalia

Maxillopoda

Trematoda

0/U
Viridiplantae

0/U Eukaryota

Metazoa

Viridiplantae

Eukaryota



MGT−v1_742 : 765 unigenes, 49 (6.41%) taxonomically assigned

0/U
Diptera

0/U Eukaryota Longamoebia

0/U Polychaeta

Capitellida

0/U Metazoa

Actinopteri

Echinoidea

Enteropneusta

Insecta

Mammalia

Polychaeta

0/U

Bacteria

0/U Eukaryota

Metazoa

Bacteria

Eukaryota



MGT−v1_743 : 764 unigenes, 512 (67.02%) taxonomically assigned

0/U Bacteria

Proteobacteria

bacterium JGI

0000113−P07

0/U Viruses

0/U Myoviridae

Cyanophage
P−RSM6

Synechococcus
phage S−CAM1

Synechococcus
phage Syn19

0/U

Prochlorococcaceae

0/U

Chroococcales

0/U
Prochlorales

Prochlorococcaceae

0/U Caudovirales

Myoviridae

0/U Bacteria

Chroococcales

Prochlorales

0/U

Bacilli

0/U

Gammaproteobacteria

0/U Viruses

Caudovirales

0/U Bacteria

BacilliGammaproteobacteria

0/U
Eukaryota

0/U
Metazoa

0/U
Eukaryota

Metazoa

Bacteria Eukaryota

no superKingdom

Viruses



MGT−v1_744 : 764 unigenes, 64 (8.38%) taxonomically assigned

0/U
Echinoida

0/U
Semaeostomeae

0/U Dinophyceae

Peridiniales

0/U
Actinopteri

0/U
Ascidiacea

0/U
Echinoidea

Echinoida

0/U
Malacostraca

0/U Maxillopoda

Calanoida

0/U

Sagittoidea

0/U Eukaryota

Dinophyceae

0/U Metazoa

Actinopteri

Ascidiacea

Echinoidea
Gastropoda

Hydrozoa

Insecta

Malacostraca

Maxillopoda

Sagittoidea

Scyphozoa

0/U Eukaryota

Metazoa

Viridiplantae

Eukaryota



MGT−v1_745 : 758 unigenes, 165 (21.77%) taxonomically assigned

0/U

Oithona

0/U
Paramoebidae

0/U

Kareniaceae

0/U
Calanidae

Oithona

Paramoebidae

0/U
Collodaria

0/U
Calanoida

Calanidae

0/U

Siphonostomatoida

Caligidae

0/U
Dinophyceae

Gymnodiniales Suessiales

0/U
Heterotrichea

0/U
Dothideomycetes0/U

Actinopteri

0/U Insecta

Diptera

0/U
Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

Siphonostomatoida

0/U
Eukaryota

Dinophyceae

Heterotrichea

Polycystinea

0/U Metazoa

Actinopteri Chilopoda

Insecta

Mammalia

Maxillopoda

0/U
Eukaryota

Fungi

MetazoaEukaryota



MGT−v1_746 : 757 unigenes, 14 (1.85%) taxonomically assigned

0/U Insecta Hymenoptera

0/U Metazoa

Hydrozoa

Insecta

Maxillopoda

Eukaryota



MGT−v1_747 : 756 unigenes, 540 (71.43%) taxonomically assigned

0/U Eukaryota

0/U
Coccolithales

0/U
Isochrysidales

0/U

Noelaerhabdaceae

0/U

Phaeocystales

0/U Prymnesiales
0/U

Prymnesiaceae

0/U Haptolina

0/U Eukaryota

0/U
Coccolithales

0/U
Isochrysidales

0/U

Noelaerhabdaceae

0/U

Phaeocystales

0/U Prymnesiales
0/U

Prymnesiaceae

Haptolina

0/U Eukaryota

0/U
Coccolithales

0/U
Isochrysidales

Noelaerhabdaceae

0/U

Phaeocystales

0/U Prymnesiales

Chrysochromulinaceae

Prymnesiaceae

0/U Eukaryota

Coccolithales

Isochrysidales

Phaeocystales

Prymnesiales

Eukaryota



MGT−v1_748 : 750 unigenes, 150 (20.00%) taxonomically assigned

0/U
Harrimaniidae

0/U

Kinetoplastida

0/U

Perkinsida

0/U
Actiniaria

0/U

Enteropneusta

Harrimaniidae

0/U
Decapoda

0/U

Capitellida

0/U Eukaryota Kinetoplastida Perkinsida

0/U

Actinopteri

0/U

Asteroidea

0/U
Bivalvia

0/U

Demospongiae

0/U Echinoidea

Echinoida

0/U

Enteropneusta

0/U

Gastropoda

0/U
Hirudinida

0/U
Hydrozoa

0/U Metazoa

Actinopteri
Anthozoa

Asteroidea

Bivalvia

Demospongiae

Echinoidea

Enteropneusta

Gastropoda

Hirudinida

Hydrozoa

Insecta
Malacostraca

Polychaeta

no

Class

0/U Eukaryota

Metazoa
Eukaryota



MGT−v1_749 : 746 unigenes, 167 (22.39%) taxonomically assigned

0/U
Rhynchobdellida

0/U
Cyclopoida

0/U Capitellida

Capitellidae

0/U

Eurotiomycetes

0/U

Arachnida

0/U

Ascidiacea

0/U

Enteropneusta

0/U
Gastropoda

0/U

Hirudinida

Rhynchobdellida

0/U

Hydrozoa

0/U
Mammalia

0/U

Maxillopoda

Calanoida

Cyclopoida

0/U
Polychaeta

Capitellida

0/U Fungi Eurotiomycetes

0/U Metazoa

Actinopteri

Arachnida

AscidiaceaBivalvia

Enteropneusta

Gastropoda

Hirudinida

Hydrozoa

Insecta

MammaliaMaxillopoda

Polychaeta

0/U

Viridiplantae

no

Class

0/U

Bacteria

0/U Eukaryota Fungi

Metazoa

Viridiplantae

Bacteria

Eukaryota



MGT−v1_750 : 743 unigenes, 246 (33.11%) taxonomically assigned

0/U Prymnesiales

0/U Bacillariophyceae

0/U Bacillariales

0/U Bacillariaceae

0/U Pseudo−nitzschia

0/U
Coscinodiscophyceae

0/U

Thalassiosirales

0/U Dinophyceae

0/U

Peridiniales

0/U

Peridiniaceae

0/U Fragilariophyceae

0/U Licmophoraceae

0/U

Fragilariales

0/U

Fragilariaceae

0/U

Striatellales

0/U

Mediophyceae

0/U Prymnesiales

0/U Bacillariophyceae

0/U Bacillariales

0/U Bacillariaceae

Pseudo−nitzschia

0/U
Coscinodiscophyceae

0/U

Thalassiosirales

0/U Dinophyceae

0/U

Peridiniales

0/U

Peridiniaceae

0/U Fragilariophyceae

0/U Licmophoraceae

0/U

Fragilariales

0/U

Fragilariaceae

0/U

Striatellales

0/U

Mediophyceae

0/U Prymnesiales

0/U Bacillariophyceae

0/U Bacillariales Bacillariaceae

0/U
Coscinodiscophyceae

0/U

Thalassiosirales

0/U Dinophyceae

0/U

Peridiniales
Peridiniaceae

0/U Fragilariophyceae

Licmophoraceae

0/U

Fragilariales

Fragilariaceae

0/U

Striatellales

0/U

Mediophyceae

Prymnesiales

0/U Bacillariophyceae

Bacillariales

0/U
Coscinodiscophyceae

Thalassiosirales

0/U Dinophyceae

Peridiniales

Fragilariales

Striatellales

0/U

Mediophyceae

0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

Dinophyceae

Fragilariophyceae

Mediophyceae

Eukaryota



MGT−v1_751 : 737 unigenes, 55 (7.46%) taxonomically assigned

0/U

Dictyosteliida

0/U Gastropoda

Aplysiidae

0/U
Anthoathecata

0/U

Eukaryota

Dictyosteliida

0/U
Actinopteri

0/U Hydrozoa

AnthoathecataLeptothecata

0/U
Mammalia

0/U

Liliopsida

0/U Metazoa

ActinopteriBivalvia

Echinoidea Gastropoda

Hydrozoa

MammaliaMaxillopoda

0/U

Eukaryota

Viridiplantae

Eukaryota



MGT−v1_752 : 734 unigenes, 33 (4.50%) taxonomically assigned

0/U Oithonidae

Oithona

0/U

Testudines

0/U
Tetraodontiformes

0/U
Calanoida

0/U Cyclopoida Oithonidae

Testudines

0/U Actinopteri

Tetraodontiformes

0/U Maxillopoda Calanoida

Cyclopoida

0/U Metazoa

Actinopteri

Anthozoa

Insecta

Maxillopoda

Polychaeta

0/U

Eukaryota
Eukaryota



MGT−v1_753 : 734 unigenes, 715 (97.41%) taxonomically assigned

0/U Micromonas

Micromonas pusilla

0/U MamiellaceaeMicromonas

0/U Mamiellales

Mamiellaceae

Eukaryota



MGT−v1_754 : 733 unigenes, 724 (98.77%) taxonomically assigned

Thalassiosira
minuscula

0/U Rhodobacteraceae

Sulfitobacter

0/U

Thalassiosiraceae

Thalassiosira

0/U Rhodobacterales

Rhodobacteraceae

0/U Alphaproteobacteria

Alphaproteobacteria

0/U

Eukaryota

0/U
Eukaryota

Bacteria

Eukaryota

no
superKingdom



MGT−v1_755 : 726 unigenes, 674 (92.84%) taxonomically assigned

0/U Bacteria

Proteobacteria

bacterium JGI

0000113−E04

Proteobacteria
bacterium JGI
0000113−L05

0/U Flavobacteriia

uncultured
Flavobacteriia

bacterium

SAR86 cluster bacterium SAR86E

0/U Flavobacteriales

Flavobacteriaceae

0/U FlavobacteriiaFlavobacteriales

0/U
Gammaproteobacteria

0/U Bacteria

Bacteroidia Cytophagia

Flavobacteriia

Gammaproteobacteria

0/U

Eukaryota

0/U

Eukaryota

Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_756 : 726 unigenes, 48 (6.61%) taxonomically assigned

0/U Calanidae

Calanus

0/U
Oithonidae

Oithona
0/U

Hymenoptera

0/U
Calanoida

Calanidae

0/U Maxillopoda

Calanoida

Cyclopoida Siphonostomatoida

0/U Metazoa

Actinopteri

Hydrozoa

Insecta

Maxillopoda

Eukaryota



MGT−v1_757 : 725 unigenes, 67 (9.24%) taxonomically assigned

0/U
Doliolidae

0/U

Salmoniformes

0/U Enterogona Cionidae

0/U
Doliolida

Doliolidae

0/U

Aconoidasida

0/U
Actinopteri

0/U
Ascidiacea

Enterogona

0/U Thaliacea

Doliolida

Aconoidasida

0/U Metazoa

Actinopteri

Anthozoa

Ascidiacea

Echinoidea

Insecta

MammaliaThaliacea

0/U
Viridiplantae

no
Class

0/U Eukaryota

Metazoa

Viridiplantae

Eukaryota



MGT−v1_758 : 724 unigenes, 123 (16.99%) taxonomically assigned

0/U Calanidae

Calanus

0/U Calanoida

Calanidae

0/U

Aconoidasida

0/U

Amphibia

0/U
Aves

0/U
Echinoidea

0/U

Enteropneusta

0/U
Gastropoda

0/U

Hydrozoa

0/U Maxillopoda Calanoida

0/U

Eukaryota

Aconoidasida

0/U Metazoa

Amphibia Aves

Echinoidea

Enteropneusta

Gastropoda

HydrozoaInsecta

Mammalia

Maxillopoda

0/U

EukaryotaEukaryota



MGT−v1_759 : 721 unigenes, 150 (20.80%) taxonomically assigned

0/U

Phaeocystis

0/U Eukaryota

Lotharella

0/U

Phaeocystaceae

Phaeocystis

0/U

Corethraceae

0/U

Chroococcales

0/U
Choanoflagellida

0/U

Eutreptiales

0/U
Isochrysidales

NoelaerhabdaceaePhaeocystaceae

0/U Prymnesiales

Prymnesiaceae

0/U
Bacteria

Chroococcales

0/U
Alphaproteobacteria

0/U Eukaryota

Bicosoecida

Choanoflagellida

Eutreptiales

Isochrysidales

Phaeocystales

Prymnesiales

Corethrales
0/U

Oomycetes

0/U
Nephroselmidophyceae

0/U
Bacteria

Alphaproteobacteria

0/U Eukaryota

Dinophyceae OomycetesPelagophyceae

0/U Metazoa Polychaeta 0/U Viridiplantae Nephroselmidophyceae

0/U
Bacteria

0/U Eukaryota

Metazoa Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_760 : 720 unigenes, 524 (72.78%) taxonomically assigned

uncultured
Flavobacteriia

bacterium

Flavobacterium

sp. SCGC

AAA160−P02

0/U

Fragilariopsis

0/U
Pseudo−nitzschia

0/U

Pelagomonas

Pelagomonas

calceolata

0/U Flavobacteriaceae

Flavobacterium

Fragilariopsis

Pseudo−nitzschia

0/U Flavobacteriales

Flavobacteriaceae

0/U Bacillariales

Bacillariaceae

Rhizosoleniaceae

0/U

Pelagomonadales

0/U

Bacteroidia

0/U Flavobacteriia

Flavobacteriales
0/U Bacillariophyceae

Bacillariales

0/U

Coscinodiscophyceae

Chaetocerotales

0/U
Dinophyceae

Gymnodiniales

0/U
Oomycetes

0/U
Spirotrichea

0/U Chromadorea0/U Bacteria
Bacteroidia

Cytophagia

Flavobacteriia

0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

Dinophyceae
Fragilariophyceae

Mediophyceae

Oomycetes

Pelagophyceae

Spirotrichea

Metazoa Viridiplantae

Bacteria Eukaryota

no superKingdom



MGT−v1_761 : 719 unigenes, 632 (87.90%) taxonomically assigned

0/U Metazoa

0/U

Hydrozoa

0/U Insecta

0/U Coleoptera

0/U

Decapoda

0/U Maxillopoda

0/U
Calanoida

0/U
Calanidae

0/U Cyclopoida

0/U Oithonidae

0/U Oithona

0/U Siphonostomatoida

0/U Metazoa

0/U

Hydrozoa

0/U Insecta

0/U Coleoptera

0/U

Decapoda

0/U Maxillopoda

0/U
Calanoida

0/U
Calanidae

0/U Cyclopoida

0/U Oithonidae

Oithona

0/U Siphonostomatoida

0/U Metazoa

0/U

Hydrozoa

0/U Insecta

0/U Coleoptera

0/U

Decapoda

0/U Maxillopoda

0/U
Calanoida

Calanidae

0/U CyclopoidaOithonidae

0/U Siphonostomatoida

0/U Metazoa

0/U

Hydrozoa

0/U Insecta

Coleoptera

Decapoda

0/U Maxillopoda
Calanoida

Cyclopoida

Siphonostomatoida

0/U Metazoa

Hydrozoa

Insecta

MaxillopodaEukaryota



MGT−v1_762 : 717 unigenes, 688 (95.96%) taxonomically assigned

0/U Fragilariopsis
Fragilariopsis
kerguelensis

0/U
Chaetoceros

Chaetoceros
debilis

0/U Bacillariaceae

Fragilariopsis

Chaetoceros

0/U Bacillariales

Bacillariaceae

Chaetocerotaceae

0/U
Thalassiosirales

Phaeocystales

0/U Bacillariophyceae

Bacillariales

0/U

Coscinodiscophyceae

Chaetocerotales

Thalassiosirales

0/U
Dinophyceae

0/U

Eukaryota

Coscinodiscophyceae

Dinophyceae

Mediophyceae

Eukaryota



MGT−v1_763 : 712 unigenes, 567 (79.63%) taxonomically assigned

0/U

Eukaryota

0/U Phaeocystis

0/U Coscinodiscophyceae

0/U Thalassiosirales

0/U Skeletonemataceae

0/U Thalassiosiraceae

0/U Thalassiosira

0/U

Dinophyceae

0/U

Fragilariophyceae

0/U

Eukaryota

Phaeocystis

0/U Coscinodiscophyceae

0/U Thalassiosirales

0/U Skeletonemataceae

0/U Thalassiosiraceae

Thalassiosira

0/U

Dinophyceae

0/U

Fragilariophyceae

0/U

Eukaryota

Phaeocystaceae

0/U Coscinodiscophyceae

0/U Thalassiosirales

Skeletonemataceae

Thalassiosiraceae

0/U

Dinophyceae

0/U

Fragilariophyceae

0/U

Eukaryota

Phaeocystales

0/U Coscinodiscophyceae

Thalassiosirales

0/U

Dinophyceae

0/U

Fragilariophyceae

0/U

Eukaryota

Coscinodiscophyceae

Dinophyceae

Fragilariophyceae

Mediophyceae

Eukaryota



MGT−v1_764 : 711 unigenes, 54 (7.59%) taxonomically assigned

0/U
Cichlidae

0/U
Campanulariidae

0/U
Mucorales

0/U
Cichliformes

Cichlidae

0/U Actinopteri Cichliformes

0/U Hydrozoa Leptothecata

0/U Metazoa

Actinopteri

Echinoidea

Hydrozoa

Insecta

0/U
Eukaryota

Fungi

MetazoaEukaryota



MGT−v1_765 : 711 unigenes, 40 (5.63%) taxonomically assigned

0/U
Calanidae

Calanus 0/U
Actinopteri

0/U
Ascidiacea

0/U
Chromadorea

0/U

Enteropneusta

0/U Maxillopoda

Calanoida

0/U Metazoa

Actinopteri
Anthozoa

Ascidiacea

Chromadorea

Enteropneusta

Gastropoda
Mammalia

Maxillopoda

0/U

EukaryotaEukaryota



MGT−v1_766 : 710 unigenes, 698 (98.31%) taxonomically assigned

0/U Metazoa

0/U Insecta

0/U Hymenoptera
0/U Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

0/U Cyclopoida

0/U Oithonidae

0/U Oithona

0/U Metazoa

0/U Insecta

0/U Hymenoptera
0/U Mammalia

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

0/U Cyclopoida

0/U Oithonidae

Oithona

0/U Metazoa

0/U Insecta

0/U Hymenoptera
0/U Mammalia

0/U Maxillopoda

0/U Calanoida

Calanidae

0/U CyclopoidaOithonidae

0/U Metazoa

0/U Insecta

Hymenoptera
0/U Mammalia

0/U Maxillopoda Calanoida

Cyclopoida

0/U Metazoa

Insecta

Mammalia

MaxillopodaEukaryota



MGT−v1_767 : 710 unigenes, 56 (7.89%) taxonomically assigned

0/U
Symbiodiniaceae

0/U
Ostreoida

0/U
Veneroida

0/U

Aconoidasida

0/U
Dinophyceae

0/U Bivalvia

Ostreoida

Veneroida

0/U

Enteropneusta

0/U
Mammalia

0/U Polychaeta

Capitellida

0/U Eukaryota AconoidasidaDinophyceae

0/U Metazoa

Actinopteri

Bivalvia

Enteropneusta

Gastropoda

Mammalia

Polychaeta

0/U Eukaryota

Metazoa

Eukaryota



MGT−v1_768 : 708 unigenes, 87 (12.29%) taxonomically assigned

0/U

Calanus
0/U

Calanoida

0/U
Cyclopoida

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Bacteria

0/U EukaryotaDinophyceae

0/U Metazoa

Hydrozoa

Insecta

Mammalia

Maxillopoda

no
Class

0/U

Bacteria

0/U Eukaryota

Metazoa

Bacteria

Eukaryota



MGT−v1_769 : 705 unigenes, 142 (20.14%) taxonomically assigned

0/U Dictyochophyceae

0/U Pedinellales

0/U
Dinophyceae

0/U
Raphidophyceae

0/U Dictyochophyceae

0/U Pedinellales

0/U
Dinophyceae

0/U
Raphidophyceae

0/U Dictyochophyceae

0/U Pedinellales

0/U
Dinophyceae

0/U
Raphidophyceae

0/U Dictyochophyceae

Pedinellales

0/U
Dinophyceae

0/U
Raphidophyceae

0/U Eukaryota
Dictyochophyceae

Dinophyceae Raphidophyceae

Eukaryota



MGT−v1_770 : 705 unigenes, 365 (51.77%) taxonomically assigned

0/U Bacteria

Proteobacteria

bacterium JGI

0000113−D06
Proteobacteria
bacterium JGI
0000113−E04

Proteobacteria

bacterium JGI

0000113−L05

Proteobacteria bacterium
JGI 0000113−P07

0/U

Alphaproteobacteria

alpha proteobacterium

SCGC AAA300−J04 0/U

Gammaproteobacteria

SAR86
cluster

bacterium
SAR86B

Goniomonas

pacifica

0/U

Oikopleuridae

marine sediment metagenome

no Species

0/U Myoviridae

Synechococcus
phage S−CAM8

Pelagomonas

0/U

Oikopleuridae

0/U

Pelagomonadales

0/U
Appendicularia

Oikopleuridae

0/U Caudovirales

0/U

Alphaproteobacteria
0/U

Gammaproteobacteria

0/U
Planctomycetia

Planctomycetales

Coccolithales 0/U

Dinophyceae

0/U

Pelagophyceae

0/U
Appendicularia

0/U Viruses

Caudovirales

0/U Bacteria

Alphaproteobacteria

Bacteroidia

Gammaproteobacteria
Planctomycetia

0/U Eukaryota

Cryptophyta

Dinophyceae

Pelagophyceae

0/U Metazoa

Appendicularia

0/U

Viridiplantae

Metazoa

Viridiplantae

Bacteria

Eukaryota

no superKingdom

Viruses



MGT−v1_771 : 702 unigenes, 88 (12.54%) taxonomically assigned

0/U

Lottiidae

0/U

Testudines

0/U
Actiniaria

Lottiidae

0/U
Anthoathecata

0/U

Leptothecata

Testudines

0/U
Actinopteri

0/U
Anthozoa

0/U Echinoidea

Echinoida
0/U

Enteropneusta

0/U Hydrozoa

Anthoathecata Leptothecata

0/U Metazoa

Actinopteri

Anthozoa

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

Insecta

Eukaryota



MGT−v1_772 : 700 unigenes, 229 (32.71%) taxonomically assigned

0/U

Bacteria

Proteobacteria

bacterium JGI

0000113−E04

Verrucomicrobia

bacterium SCGC

AAA164−N20

0/U
Phaeocystis

0/U

Karlodinium

Ostreococcus

sp. RCC789

marine sediment metagenome

0/U Viruses

Emiliania

huxleyi

virus

PS401

Micromonas
pusilla

virus 12T

Bathycoccus sp.
RCC1105 virus BpV

0/U

Phaeocystaceae

Phaeocystis

0/U Mamiellaceae

Micromonas

0/U
Phycodnaviridae

Prasinovirus

0/U
Gymnodiniales

Kareniaceae

0/U
Suessiales

0/U Mamiellales Bathycoccaceae

Mamiellaceae

0/U Viruses

Mimiviridae

Phycodnaviridae

0/U Eukaryota

Isochrysidales

Phaeocystales

0/U

Cryptophyta

Gymnodiniales

Suessiales

0/U Mamiellophyceae

Mamiellales

0/U Eukaryota

Cryptophyta

Dinophyceae

0/U Metazoa Mammalia

0/U Eukaryota

Metazoa

Viridiplantae

Archaea

Bacteria

Eukaryota

no
superKingdom

Viruses



MGT−v1_773 : 699 unigenes, 312 (44.64%) taxonomically assigned

0/U
Bacteria

0/U
Odontella

0/U Eukaryota

Bolidomonas

0/U

Kareniaceae

0/U

Strombidiidae

0/U

Opitutales

0/U
Bicosoecida

0/U

Isochrysidales

0/U

Gonyaulacales

Kareniaceae

0/U

Peridiniales

0/U

Spirotrichea

Strombidiidae

0/U

Chlamydiia

0/U Eukaryota

Bicosoecida Choanoflagellida IsochrysidalesPrymnesiales 0/U

Coscinodiscophyceae

0/U

Cryptophyta

0/U Dinophyceae

Gonyaulacales

Gymnodiniales

Peridiniales

0/U
Oomycetes

0/U

Polycystinea

0/U
Liliopsida

0/U

Mamiellophyceae

0/U
Bacteria

Chlamydiia

Flavobacteriia

Opitutae

0/U Eukaryota

Coscinodiscophyceae

Cryptophyta

Dictyochophyceae

Dinophyceae

Oomycetes

Pelagophyceae

Polycystinea

Spirotrichea

0/U Viridiplantae LiliopsidaMamiellophyceae

0/U
Bacteria

0/U Eukaryota

FungiMetazoaViridiplantae

no

Kingdom

Bacteria

Eukaryota



MGT−v1_774 : 695 unigenes, 647 (93.09%) taxonomically assigned

0/U Pseudomonas

Pseudomonas pelagia

0/U
Halomonadaceae

Pseudomonas

0/U

Alteromonadales

Alteromonadaceae

0/U
Oceanospirillales

Halomonadaceae

0/U Pseudomonadales

Pseudomonadaceae

0/U

Alphaproteobacteria

0/U Gammaproteobacteria

AlteromonadalesOceanospirillales

Pseudomonadales

0/U Bacteria
Alphaproteobacteria

Bacilli

Betaproteobacteria

Fusobacteriia

Gammaproteobacteria

0/U
Eukaryota

0/U
Eukaryota

no
Kingdom

Bacteria

Eukaryota



MGT−v1_775 : 694 unigenes, 51 (7.35%) taxonomically assigned

0/U Calanidae

Calanus

0/U
Hymenoptera

0/U Calanoida

Calanidae

0/U
Chromadorea

Diptera

Hymenoptera

0/U Maxillopoda Calanoida

0/U Metazoa

Arachnida

Chromadorea

Gastropoda

Hydrozoa

Insecta

Maxillopoda

0/U

EukaryotaEukaryota



MGT−v1_776 : 689 unigenes, 287 (41.65%) taxonomically assigned

0/U

Bacteria

Bolidomonas Palpitomonas

0/U
Coccolithales

0/U

Ectocarpales

0/U
Isochrysidales

0/U

Pavlovales

0/U

Phaeocystales

0/U

Dictyochales

0/U

Florenciellales

0/U
Pedinellales

0/U Eukaryota

Coccolithales

Ectocarpales

Isochrysidales

Pavlovales

Phaeocystales

Prymnesiales
0/U

Bacillariophyceae
0/U

Cryptophyta

0/U
Dictyochophyceae

Dictyochales

Florenciellales
Pedinellales

0/U

Oomycetes

0/U Pelagophyceae

Pelagomonadales

0/U

Viruses

0/U Eukaryota

Bacillariophyceae

Bangiophyceae

Cryptophyta

Dictyochophyceae

Dinophyceae

Oomycetes

Pelagophyceae

Saccharomycetes

0/U

Bacteria

0/U Eukaryota

FungiMetazoa Viridiplantae

0/U

Viruses

Bacteria

Eukaryota



MGT−v1_777 : 689 unigenes, 668 (96.95%) taxonomically assigned

alpha

proteobacterium

SCGC

AB−629−G21

0/U Pelagibacteraceae

alpha proteobacterium HIMB5

0/U Pelagibacteraceae

Candidatus
Pelagibacter

0/U Pelagibacterales Pelagibacteraceae

0/U Alphaproteobacteria

Pelagibacterales

0/U Bacteria Actinobacteria

Alphaproteobacteria

Bacteria
no

superKingdom



MGT−v1_778 : 685 unigenes, 192 (28.03%) taxonomically assigned

0/U
Alexandrium

0/U
Prorocentrum

0/U

Gonyaulacaceae

Alexandrium

0/U
Kareniaceae0/U

Peridiniaceae

0/U
Thoracosphaeraceae

Scrippsiella

0/U
Isochrysidales

0/U
Dinophysiales

0/U
Gonyaulacales

0/U

Gymnodiniales

Kareniaceae

0/U Peridiniales

Peridiniaceae

Thoracosphaeraceae

0/U

Prorocentrales

Prorocentraceae

0/U

Eukaryota

Isochrysidales

0/U Dinophyceae

Dinophysiales

Gonyaulacales

Gymnodiniales

Peridiniales

Prorocentrales

0/U
Spirotrichea

0/U

Eukaryota

Spirotrichea

Aves Enteropneusta

0/U Eukaryota

Metazoa Viridiplantae

Eukaryota



MGT−v1_779 : 684 unigenes, 79 (11.55%) taxonomically assigned

0/U

Aplysiidae
Aplysiidae

0/U
Anthoathecata

0/U

Coscinodiscophyceae

0/U

Leotiomycetes

0/U Echinoidea

Echinoida

0/U Hydrozoa

Anthoathecata

Leptothecata

0/U
Eukaryota

Coscinodiscophyceae

Leotiomycetes

0/U Metazoa

Actinopteri

Bivalvia

Echinoidea

Gastropoda

Hydrozoa Insecta

0/U
Viridiplantae

0/U
Eukaryota

Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_780 : 683 unigenes, 75 (10.98%) taxonomically assigned

0/U

Calanidae
0/U

Oithonidae

Petromyzontiformes

0/U

Actinopteri

0/U
Anthozoa

0/U

Ascidiacea
0/U

Branchiopoda

0/U
Echinoidea

Echinoida

0/U
Enteropneusta

0/U Maxillopoda

CalanoidaCyclopoida

0/U Polychaeta

Capitellida

0/U Eukaryota Dinophyceae

0/U Metazoa

Actinopteri Anthozoa

Ascidiacea Branchiopoda

Echinoidea

Enteropneusta

Hydrozoa

Insecta

Mammalia

Maxillopoda

Polychaeta

no

Class

0/U Eukaryota

Metazoa

Eukaryota



MGT−v1_781 : 679 unigenes, 161 (23.71%) taxonomically assigned

0/U

Phaeocystales

0/U
Cyclopoida

Oithonidae

0/U
Mamiellales

0/U
Eukaryota

Phaeocystales

0/U

Dinophyceae

0/U
Actinopteri

0/U

Malacostraca

0/U
Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

Siphonostomatoida

0/U
Eukaryota

Dinophyceae

0/U Metazoa

Actinopteri

Insecta

MalacostracaMammalia

Maxillopoda

0/U

Viridiplantae

0/U
Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_782 : 675 unigenes, 665 (98.52%) taxonomically assigned

0/U Pelagibacteraceae

alpha proteobacterium HIMB59 0/U Candidatus Pelagibacter

Candidatus Pelagibacter ubique

0/U Pelagibacteraceae Candidatus Pelagibacter

0/U Pelagibacterales

Pelagibacteraceae

0/U

Clostridia

0/U Bacteria

Alphaproteobacteria

Clostridia

no
Class

0/U

Viruses

Bacteria

Viruses



MGT−v1_783 : 675 unigenes, 112 (16.59%) taxonomically assigned

0/U Calanidae Calanus

0/U Calanoida

Calanidae

0/U

Dinophyceae

0/U MaxillopodaCalanoida

Cyclopoida

0/U
Eukaryota

Dinophyceae

0/U Metazoa Insecta

Maxillopoda

0/U
Eukaryota

MetazoaEukaryota



MGT−v1_784 : 675 unigenes, 59 (8.74%) taxonomically assigned

0/U

Strombidiidae

0/U

Spirotrichea

0/U
Bacillariophyceae

0/U Dinophyceae

Gonyaulacales

0/U
Actinopteri

0/U

Chromadorea

0/U Maxillopoda

Cyclopoida

0/U Eukaryota

Bacillariophyceae

Dinophyceae

Spirotrichea

0/U Metazoa

Actinopteri

Branchiopoda

Chromadorea

Insecta Maxillopoda

0/U EukaryotaMetazoaEukaryota



MGT−v1_785 : 673 unigenes, 368 (54.68%) taxonomically assigned

0/U

Oithona

0/U
Calanidae

Calanus

Oithona

0/U

Eukaryota

0/U Calanoida Calanidae

0/U Cyclopoida

Oithonidae

0/U

Eukaryota

0/U

Actinopteri
0/U

Echinoidea

0/U Insecta

DipteraHymenoptera

0/U

Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Eukaryota

0/U

Fungi

0/U Metazoa

Actinopteri Echinoidea

Insecta

Mammalia

Maxillopoda

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_786 : 672 unigenes, 211 (31.40%) taxonomically assigned

labyrinthulid
quahog

parasite QPX

0/U

Thalassiosirales

0/U Eukaryota

Choanoflagellida Coccolithales Vaucheriales

0/U Chrysophyceae

Chromulinales

0/U

Cryptophyta
0/U

Dictyochophyceae

0/U Dinophyceae

Gonyaulacales0/U Synurophyceae

Ochromonadales

0/U

Mamiellophyceae

0/U

Bacteria

0/U Eukaryota

Chrysophyceae

CryptophytaDictyochophyceae

Dinophyceae

Synurophyceae

0/U

Viridiplantae

no
Class

0/U

Bacteria

0/U Eukaryota

Fungi MetazoaViridiplantae
0/U

Viruses

Bacteria

Eukaryota

Viruses



MGT−v1_787 : 671 unigenes, 650 (96.87%) taxonomically assigned

0/U Alphaproteobacteria

alpha
proteobacterium

SCGC
AAA015−N04

alpha

proteobacterium

SCGC

AAA160−J14

alpha proteobacterium
SCGC AAA536−G10

alpha proteobacterium
SCGC AAA536−K22

AlphaproteobacteriaBacteria



MGT−v1_788 : 670 unigenes, 80 (11.94%) taxonomically assigned

0/U Metazoa

Branchiostomidae

0/U

Haplosclerida

0/U
Capitellida0/U

Chromadorea

0/U

Demospongiae

0/U

Gastropoda

0/U Hydrozoa

Leptothecata
0/U

Maxillopoda

Agaricomycetes

0/U Metazoa

ChromadoreaDemospongiae

Echinoidea Gastropoda

Hydrozoa

Maxillopoda Polychaeta

Scyphozoa

0/U

Viridiplantae0/U Eukaryota Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_789 : 668 unigenes, 41 (6.14%) taxonomically assigned

0/U

Anthoathecata

0/U Eukaryota Pavlovales

0/U
Branchiopoda

0/U
Echinoidea

Echinoida

0/U Metazoa

Branchiopoda

Echinoidea

Gastropoda

Hydrozoa

Insecta

no
Class

0/U Eukaryota

Metazoa

Eukaryota no
superKingdom



MGT−v1_790 : 668 unigenes, 150 (22.46%) taxonomically assigned

0/U Thalassiosiraceae

Thalassiosira

0/U Thalassiosirales

Skeletonemataceae

Thalassiosiraceae

0/U
Dinophysiales

0/U

Fragilariales

0/U

Sporadotrichida

0/U

Bacillariophyceae

0/U Coscinodiscophyceae

Thalassiosirales

0/U

Mediophyceae

0/U
Eukaryota

Bacillariophyceae

Coscinodiscophyceae

Dinophyceae

Fragilariophyceae

Mediophyceae

Spirotrichea

Eukaryota



MGT−v1_791 : 664 unigenes, 26 (3.92%) taxonomically assigned

0/U
Mammalia

0/U Mamiellophyceae

Mamiellales

0/U Metazoa

Echinoidea Insecta Mammalia

0/U Eukaryota

Metazoa

Viridiplantae

Eukaryota



MGT−v1_792 : 663 unigenes, 565 (85.22%) taxonomically assigned

0/U

Metazoa

0/U
Insecta

0/U Maxillopoda 0/U
Calanoida

0/U
Calanidae

0/U
Cyclopoida

0/U Paracyclopina

0/U Oithonidae

0/U Oithona Oithona nana

0/U

Caligidae

0/U

Metazoa

0/U
Insecta

0/U Maxillopoda 0/U
Calanoida

0/U
Calanidae

0/U
Cyclopoida

Paracyclopina

0/U Oithonidae

Oithona

0/U

Caligidae

0/U

Metazoa

0/U
Insecta

0/U Maxillopoda 0/U
Calanoida

Calanidae

0/U
Cyclopoida

Cyclopettidae

Oithonidae

Caligidae

0/U

Metazoa

0/U
Insecta

0/U Maxillopoda Calanoida

Cyclopoida

0/U

Metazoa

Insecta

Eukaryota



MGT−v1_793 : 663 unigenes, 411 (61.99%) taxonomically assigned

0/U Phaeocystaceae

Phaeocystis

0/U PhaeocystalesPhaeocystaceae

0/U
Prymnesiales

0/U Eukaryota Isochrysidales

Phaeocystales

Prymnesiales

Eukaryota



MGT−v1_794 : 663 unigenes, 380 (57.32%) taxonomically assigned

0/U

Vannellidae

0/U Oikopleuridae

Oikopleura

0/U

Eukaryota

Vannellidae

0/U AppendiculariaOikopleuridae

0/U

Coccidia

0/U
Dinophyceae

0/U
Actinopteri

0/U
Amphibia

0/U
Ascidiacea

0/U

Mammalia

0/U

Eukaryota

Coccidia

Dinophyceae

0/U Metazoa

Actinopteri

Amphibia

Appendicularia

Ascidiacea

Mammalia

0/U

Viridiplantae

0/U

Eukaryota

Fungi

Viridiplantae

Eukaryota



MGT−v1_795 : 661 unigenes, 64 (9.68%) taxonomically assigned

0/U Bacteria

Proteobacteria
bacterium JGI
0000113−P07

Candidatus

Pelagibacter

0/U

Amphidomataceae

0/U
Coccolithales

0/U
Coccosphaerales

0/U

Phaeocystales

0/U
Actiniaria

0/U
Alphaproteobacteria

0/U
Chlamydiia

0/U

Flavobacteriia

0/U
Gammaproteobacteria

Enterobacteriales

0/U Eukaryota

Coccolithales Coccosphaerales Phaeocystales

0/U Dinophyceae

Gonyaulacales Peridiniales

0/U

Sordariomycetes

0/U
Actinopteri

0/U
Anthozoa

Actiniaria

0/U Chromadorea

Rhabditida

0/U Bacteria

Alphaproteobacteria

Chlamydiia Flavobacteriia

Gammaproteobacteria

0/U Eukaryota
Dinophyceae

Gregarinasina

0/U Metazoa

Actinopteri

Anthozoa

Insecta

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

BacteriaEukaryota



MGT−v1_796 : 660 unigenes, 62 (9.39%) taxonomically assigned

no

Species
0/U

Anthoathecata

0/U Metazoa

Lobata

0/U Hydrozoa

Anthoathecata

0/U Insecta

Hymenoptera

0/U Metazoa

Actinopteri

Hydrozoa

Insecta

Trematoda

no

Class

0/U Eukaryota

Metazoa
Eukaryota



MGT−v1_797 : 659 unigenes, 149 (22.61%) taxonomically assigned

0/U Oithonidae

Oithona

0/U
Gonyaulacales

0/U
Diptera

0/U

Hemiptera

0/U

Lepidoptera

0/U

Calanoida

0/U
Cyclopoida

Oithonidae

0/U
Aves

0/U

Branchiopoda

0/U

Echinoidea

0/U HydrozoaLeptothecata 0/U Insecta

Diptera

Hemiptera

Lepidoptera

0/U Maxillopoda

Calanoida

Cyclopoida

0/U
Eukaryota

Dinophyceae

0/U Metazoa

Aves

Branchiopoda

Echinoidea

Hydrozoa Insecta

Maxillopoda

0/U
Eukaryota

Fungi

Eukaryota



MGT−v1_798 : 657 unigenes, 79 (12.02%) taxonomically assigned

0/U

Calanus

0/U Bacillariaceae

Pseudo−nitzschia

0/U
Branchiostomidae

0/U
Calanidae

0/U Bacillariales

Bacillariaceae

Branchiostomidae

0/U
Hemiptera

0/U BacillariophyceaeBacillariales

0/U

Coscinodiscophyceae

0/U

Dinophyceae

0/U
Oomycetes

0/U
Actinopteri

0/U
Hydrozoa

0/U Insecta

Hemiptera
0/U

Mammalia

0/U
Eukaryota

Coscinodiscophyceae

Dinophyceae

Oomycetes

0/U Metazoa

Actinopteri

Hydrozoa

Insecta Mammalia 0/U
Viridiplantae

0/U Eukaryota

Metazoa Viridiplantae

Eukaryota



MGT−v1_799 : 656 unigenes, 54 (8.23%) taxonomically assigned

0/U Oithonidae Oithona

0/U Cyclopoida

Oithonidae

0/U

Dinophyceae

0/U
Actinopteri

0/U
Gastropoda

0/U Maxillopoda

Calanoida

Cyclopoida

0/U
Eukaryota

Dinophyceae

0/U Metazoa Actinopteri GastropodaInsecta

Maxillopoda

0/U
EukaryotaEukaryota



MGT−v1_800 : 652 unigenes, 450 (69.02%) taxonomically assigned

0/U
Metazoa

0/U
Cionidae

0/U

Echinoidea

0/U

Hydrozoa

0/U

Leptothecata

0/U
Insecta

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

0/U Calanus Calanus

finmarchicus

0/U
Metazoa

0/U
Cionidae

0/U

Echinoidea

0/U

Hydrozoa

0/U

Leptothecata

0/U
Insecta

0/U Maxillopoda

0/U Calanoida

0/U Calanidae

Calanus

0/U
Metazoa

Cionidae

0/U

Echinoidea

0/U

Hydrozoa

0/U

Leptothecata

0/U
Insecta

0/U Maxillopoda

0/U CalanoidaCalanidae

0/U
Metazoa

Enterogona

0/U

Echinoidea

0/U

Hydrozoa

Leptothecata

0/U
Insecta

0/U Maxillopoda

Calanoida

0/U
Metazoa

Ascidiacea

Echinoidea

Hydrozoa

Insecta

Eukaryota



MGT−v1_801 : 651 unigenes, 341 (52.38%) taxonomically assigned

0/U Metazoa

0/U Actinopteri

0/U Moronidae0/U Pomacentridae0/U Stegastes

0/U

Cichliformes0/U Cichlidae 0/U Poecilia

0/U Metazoa

0/U Actinopteri

0/U Moronidae0/U PomacentridaeStegastes

0/U

Cichliformes0/U Cichlidae Poecilia

0/U Metazoa

0/U Actinopteri

MoronidaePomacentridae

0/U

CichliformesCichlidae Poeciliidae

0/U Metazoa
0/U Actinopteri

Cichliformes Cyprinodontiformes Perciformes

0/U MetazoaActinopteriEukaryota



MGT−v1_802 : 649 unigenes, 365 (56.24%) taxonomically assigned

0/U

Eucyrtidium

0/U
Schmidingerella

0/U

Strombidinopsidae

0/U

Oxytrichidae
0/U Rhabdonellidae Schmidingerella

0/U

Oxyrrhinales

0/U Nassellaria

Theoperidae

0/U
Choreotrichida

0/U Tintinnida

Rhabdonellidae

0/U

Dinophyceae

Oxyrrhinales

0/U Polycystinea

Nassellaria

0/U Spirotrichea

Choreotrichida Sporadotrichida

Tintinnida

0/U Eukaryota
Dinophyceae

Polycystinea

Spirotrichea

Eukaryota



MGT−v1_803 : 647 unigenes, 596 (92.12%) taxonomically assigned

0/U Alphaproteobacteria

alpha proteobacterium SCGC AB−629−F11

SAR324
cluster

bacterium
JCVI−SC
AAA005

0/U

Gammaproteobacteria

gamma proteobacterium

SCGC AAA076−D02

0/U

Rhodobacteraceae

0/U
Rhizobiales

0/U
Rhodobacterales

Rhodobacteraceae

0/U

Rhodospirillales

Rhodospirillaceae

Pelagibacterales

Rhizobiales

Rhodobacterales

Rhodospirillales

0/U

Gammaproteobacteria

0/U Bacteria

Actinobacteria

Alphaproteobacteria

Bacilli

Gammaproteobacteria

0/U

Eukaryota

Bacteria

Eukaryota

no
superKingdom



MGT−v1_804 : 644 unigenes, 76 (11.80%) taxonomically assigned

0/U

Agaricomycetes

0/U

Ascidiacea

0/U

Enteropneusta

0/U HydrozoaAnthoathecata

0/U
Mammalia

0/U
Maxillopoda

0/U
Trematoda

no

Order

0/U Fungi Agaricomycetes

0/U Metazoa
Actinopteri

Ascidiacea
Bivalvia

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

Trematoda

0/U Eukaryota Fungi

Metazoa

Eukaryota



MGT−v1_805 : 641 unigenes, 465 (72.54%) taxonomically assigned

0/U

Eucyrtidium

0/U

Euplotidae

0/U Tintinnida

0/U
Rhabdonellidae

0/U
Schmidingerella

0/U

Xystonellidae

0/U

Favella

0/U
Urostylida

0/U

Euplotidae

0/U Tintinnida

0/U
Rhabdonellidae

Schmidingerella

0/U

Xystonellidae
Favella

0/U
Urostylida

0/U Tintinnida

Rhabdonellidae

Xystonellidae

0/U
Urostylida

0/U
Dinophyceae

0/U
Polycystinea

Nassellaria

0/U Spirotrichea

Euplotida

Tintinnida

Urostylida

0/U

Eukaryota

Dinophyceae

Polycystinea

Eukaryota



MGT−v1_806 : 641 unigenes, 440 (68.64%) taxonomically assigned

0/U

Caulobacter

0/U Leptospiraceae

0/U Leptonema

0/U Leptospiraceae

Leptonema

0/U SpirochaetiaLeptospiraceae

0/U

Actinobacteria

Caulobacterales

0/U
Clostridia

0/U

Flavobacteriia

Flavobacteriales

Legionellales

0/U

Nitrospinia

0/U

Eukaryota

0/U Bacteria

Actinobacteria

Bacilli

Clostridia

Flavobacteriia

Nitrospinia

Spirochaetia

0/U

Eukaryota

no
Class

0/U

Eukaryota

Bacteria

Eukaryota



MGT−v1_807 : 640 unigenes, 85 (13.28%) taxonomically assigned

Flustra
foliacea

0/U
Caligidae

0/U
Anthoathecata

0/U
Calanoida

0/U

Cyclopoida

Caligidae

0/U
Actinopteri

0/U

Appendicularia

0/U
Echinoidea

0/U
Gastropoda

Calanoida

Cyclopoida

Siphonostomatoida

0/U Metazoa

Actinopteri Appendicularia

Branchiopoda

Echinoidea

Gastropoda

Gymnolaemata

Hydrozoa

InsectaMaxillopoda

FungiEukaryota



MGT−v1_808 : 638 unigenes, 27 (4.23%) taxonomically assigned

0/U Eukaryota Fonticula

0/U
Calanoida

0/U
Anthozoa

0/U
Maxillopoda

Calanoida

0/U Metazoa

Anthozoa

Arachnida

Chromadorea

Insecta

Mammalia

Maxillopoda

no
Class

0/U Eukaryota

Metazoa

Eukaryota no
superKingdom



MGT−v1_809 : 636 unigenes, 69 (10.85%) taxonomically assigned

0/U

Actiniaria

0/U

Leptothecata
0/U

Calanoida

0/U
Actinopteri

Actiniaria

0/U
Echinoidea

0/U
Hydrozoa

Leptothecata

0/U Insecta

Diptera
0/U

Mammalia0/U
Maxillopoda

Calanoida

0/U Metazoa

Actinopteri

Anthozoa
Arachnida

Echinoidea

Gastropoda

Hirudinida

Hydrozoa

Insecta

Mammalia

Maxillopoda

Fungi

Eukaryota



MGT−v1_810 : 636 unigenes, 515 (80.97%) taxonomically assigned

0/U Bacteria

0/U

Polyangiaceae

marine sediment metagenome

0/U

Polyangiaceae

0/U

Actinomycetales

0/U
Rhizobiales

0/U
Clostridiales

Kofleriaceae

Polyangiaceae

0/U
Eukaryota

Chroococcales Oscillatoriales

0/U

Actinobacteria

Actinomycetales

0/U

Alphaproteobacteria

Rhizobiales

0/U

Blastocatellia

0/U

Clostridia

Clostridiales

0/U

Cytophagia

0/U Deltaproteobacteria

Myxococcales

0/U

Nitrospira

0/U Eukaryota

0/U Bacteria

Actinobacteria

Alphaproteobacteria

Betaproteobacteria

Blastocatellia Clostridia Cytophagia

Deltaproteobacteria

Flavobacteriia

Gammaproteobacteria Holophagae Nitrospira

Opitutae

0/U Eukaryota

0/U Eukaryota

Viridiplantae
Archaea

Bacteria

Eukaryota

no
superKingdom



MGT−v1_811 : 635 unigenes, 106 (16.69%) taxonomically assigned

0/U
Ostreidae

0/U Aplysiidae Aplysia

0/U
Hydridae

0/U Gastropoda

Aplysiidae

0/U
Anthoathecata

0/U

Leptothecata

0/U

Oomycetes

0/U Echinoidea

Echinoida

0/U Hydrozoa

Anthoathecata

Leptothecata

0/U
Insecta

0/U
Maxillopoda

0/U

Eukaryota

Oomycetes

0/U Metazoa

Bivalvia

EchinoideaGastropoda

Hydrozoa

Insecta

Maxillopoda

0/U

Eukaryota

Fungi

Eukaryota



MGT−v1_812 : 634 unigenes, 573 (90.38%) taxonomically assigned

0/U Calanus

Calanus finmarchicus

0/U

Oithona

0/U Calanidae Calanus

0/U

Diptera

0/U Calanoida

Calanidae

0/U
Cyclopoida

Oithonidae

0/U

Dinophyceae

Diptera

0/U Maxillopoda
Calanoida

Cyclopoida

0/U
Liliopsida

0/U
Eukaryota

Dinophyceae

0/U Metazoa Insecta

Maxillopoda

0/U
Eukaryota

Fungi

Eukaryota



MGT−v1_813 : 634 unigenes, 83 (13.09%) taxonomically assigned

0/U Calanus

Calanus finmarchicus

0/U Calanidae Calanus

0/U Calanoida

Calanidae

0/U
Ascidiacea

0/U

Mammalia

0/U Maxillopoda
Calanoida

Cyclopoida

0/U Metazoa

Arachnida

Ascidiacea
Hydrozoa

Insecta

Mammalia

Maxillopoda

Eukaryota



MGT−v1_814 : 630 unigenes, 145 (23.02%) taxonomically assigned

0/U

Bacillariaceae

0/U

Thalassiosiraceae

0/U

Lithodesmiaceae

0/U
Oxytrichidae

Parachlamydiaceae

0/U
Thalassiosirales

Thalassiosiraceae

0/U
Prorocentrales

0/U

Cymatosirales

0/U
Sporadotrichida

Oxytrichidae

0/U
Chlamydiia

Chlamydiales

0/U

Deltaproteobacteria

0/U

Bacillariophyceae

Bacillariales

0/U

Coscinodiscophyceae

0/U

Cryptophyta

0/U
Dinophyceae

Prorocentrales

0/U
Fragilariophyceae

Cymatosirales

Lithodesmiales
0/U

Oomycetes

0/U Spirotrichea

Sporadotrichida

Tintinnida

0/U
Bacteria

Chlamydiia

Deltaproteobacteria

0/U Eukaryota
Bacillariophyceae

Coscinodiscophyceae

Cryptophyta

Dinophyceae

Fragilariophyceae

Mediophyceae

Oomycetes

Spirotrichea

0/U Metazoa Insecta

0/U
Bacteria

0/U Eukaryota

Metazoa Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_815 : 629 unigenes, 335 (53.26%) taxonomically assigned

0/U Eukaryota

0/U Coccolithales

0/U Calcidiscaceae

0/U CalcidiscusCalcidiscus leptoporus

0/U

Coccolithus

0/U
Isochrysidales

0/U
Noelaerhabdaceae

0/U Prymnesiales

0/U Eukaryota

0/U Coccolithales

0/U Calcidiscaceae

Calcidiscus

Coccolithus

0/U
Isochrysidales

0/U
Noelaerhabdaceae

0/U Prymnesiales

0/U Eukaryota

0/U Coccolithales

Calcidiscaceae

0/U
Isochrysidales

Noelaerhabdaceae

0/U Prymnesiales

0/U Eukaryota

Coccolithales

Isochrysidales

Prymnesiales

Eukaryota



MGT−v1_816 : 628 unigenes, 593 (94.43%) taxonomically assigned

0/U Chroococcales

0/U Synechococcus Synechococcus sp. RCC307

0/U Chroococcales

Synechococcus

0/U ChroococcalesBacteria



MGT−v1_817 : 628 unigenes, 292 (46.50%) taxonomically assigned

0/U Eukaryota

Bolidomonas Lotharella

0/U
Kareniaceae

0/U

Coccolithales

0/U
Isochrysidales

0/U
Phaeocystales

0/U
Prymnesiales

0/U

Gonyaulacales

Kareniaceae

0/U
Peridiniales

0/U Eukaryota

Choanoflagellida

Coccolithales

Isochrysidales PhaeocystalesPrymnesiales

0/U

Chrysophyceae

0/U

Coscinodiscophyceae

0/U

Cryptophyta

0/U Dinophyceae

Gonyaulacales

Gymnodiniales
Peridiniales

Suessiales

0/U

Fragilariophyceae

0/U
Spirotrichea

0/U
Mammalia

0/U

Mamiellophyceae

0/U

Bacteria

0/U Eukaryota

Bacillariophyceae

Chrysophyceae

Coscinodiscophyceae Cryptophyta

Dictyochophyceae

Dinophyceae

Fragilariophyceae

Pelagophyceae

Spirotrichea

0/U
Fungi

0/U Metazoa

Actinopteri

Mammalia
0/U Viridiplantae

Liliopsida
Mamiellophyceae

no
Class

0/U

Bacteria

0/U Eukaryota

FungiMetazoaViridiplantae

Bacteria

Eukaryota



MGT−v1_818 : 627 unigenes, 65 (10.37%) taxonomically assigned

0/U
Peridiniaceae

0/U
Thoracosphaeraceae

0/U

Peridiniales

Peridiniaceae

Thoracosphaeraceae

Peridiniales

0/U

Saccharomycetes

0/U Eukaryota

Dinophyceae

Saccharomycetes

0/U Metazoa

Hydrozoa

Insecta

Maxillopoda

0/U
Viridiplantae

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_819 : 627 unigenes, 143 (22.81%) taxonomically assigned

0/U

Campanulariidae

0/U

Prymnesiales

0/U
Anura

0/U
Actiniaria

0/U

Ixodida

0/U

Enterogona

0/U
Haplosclerida

0/U
Anthoathecata

0/U

Leptothecata

Campanulariidae

0/U
Eukaryota

Prymnesiales

0/U

Aconoidasida

Actiniaria
0/U

Bivalvia

0/U
Chromadorea

0/U

Enteropneusta

0/U
Gastropoda

0/U

Hirudinida

0/U Hydrozoa

Anthoathecata

Leptothecata

0/U

Insecta
0/U

Mammalia
Aconoidasida

0/U Metazoa

Amphibia

Anthozoa

Arachnida

Ascidiacea

Bivalvia

Chromadorea

DemospongiaeEchinoidea

Enteropneusta

Gastropoda

Hirudinida

Hydrozoa

Insecta Mammalia

0/U

Viridiplantae

0/U
Eukaryota

Metazoa

Viridiplantae

Eukaryota



MGT−v1_820 : 627 unigenes, 447 (71.29%) taxonomically assigned

0/U

Pelagibacteraceae

Candidatus
Pelagibacter

0/U

Suessiaceae

0/U

Pelagomonadales

Pelagomonas

0/U

Pelagibacterales

Pelagibacteraceae

0/U

Coccolithales

0/U

Prymnesiales

0/U

Bacillariales

Bacillariaceae

0/U Gymnodiniales

Kareniaceae

0/U
Noctilucales

0/U

Peridiniales

0/U

Suessiales

Suessiaceae

0/U

Nassellaria

0/U

Alphaproteobacteria

Pelagibacterales

Coccolithales

Prymnesiales

0/U Dinophyceae

Gonyaulacales

Gymnodiniales

Noctilucales

Peridiniales Suessiales

0/U
Polycystinea

Nassellaria

0/U
Bacteria

Alphaproteobacteria

0/U Eukaryota

Dinophyceae

Pelagophyceae
Polycystinea

Saccharomycetes0/U Metazoa InsectaMammalia Liliopsida Trebouxiophyceae

0/U
Bacteria

0/U Eukaryota

FungiMetazoa Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_821 : 626 unigenes, 419 (66.93%) taxonomically assigned

0/U
Oikopleuridae

0/U

Corethrales

0/U
Actiniaria

Oikopleuridae

0/U
Actinopteri 0/U

Anthozoa

Actiniaria

0/U
Appendicularia

0/U
Chromadorea

0/U
Gastropoda

0/U
Maxillopoda

0/U Eukaryota
0/U

Fungi

0/U Metazoa

Actinopteri Anthozoa

Appendicularia

Ascidiacea

Chromadorea

Gastropoda

Insecta

Mammalia

Maxillopoda

no

Class

0/U

Bacteria0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Bacteria

Eukaryota



MGT−v1_822 : 626 unigenes, 476 (76.04%) taxonomically assigned

0/U Eukaryota

0/U Phaeocystales

0/U Phaeocystaceae

0/U Phaeocystis

Phaeocystis
antarctica

0/U
Bacillariophyceae

0/U
Chaetocerotales

0/U Dinophyceae

0/U

Gonyaulacales

0/U
Ceratiaceae

0/U Gymnodiniales

0/U Gymnodiniaceae

0/U Kareniaceae

0/U Karenia 0/U Karlodinium

0/U
Pelagophyceae

0/U

Pelagomonadales

0/U Eukaryota

0/U Phaeocystales

0/U Phaeocystaceae

Phaeocystis

0/U
Bacillariophyceae

0/U
Chaetocerotales

0/U Dinophyceae

0/U

Gonyaulacales

0/U
Ceratiaceae

0/U Gymnodiniales

0/U Gymnodiniaceae

0/U Kareniaceae

Karenia Karlodinium

0/U
Pelagophyceae

0/U

Pelagomonadales

0/U Eukaryota

0/U

Coccosphaerales

0/U Phaeocystales

Phaeocystaceae

0/U
Bacillariophyceae

0/U
Chaetocerotales

0/U Dinophyceae

0/U

Gonyaulacales

Ceratiaceae
0/U Gymnodiniales

Gymnodiniaceae

Kareniaceae

0/U
Pelagophyceae

0/U

Pelagomonadales

0/U Eukaryota

Coccosphaerales

Phaeocystales

0/U
Bacillariophyceae

0/U Dinophyceae

Gonyaulacales

Gymnodiniales

Suessiales

0/U
Pelagophyceae

Pelagomonadales

0/U Eukaryota

Bacillariophyceae

Dinophyceae

Pelagophyceae

Eukaryota



MGT−v1_823 : 625 unigenes, 395 (63.20%) taxonomically assigned

0/U

Eucyrtidium

0/U

Strombidium

0/U
Theoperidae

Eucyrtidium

Strombidium

0/U Spirotrichea

Strombidiidae

0/U

Choreotrichida
0/U

Euplotida0/U Sporadotrichida Oxytrichidae 0/U

Tintinnida

0/U

Urostylida

Pavlovales

0/U

Cryptophyta0/U
Dinophyceae

0/U Spirotrichea

Choreotrichida EuplotidaSporadotrichida TintinnidaUrostylida

0/U
Eukaryota

Cryptophyta
Dinophyceae

Polycystinea

SpirotricheaEukaryota



MGT−v1_824 : 625 unigenes, 170 (27.20%) taxonomically assigned

Verrucomicrobia

bacterium

SCGC

AAA164−E04

Neoceratium
fusus

0/U
Alexandrium

0/U
Calanus

marine sediment metagenome

no Species

0/U
Planctomycetaceae

0/U

Ceratiaceae

0/U

Flavobacteriales

0/U
Planctomycetales

Planctomycetaceae

0/U

Coccolithales

0/U

Prymnesiales

0/U

Rotaliida

0/U

Melosirales
0/U

Thalassiosirales
Ceratiaceae

Gonyaulacaceae

0/U

Gymnodiniales

0/U

Suessiales

0/U

Calanoida

Calanidae

0/U

Actinobacteria

0/U
Anaerolineae

0/U

Chloroflexia
0/U Planctomycetia

PlanctomycetalesCoccolithales

Prymnesiales

Rotaliida

Melosirales

0/U

Cryptophyta
Gonyaulacales

Gymnodiniales

Suessiales
0/U

Oomycetes

0/U

Spirotrichea

0/U

Arachnida

0/U

Mammalia0/U
Maxillopoda

Calanoida

0/U Bacteria

Actinobacteria

Alphaproteobacteria

Anaerolineae

Chloroflexia Flavobacteriia

Planctomycetia

0/U Eukaryota

Coscinodiscophyceae Cryptophyta

Dinophyceae

Oomycetes

Pelagophyceae

Spirotrichea

0/U Metazoa
Arachnida

Mammalia

Maxillopoda

0/U Eukaryota

Metazoa Viridiplantae

Bacteria

Eukaryota

no superKingdom



MGT−v1_825 : 625 unigenes, 32 (5.12%) taxonomically assigned

0/U Calanidae Calanus

0/U Cyclopoida Oithonidae

0/U
Siphonostomatoida

0/U Insecta

Diptera

0/U Maxillopoda

Calanoida

Cyclopoida

Siphonostomatoida

0/U Metazoa

Branchiopoda

Insecta

Maxillopoda

0/U
Eukaryota

Eukaryota



MGT−v1_826 : 624 unigenes, 396 (63.46%) taxonomically assigned

0/U

Roseivivax

0/U

Sulfitobacter

Sulfitobacter

sp.

NAS−14.1

0/U

Alteromonas

0/U

Paraphysomonas

0/U Hyphomonadaceae

Oceanicaulis

0/U
Rhodobacteraceae

Roseivivax

Sulfitobacter

0/U Flavobacteriaceae

AquimarinaMesoniaWinogradskyella

0/U

Alteromonadaceae

Alteromonas
0/U

Colwelliaceae

0/U

Kareniaceae

0/U
Oscillatoriales

0/U
Rhodobacterales

Hyphomonadaceae

Rhodobacteraceae
0/U Flavobacteriales

Flavobacteriaceae

0/U

Alteromonadales

Colwelliaceae

0/U
Vibrionales

0/U

Nassellaria

0/U Bacteria

Oscillatoriales

0/U Alphaproteobacteria

Rhodobacterales

0/U Flavobacteriia

Flavobacteriales

0/U
Gammaproteobacteria

Alteromonadales

Vibrionales

0/U

Coscinodiscophyceae

0/U

Dinophyceae

Gymnodiniales

0/U
Spirotrichea

0/U Bacteria

AlphaproteobacteriaFlavobacteriia

Gammaproteobacteria

0/U
Eukaryota

Chrysophyceae

Dinophyceae

Polycystinea Spirotrichea

0/U

Viridiplantae

0/U
Eukaryota

Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_827 : 621 unigenes, 401 (64.57%) taxonomically assigned

0/U Bolidomonas

0/U
Polycystinea

0/U
Nassellaria

0/U Spirotrichea

0/U

Choreotrichida

0/U Strombidinopsidae

0/U Euplotida

0/U
Sporadotrichida

0/U Oxytrichidae

0/U Tintinnida

0/U

Xystonellidae

Bolidomonas

0/U
Polycystinea

0/U
Nassellaria

0/U Spirotrichea

0/U

Choreotrichida

0/U Strombidinopsidae

0/U Euplotida

0/U
Sporadotrichida

0/U Oxytrichidae

0/U Tintinnida

0/U

Xystonellidae

0/U
Polycystinea

0/U
Nassellaria

0/U Spirotrichea

0/U

Choreotrichida

Strombidinopsidae

0/U Euplotida

0/U
Sporadotrichida

Oxytrichidae

0/U Tintinnida

Xystonellidae

0/U
Polycystinea

Nassellaria

0/U Spirotrichea

Choreotrichida

Euplotida

Sporadotrichida

Tintinnida

0/U
Eukaryota

Polycystinea

SpirotricheaEukaryota



MGT−v1_828 : 619 unigenes, 369 (59.61%) taxonomically assigned

0/U Oikopleuridae

Oikopleura

0/U AppendiculariaOikopleuridae

0/U

Actinopteri

0/U

Arachnida

0/U
Ascidiacea

0/U
Insecta

0/U
Mammalia

0/U Metazoa
Actinopteri

Appendicularia

Arachnida

Ascidiacea

Hydrozoa

Insecta

Mammalia

Maxillopoda

0/U

EukaryotaEukaryota



MGT−v1_829 : 619 unigenes, 556 (89.82%) taxonomically assigned

Herbaspirillum seropedicaeHerbaspirillum sp. GW103

marine sediment

metagenome

0/U OxalobacteraceaeHerbaspirillum

0/U Burkholderiales

Oxalobacteraceae

0/U
Poales
Poales

0/U Bacteria

Betaproteobacteria

Gammaproteobacteria
0/U

Eukaryota

Metazoa

no

Kingdom

Bacteria

Eukaryota

no

superKingdom



MGT−v1_830 : 616 unigenes, 498 (80.84%) taxonomically assigned

Cryptophyceae sp. CCMP2293

0/U
Geminigera
Geminigera

0/U Pyrenomonadales

Geminigeraceae

0/U CryptophytaPyrenomonadales

0/U
Litostomatea

Cyclotrichida

0/U Eukaryota

Cryptophyta

Dinophyceae

Litostomatea

no
Class

Eukaryota



MGT−v1_831 : 615 unigenes, 46 (7.48%) taxonomically assigned

0/U

Gastropoda

0/U Metazoa

Actinopteri

Chromadorea

Gastropoda

Hydrozoa

Insecta

Mammalia

Maxillopoda

Eukaryota



MGT−v1_832 : 614 unigenes, 197 (32.08%) taxonomically assigned

no
Species

0/U

Chaetocerotaceae

0/U

Thalassiosiraceae

0/U
Bacillariales

0/U Coscinodiscophyceae

0/U Chaetocerotales

Chaetocerotaceae

0/U
Coscinodiscales

0/U

Melosirales

0/U

Striatellales

0/U

Cymatosirales

0/U

Lithodesmiales

Chaetocerotales

Coscinodiscales

Melosirales

Thalassiosirales

0/U
Fragilariophyceae

Striatellales

0/U
Mediophyceae

Cymatosirales

Lithodesmiales

0/U
Bacteria

0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

Fragilariophyceae

Mediophyceae

0/U
Bacteria

Metazoa Viridiplantae

no

Kingdom

Bacteria

Eukaryota



MGT−v1_833 : 614 unigenes, 141 (22.96%) taxonomically assigned

Marine

Group II

euryarchaeote

SCGC

AB−629−J06

0/U
Bacteria

0/U Kareniaceae

Karlodinium

0/U

Suessiaceae

0/U
Bacillales

0/U

Pavlovales
0/U

Phaeocystales

0/U
Prymnesiales

0/U

Trichomonadida

0/U

Gonyaulacales

0/U Gymnodiniales

Kareniaceae

0/U

Suessiales

Suessiaceae

0/U Eukaryota

Pavlovales Phaeocystales

Prymnesiales

Trichomonadida

0/U Dinophyceae

Dinophysiales

Gonyaulacales

Gymnodiniales

Suessiales

0/U
Bacteria

Bacilli

0/U Eukaryota

Dinophyceae

0/U Viridiplantae Mamiellophyceae

0/U
Archaea

0/U
Bacteria

0/U Eukaryota

MetazoaViridiplantae

Archaea

Bacteria

Eukaryota

no
superKingdom



MGT−v1_834 : 614 unigenes, 371 (60.42%) taxonomically assigned

0/U MonosigaMonosiga brevicollis

0/U

Prymnesiaceae 0/U

Rhizobiales

0/U

Bicosoecida

0/U

Eustigmatales

0/U

Prymnesiales

Prymnesiaceae

0/U
Chromulinales

0/U
Gonyaulacales

Gonyaulacaceae

0/U

Gymnodiniales

0/U

Urostylida

0/U
Synurales

0/U
Calanoida

Rhizobiales

0/U Eukaryota

Bicosoecida

Choanoflagellida
Eustigmatales

Prymnesiales

0/U
Chrysophyceae

Chromulinales

0/U

Dictyochophyceae

0/U

Dinophyceae

Gymnodiniales

0/U

Oomycetes

0/U

Mamiellophyceae

0/U

Bacteria

0/U Eukaryota

Chrysophyceae

Dictyochophyceae

Dinophyceae

Oomycetes

Synurophyceae

0/U Metazoa Insecta Maxillopoda 0/U ViridiplantaeChlorophyceae Mamiellophyceae

0/U

Bacteria

0/U Eukaryota

FungiMetazoa Viridiplantae

no

Kingdom

0/U
Viruses

Bacteria

Eukaryota

Viruses



MGT−v1_835 : 611 unigenes, 44 (7.20%) taxonomically assigned

0/U Cyclopoida

Oithonidae

0/U
Siphonostomatoida

0/U
Branchiopoda

0/U
Demospongiae

0/U

Echinoidea

0/U
Hydrozoa

0/U Insecta

Lepidoptera

0/U Maxillopoda

Cyclopoida

Siphonostomatoida

0/U

Polychaeta

0/U Metazoa

Branchiopoda Demospongiae

Echinoidea Hydrozoa

InsectaMaxillopoda

Polychaeta

no

Class

0/U

Bacteria

0/U Eukaryota

Metazoa

Bacteria

Eukaryota



MGT−v1_836 : 610 unigenes, 404 (66.23%) taxonomically assigned

0/U

Candidatus

Entotheonella

0/U Chroococcales

Synechococcus

Rhodopirellula

Planctomycetaceae

0/U

Pelagomonadales

0/U Bacteria
Chroococcales

Prochlorales

0/U
Deltaproteobacteria

Myxococcales

0/U

Gammaproteobacteria

0/U
Opitutae

0/U PlanctomycetiaPlanctomycetales

Pelagomonadales

0/U Bacteria

Actinobacteria

Deltaproteobacteria

Gammaproteobacteria

Opitutae

Planctomycetia

0/U
Eukaryota

Pelagophyceae

0/U
Eukaryota

Viridiplantae

Bacteria

Eukaryota

no
superKingdom

Viruses



MGT−v1_837 : 608 unigenes, 366 (60.20%) taxonomically assigned

0/U Archaea

uncultured archaeon
MedDCM−OCT−S04−C246

uncultured
marine group II
euryarchaeote
EF100_57A08

0/U Bacteria

Proteobacteria

bacterium JGI

0000113−D06

Proteobacteria

bacterium JGI

0000113−P07
uncultured

bacterium

mine

drainage

metagenome

no Species

uncultured marine
microorganism

HF4000_001N02

uncultured marine

microorganism

HF4000_ANIW137G21

uncultured marine

microorganism

HF4000_ANIW141L21

uncultured marine

microorganism

HF4000_APKG2H5

uncultured marine
microorganism

HF4000_APKG8D23

uncultured

organism

HF70_19B12

0/U

Halobacteriales

0/U

Cytophagales

0/U

Oceanospirillales

0/U
Halobacteria

0/U

Thermoprotei

0/U
Bacteroidia

0/U

Cytophagia

Cytophagales

0/U

Deltaproteobacteria

Oceanospirillales

0/U
Eukaryota

0/U

Pelagophyceae

0/U

Mammalia

0/U Archaea

Halobacteria Thermoplasmata Thermoprotei

0/U Bacteria

Actinobacteria

Bacteroidia

Cytophagia

Deltaproteobacteria

0/U Eukaryota
Pelagophyceae

0/U
Metazoa

Mammalia

0/U Eukaryota
Fungi

Metazoa

Viridiplantae

Archaea

Bacteria

Eukaryota

no superKingdom



MGT−v1_838 : 607 unigenes, 37 (6.10%) taxonomically assigned

0/U Eukaryota

Kinetoplastida

0/U EukaryotaDinophyceae

0/U Metazoa Echinoidea

no

Class0/U Eukaryota

Metazoa

Eukaryota



MGT−v1_839 : 607 unigenes, 85 (14.00%) taxonomically assigned

no

Species

0/U
Beloniformes

0/U

Hadromerida

0/U Metazoa

Lobata

0/U
Actinopteri

Beloniformes

0/U
Chromadorea 0/U

Echinoidea

0/U

Enteropneusta

0/U Insecta

Hymenoptera

0/U

Malacostraca

0/U Metazoa
Actinopteri

Chromadorea
Demospongiae Echinoidea

Enteropneusta

Hydrozoa

Insecta

Malacostraca

Polychaeta
Trematoda

no
Class

0/U Eukaryota

Metazoa
Eukaryota



MGT−v1_840 : 605 unigenes, 251 (41.49%) taxonomically assigned

0/U

Salinispira

0/U

Sphaerochaeta

0/U
Spirochaeta

0/U
Vannella

0/U

Neobodo

0/U
Pelagibacteraceae

0/U

Planctomycetaceae

SalinispiraSphaerochaeta

Spirochaeta

0/U

Pelagibacterales

Pelagibacteraceae

0/U Spirochaetales

Spirochaetaceae

0/U
Dictyosteliida

0/U

Pelagomonadales

0/U

Prorodontida

0/U
Clostridia

0/U Spirochaetia

Spirochaetales

0/U Eukaryota

Dictyosteliida KinetoplastidaLongamoebia

0/U

Bangiophyceae

0/U
Chrysophyceae 0/U

Heterolobosea

0/U

Prostomatea

Prorodontida

0/U

Chromadorea

0/U

Gastropoda

0/U Bacteria

Alphaproteobacteria

Bacilli Clostridia

Deltaproteobacteria

Planctomycetia

Spirochaetia

0/U Eukaryota

Bangiophyceae

Chrysophyceae
Heterolobosea

Pelagophyceae

Prostomatea

0/U Metazoa

Chromadorea Gastropoda

Insecta
0/U

Viridiplantae

0/U Eukaryota

Metazoa Viridiplantae

Bacteria

Eukaryota

no superKingdom



MGT−v1_841 : 604 unigenes, 77 (12.75%) taxonomically assigned

0/U

Actinopteri

0/U
Arachnida

0/U

Branchiopoda

0/U
Enteropneusta

0/U

Gastropoda

0/U Metazoa

Actinopteri

Arachnida

Branchiopoda

Echinoidea

Enteropneusta Gastropoda

Hydrozoa

Insecta

0/U

Eukaryota
Eukaryota



MGT−v1_842 : 599 unigenes, 416 (69.45%) taxonomically assigned

0/U Leptospiraceae

0/U Leptonema

0/U Leptospiraceae

Leptonema

0/U

Cytophagales

0/U SpirochaetiaLeptospiraceae

0/U
Clostridia

0/U

Cytophagia

Cytophagales
0/U

Flavobacteriia

0/U Bacteria

Actinobacteria

Bacilli

Clostridia

Cytophagia

Flavobacteriia

Gammaproteobacteria

Spirochaetia

no

Kingdom

Bacteria

Eukaryota

no

superKingdom



MGT−v1_843 : 596 unigenes, 134 (22.48%) taxonomically assigned

Neoceratium
fusus

0/U
Karenia

0/U

Durinskia

0/U Ceratiaceae

Neoceratium

0/U
Heterocapsaceae

0/U
Prymnesiales

0/U

Rotaliida

0/U

Florenciellales

0/U Gonyaulacales
Ceratiaceae

Gonyaulacaceae

0/U
Gymnodiniales

Kareniaceae

0/U
Peridiniales

Heterocapsaceae

Peridiniaceae

0/U

Suessiales

0/U
Helotiales

Calanidae 0/U

Cyclopoida

0/U

Eukaryota

Prymnesiales

Rotaliida

0/U

Cryptophyta

0/U

Dictyochophyceae

Florenciellales

0/U Dinophyceae

Gonyaulacales

Gymnodiniales

Peridiniales

Suessiales

0/U
Amphibia 0/U

Ascidiacea

0/U
Insecta

0/U

Maxillopoda
Calanoida Cyclopoida

0/U

Eukaryota

Cryptophyta

Dictyochophyceae

0/U
Metazoa

Amphibia
AscidiaceaInsectaMaxillopoda

0/U
Viridiplantae

0/U Eukaryota

Fungi
Metazoa

Viridiplantae

no

Kingdom

Eukaryota



MGT−v1_844 : 595 unigenes, 25 (4.20%) taxonomically assigned

0/U
Isochrysidales

0/U

Hemiptera

0/U Eukaryota

Isochrysidales

0/U

Raphidophyceae

0/U

Enteropneusta

0/U Insecta Hemiptera

0/U
Polychaeta

0/U Eukaryota

Raphidophyceae

0/U Metazoa

Enteropneusta

Insecta

Polychaeta

Trematoda

0/U EukaryotaMetazoaEukaryota



MGT−v1_845 : 594 unigenes, 31 (5.22%) taxonomically assigned

0/U
Malacostraca

0/U
Chlorophyceae

0/U Metazoa

Actinopteri Arachnida Malacostraca Polychaeta

0/U Viridiplantae

Chlorophyceae

0/U Eukaryota

Metazoa

Viridiplantae

Eukaryota



MGT−v1_846 : 591 unigenes, 295 (49.92%) taxonomically assigned
Marine Group II euryarchaeote SCGC AB−629−J06

0/U Bacteria

Proteobacteria
bacterium JGI
0000113−E04

Proteobacteria
bacterium JGI
0000113−L05

Proteobacteria bacterium
JGI 0000113−P07

gamma

proteobacterium

SCGC

AAA168−P09

marine sediment
metagenome

no Species

0/U

Viruses

0/U Myoviridae

Cyanophage

S−TIM5

Pelagibacter

phage

HTVC008M

Synechococcus
phage S−SSM7

uncultured

Myoviridae

0/U T4likevirus Prochlorococcus phage P−SSM2 Synechococcus phage S−SKS1

0/U

Chromatiaceae

0/U Myoviridae

T4likevirus

0/U
Rhizobiales

0/U

Enterobacteriales

0/U CaudoviralesMyoviridae

Siphoviridae

0/U
Actinobacteria

Rhizobiales

0/U

Gammaproteobacteria

Chromatiales Enterobacteriales

0/U
Chrysophyceae

0/U
Dinophyceae

0/U
Glaucocystophyceae

0/U

Viruses

0/U Bacteria
Actinobacteria

Alphaproteobacteria

Gammaproteobacteria

0/U Eukaryota

Chrysophyceae

Dinophyceae Glaucocystophyceae

Pelagophyceae

0/U Viridiplantae

0/U Eukaryota

Viridiplantae
Archaea

Bacteria Eukaryota

no superKingdomViruses



MGT−v1_847 : 590 unigenes, 495 (83.90%) taxonomically assigned

0/U Eukaryota

0/U Bolidomonas

0/U

Dinophyceae

0/U

Aureococcus

0/U Eukaryota

Bolidomonas

0/U

Dinophyceae

Aureococcus

0/U Eukaryota
0/U

Dinophyceae

0/U

Pelagomonadales

0/U Eukaryota
0/U

Dinophyceae

Gymnodiniales

Pelagomonadales

Dinophyceae

Pelagophyceae

Eukaryota



MGT−v1_848 : 589 unigenes, 35 (5.94%) taxonomically assigned

0/U

Strongylocentrotidae

0/U Echinoida

Strongylocentrotidae

0/U
Hemiptera

0/U Metazoa

Testudines
0/U

Arachnida
0/U

Chromadorea

0/U Echinoidea Echinoida

0/U

Enteropneusta

0/U Insecta Hemiptera

0/U Metazoa

Arachnida Chromadorea

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

Insecta

Malacostraca

Mammalia

Polychaeta

no

Class

0/U Eukaryota

Metazoa
Eukaryota



MGT−v1_849 : 587 unigenes, 529 (90.12%) taxonomically assigned

0/U

Goniomonas

0/U ChroococcalesSynechococcus

Goniomonas

0/U Bacteria

Chroococcales

0/U
Eukaryota

no

Kingdom

Bacteria



MGT−v1_850 : 586 unigenes, 35 (5.97%) taxonomically assigned

0/U Mucorales

0/U Metazoa

Branchiopoda

Chromadorea

Echinoidea

Gastropoda

Insecta

no

Class

0/U Eukaryota Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_851 : 586 unigenes, 376 (64.16%) taxonomically assigned

0/U

Cionidae

0/U Appendicularia

Oikopleuridae

Cionidae

0/U

Actinopteri

0/U
Mammalia

0/U
Bacteria

Bacilli

0/U Metazoa

Actinopteri

Appendicularia

Ascidiacea

Insecta

Mammalia

0/U
Bacteria

0/U Eukaryota
Fungi

Metazoa

no

Kingdom

Bacteria

Eukaryota



MGT−v1_852 : 585 unigenes, 209 (35.73%) taxonomically assigned

0/U
Polycystinea

0/U Collodaria

0/U Sphaerozoidae 0/U Collozoum

0/U
Polycystinea

0/U Collodaria

0/U Sphaerozoidae Collozoum

0/U
Polycystinea

0/U Collodaria

Sphaerozoidae

0/U
PolycystineaEukaryota



MGT−v1_853 : 583 unigenes, 96 (16.47%) taxonomically assigned

0/U

Strongylocentrotidae

0/U Calanidae

Calanus

Branchiostomidae

0/U Echinoida

Strongylocentrotidae

0/U

Anthoathecata0/U CalanoidaCalanidae
0/U

Appendicularia

0/U
Bivalvia

0/U

Branchiopoda

0/U

Echinoidea

0/U
Enteropneusta 0/U

Hydrozoa

Anthoathecata0/U
Maxillopoda

Calanoida

0/U

Polychaeta

0/U Metazoa

Actinopteri

Appendicularia

Bivalvia

Branchiopoda

Echinoidea

Enteropneusta

Gastropoda

Hydrozoa

Insecta

Maxillopoda

Polychaeta

Eukaryota



MGT−v1_854 : 581 unigenes, 24 (4.13%) taxonomically assigned

0/U
Enterogona

0/U
Bangiophyceae

0/U AscidiaceaEnterogona

0/U Maxillopoda Calanoida

0/U Eukaryota Bangiophyceae Dinophyceae

0/U Metazoa

Ascidiacea

AvesInsecta

Mammalia

Maxillopoda

Polychaeta Sagittoidea

0/U

Bacteria

0/U Eukaryota

Metazoa

BacteriaEukaryota



MGT−v1_855 : 579 unigenes, 43 (7.43%) taxonomically assigned

0/U Gastropoda

Aplysiidae

0/U
Ascidiacea

0/U Metazoa

Actinopteri

AscidiaceaBivalvia

Echinoidea

Gastropoda

Eukaryota



MGT−v1_856 : 579 unigenes, 518 (89.46%) taxonomically assigned

0/U Eukaryota

0/U

Coccolithales

0/U Isochrysidales

0/U

Noelaerhabdaceae

0/U

Emiliania

0/U

Gephyrocapsa

0/U

Phaeocystales0/U Phaeocystaceae
0/U Phaeocystis

Phaeocystis antarctica

0/U Prymnesiales

0/U Prymnesiaceae

0/U Eukaryota

0/U

Coccolithales

0/U Isochrysidales

0/U

Noelaerhabdaceae
EmilianiaGephyrocapsa

0/U

Phaeocystales0/U PhaeocystaceaePhaeocystis

0/U Prymnesiales

0/U Prymnesiaceae

0/U Eukaryota

0/U

Coccolithales

0/U Isochrysidales

Noelaerhabdaceae

0/U

PhaeocystalesPhaeocystaceae

0/U Prymnesiales

Prymnesiaceae

0/U Eukaryota

Coccolithales

Isochrysidales

Phaeocystales

Prymnesiales

Eukaryota



MGT−v1_857 : 578 unigenes, 394 (68.17%) taxonomically assigned

0/U

Phaeocystis

0/U
Pseudo−nitzschia

0/U
Lingulodinium

0/U

Noctiluca

0/U

Pelagophyceae

Pelagophyceae

sp. CCMP2097

0/U

Bacillariaceae

Pseudo−nitzschia

0/U
Florenciellales

Florenciella

0/U
Gonyaulacales

Lingulodinium

0/U

Gonyaulacaceae

Karlodinium

0/U

Pelagomonadales

Pelagomonas

0/U
Phaeocystales

0/U

Trichomonadida

0/U

Bacillariales

0/U
Florenciellales

0/U
Gonyaulacales

Gonyaulacaceae0/U Gymnodiniales

Gymnodiniaceae

Kareniaceae

0/U
Oxyrrhinales

0/U Eukaryota

Phaeocystales

Trichomonadida

0/U

Coscinodiscophyceae

0/U
Cryptophyta

0/U Dinophyceae

Gonyaulacales

Gymnodiniales

Noctilucales

Oxyrrhinales

Suessiales

0/U

Spirotrichea

0/U

Bacteria

0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

Cryptophyta

Dictyochophyceae

Dinophyceae

Pelagophyceae

Spirotrichea

0/U Metazoa Mammalia0/U Viridiplantae Mamiellophyceae

0/U

Bacteria

0/U Eukaryota

FungiMetazoaViridiplantae
no

Kingdom

Bacteria

Eukaryota



MGT−v1_858 : 578 unigenes, 25 (4.33%) taxonomically assigned

0/U Hydrozoa

Anthoathecata

0/U Metazoa

Actinopteri

Chromadorea

HirudinidaHydrozoa

Insecta

Polychaeta

0/U

Viridiplantae

0/U

Eukaryota

Viridiplantae

Eukaryota



MGT−v1_859 : 575 unigenes, 176 (30.61%) taxonomically assigned

0/U
Oithona

0/U
Calanidae

Oithona

0/U

Caligidae

0/U
Calanoida

0/U Cyclopoida

Oithonidae

Caligidae

0/U

Dinophyceae0/U

Actinopteri

0/U
Aves

0/U

Branchiopoda

0/U Insecta

Diptera

0/U

Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U

Polychaeta

0/U

Eukaryota

Dinophyceae

0/U Metazoa

Actinopteri

Aves

Branchiopoda

Insecta

Mammalia

Maxillopoda

Polychaeta

0/U

Eukaryota
Eukaryota



MGT−v1_860 : 568 unigenes, 501 (88.20%) taxonomically assigned

0/U
Cyclobacteriaceae

0/U Flammeovirgaceae

0/U Flexithrix

0/U
Flavobacteriaceae

no

Species

0/U
Cyclobacteriaceae

0/U Flammeovirgaceae

Flexithrix

0/U
Flavobacteriaceae

0/U Cytophagales

CyclobacteriaceaeCytophagaceae

Flammeovirgaceae

0/U

Flavobacteriales

Flavobacteriaceae

0/U

Bacteroidia

Bacteroidales

0/U CytophagiaCytophagales

0/U
Flavobacteriia

Flavobacteriales

0/U

Gammaproteobacteria

Alteromonadales

0/U

Sphingobacteriia

no

Order

0/U Bacteria

Actinobacteria

Bacteroidia

Chlorobia

Cytophagia

Flavobacteriia

Gammaproteobacteria

Opitutae

Sphingobacteriia

0/U
Viruses

Bacteria

Viruses



MGT−v1_861 : 568 unigenes, 415 (73.06%) taxonomically assigned

0/U Alphaproteobacteria

alpha
proteobacterium

RS24

alpha proteobacterium

SCGC AAA536−G10

alpha proteobacterium

SCGC AAA536−K22

0/U Pelagibacteraceae

alpha proteobacterium HIMB114

0/U
Gammaproteobacteria gamma

proteobacterium

HIMB30

unidentified

0/U Pelagibacterales

Pelagibacteraceae

0/U
Myxococcales

0/U
Isochrysidales

0/U Alphaproteobacteria
Pelagibacterales

Rhizobiales Rhodobacterales

0/U

Betaproteobacteria

Myxococcales

0/U Flavobacteriia

Flavobacteriales

0/U
Eukaryota

Isochrysidales

0/U

Chrysophyceae

0/U Bacteria

Alphaproteobacteria

Betaproteobacteria

Flavobacteriia

Gammaproteobacteria

0/U
Eukaryota

Chrysophyceae

0/U
Eukaryota

Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_862 : 562 unigenes, 58 (10.32%) taxonomically assigned

0/U
Eutreptiales

0/U

Prymnesiales

0/U

Suessiales

0/U Calanoida Calanidae
0/U

Cyclopoida

Eutreptiales

Prymnesiales

0/U

Bacillariophyceae

0/U

Coscinodiscophyceae

0/U
Dinophyceae

0/U
Actinopteri

0/U

Branchiopoda

0/U
Echinoidea

0/U
Hydrozoa

0/U Maxillopoda

Calanoida Cyclopoida

0/U
Liliopsida

0/U Eukaryota Bacillariophyceae

Coscinodiscophyceae

Dinophyceae

0/U Metazoa

Actinopteri Branchiopoda

Echinoidea

Hydrozoa

Maxillopoda

0/U
Viridiplantae

Liliopsida

0/U Eukaryota

Metazoa

Viridiplantae

Eukaryota no
superKingdom



MGT−v1_863 : 560 unigenes, 46 (8.21%) taxonomically assigned

0/U

Calanidae

0/U Oithonidae Oithona

0/U
Hemiptera

Calanidae

0/U

Eukaryota

0/U Metazoa

Crocodylia

0/U
Anthozoa

0/U
Echinoidea

0/U Insecta Hemiptera
0/U

Mammalia

0/U Maxillopoda

Calanoida

Cyclopoida

0/U Metazoa

Anthozoa EchinoideaHydrozoa Insecta Mammalia

Maxillopoda

0/U

EukaryotaEukaryota



MGT−v1_864 : 560 unigenes, 17 (3.04%) taxonomically assigned

0/U
Cypriniformes

0/U Metazoa

Actinopteri

Enteropneusta Gastropoda

Hirudinida

Insecta

Maxillopoda

Polychaeta

no
Class

0/U Eukaryota

Metazoa
Eukaryota



MGT−v1_865 : 559 unigenes, 103 (18.43%) taxonomically assigned

0/U

Haplosclerida

0/U Leptothecata

Campanulariidae

0/U
Actinopteri

0/U
Anthozoa

0/U

Chromadorea

0/U
Gastropoda

0/U
Hirudinida

0/U Hydrozoa

Anthoathecata

Leptothecata

0/U
Insecta

0/U
Maxillopoda

0/U

Scyphozoa

0/U Metazoa

Actinopteri

Anthozoa

Chromadorea

Demospongiae Echinoidea

Gastropoda

Hirudinida

Hydrozoa

Insecta

Maxillopoda

Scyphozoa

Eukaryota



MGT−v1_866 : 556 unigenes, 433 (77.88%) taxonomically assigned

0/U Eukaryota

0/U Prymnesiales

0/U Bacillariophyceae

0/U Bacillariales

0/U Bacillariaceae 0/U Pseudo−nitzschia

0/U
Coscinodiscophyceae

0/U
Chaetocerotaceae

0/U
Chaetoceros

0/U Eukaryota

0/U Prymnesiales

0/U Bacillariophyceae

0/U Bacillariales

0/U Bacillariaceae Pseudo−nitzschia

0/U
Coscinodiscophyceae

0/U
Chaetocerotaceae

Chaetoceros

0/U Eukaryota

0/U Prymnesiales

0/U Bacillariophyceae

0/U Bacillariales

Bacillariaceae

0/U
Coscinodiscophyceae

Chaetocerotaceae

Thalassionemataceae

0/U Eukaryota

Prymnesiales

0/U Bacillariophyceae

Bacillariales

0/U

Coscinodiscophyceae

Chaetocerotales

Thalassionemales

0/U Eukaryota

Bacillariophyceae

Coscinodiscophyceae

Fragilariophyceae

Eukaryota



MGT−v1_867 : 555 unigenes, 26 (4.68%) taxonomically assigned

0/U

Maxillopoda

0/U Metazoa

Arachnida

Echinoidea

Insecta Maxillopoda

0/U Eukaryota

Metazoa

Eukaryota no superKingdom



MGT−v1_868 : 554 unigenes, 44 (7.94%) taxonomically assigned

0/U Pelagophyceae

Pelagophyceae sp. CCMP2097

0/U Eukaryota

IsochrysidalesPrymnesiales

0/U Eukaryota

Dictyochophyceae

Pelagophyceae

no

ClassEukaryota



MGT−v1_869 : 553 unigenes, 93 (16.82%) taxonomically assigned

0/U
Karenia

0/U

Goniodomataceae

0/U Kareniaceae Karenia

Karlodinium

0/U Thalassiosirales

Thalassiosiraceae

0/U
Dinophysiales

0/U
Gonyaulacales

Goniodomataceae

0/U Gymnodiniales

Kareniaceae

0/U
Coscinodiscophyceae

Corethrales

Thalassiosirales

0/U Dinophyceae

Dinophysiales

Gonyaulacales

Gymnodiniales

Prorocentrales
Suessiales

0/U
Agaricomycetes

0/U EukaryotaCoscinodiscophyceae

Dinophyceae

Agaricomycetes0/U Metazoa Insecta

0/U
Bacteria

0/U Eukaryota

FungiMetazoa Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_870 : 552 unigenes, 542 (98.19%) taxonomically assigned

Candidatus
Pelagibacter

ubique

0/U
Eucyrtidium

no

Species

0/U Pelagibacteraceae

Candidatus Pelagibacter

0/U
Pelagibacterales

0/U Alphaproteobacteria

Pelagibacterales

0/U Bacteria

Alphaproteobacteria no

Kingdom
Bacteria

Eukaryota



MGT−v1_871 : 551 unigenes, 37 (6.72%) taxonomically assigned

0/U

Gymnodiniaceae

0/U
Testudines

0/U Eukaryota

Isochrysidales

Perkinsida

0/U Dinophyceae

Dinophysiales Gymnodiniales

0/U
Mammalia

0/U EukaryotaDinophyceae

0/U MetazoaActinopteriAves Mammalia

0/U Eukaryota

Metazoa

Eukaryota



MGT−v1_872 : 550 unigenes, 390 (70.91%) taxonomically assigned

0/U Bacteria

Candidatus
Poribacteria
sp. WGA−4E

Poribacteria bacterium WGA−3G

mine drainage metagenome

0/U

Rhodobacterales
0/U

Clostridiales

0/U

Alphaproteobacteria

Rhodobacterales

0/U

Clostridia

Clostridiales

0/U
Deltaproteobacteria

0/U

Gammaproteobacteria

0/U

Opitutae 0/U
Cryptophyta

0/U

Dinophyceae

0/U Bacteria

AlphaproteobacteriaBacilli ClostridiaDeltaproteobacteria Gammaproteobacteria

Opitutae

Planctomycetia

Cryptophyta

0/U
Eukaryota

Viridiplantae

Bacteria

Eukaryota

no

superKingdom



MGT−v1_873 : 544 unigenes, 55 (10.11%) taxonomically assigned

0/U DictyochalesDictyocha

0/U

Coccosphaerales

0/U
Prymnesiales

0/U Eukaryota

Coccosphaerales

Miliolida

Prymnesiales

0/U Dictyochophyceae

Dictyochales

0/U EukaryotaDictyochophyceae0/U Eukaryota

Metazoa

Eukaryota



MGT−v1_874 : 542 unigenes, 22 (4.06%) taxonomically assigned

0/U
Chromadorea

0/U
Echinoidea

0/U
Polychaeta

0/U Metazoa

Actinopteri
Chromadorea Echinoidea

Hydrozoa

Insecta Mammalia

Polychaeta

Eukaryota



MGT−v1_875 : 542 unigenes, 56 (10.33%) taxonomically assigned

0/U Calanidae

Calanus

0/U

Beloniformes

0/U

Leptothecata

0/U Calanoida Calanidae

0/U
Chromadorea

0/U
Hydrozoa

Leptothecata

0/U Maxillopoda

Calanoida

0/U Metazoa

Actinopteri

Branchiopoda

Chromadorea

Echinoidea

Hydrozoa

Insecta

Maxillopoda

0/U Eukaryota

Metazoa

0/U

Viruses

Eukaryota



MGT−v1_876 : 540 unigenes, 416 (77.04%) taxonomically assigned

0/U

Nitratireductor

0/U
Paracoccus

0/U Stappia

Stappia stellulata

0/U

Rhizobiaceae

0/U Rhodobacteraceae

Labrenzia Paracoccus

Stappia

0/U
Micrococcales

0/U
Rhizobiales

Phyllobacteriaceae

Rhizobiaceae

0/U

Rhodobacterales

Hyphomonadaceae

Micrococcales

0/U Alphaproteobacteria

Rhizobiales

Rhodobacterales

Rhodospirillales

0/U Bacteria Actinobacteria

Alphaproteobacteria no

Class

Bacteria



MGT−v1_877 : 539 unigenes, 463 (85.90%) taxonomically assigned

0/U
Echinicola

0/U

Flexithrix

0/U

Cellulophaga

Croceibacter

atlanticus

Flexithrix

0/U

Flavobacteriaceae

CellulophagaCroceibacter

0/U

Chaetocerotaceae

0/U
Bacteroidales

0/U Cytophagales

Cyclobacteriaceae0/U
Flavobacteriales

Cryomorphaceae

Flavobacteriaceae

0/U

Chaetocerotales

Chaetocerotaceae 0/U
Tintinnida

0/U

Bacilli

0/U Bacteroidia

Bacteroidales

0/U

Chlorobia

0/U

Cytophagia

0/U Flavobacteriia

Flavobacteriales

0/U

Holophagae

0/U

Sphingobacteriia

Sphingobacteriales

0/U Bacteria

Bacilli

Bacteroidia

Chlorobia

Cytophagia

Flavobacteriia

Holophagae

Sphingobacteriia

0/U
Eukaryota

Pelagophyceae

Spirotrichea

Bacteria

Eukaryota

no superKingdom



MGT−v1_878 : 537 unigenes, 309 (57.54%) taxonomically assigned

0/U Bacteria

Marinimicrobia

bacterium JGI

0000113−D11Proteobacteria
bacterium JGI
0000113−D06

Proteobacteria

bacterium JGI

0000113−E04

Proteobacteria

bacterium JGI

0000113−L05

Proteobacteria bacterium
JGI 0000113−P07

0/U

Actinobacteria

actinobacterium
SCGC AAA041−L13

gamma

proteobacterium

SCGC

AAA160−D02

SAR86 cluster

bacterium

SAR86A

marine

sediment

metagenome

0/U

Pelagibacterales

0/U

Rhizobiales

0/U Caudovirales

Myoviridae

Prochlorales

0/U
Alphaproteobacteria

Pelagibacterales Rhizobiales
0/U

Deltaproteobacteria

0/U

Gammaproteobacteria

Chromatiales

0/U
Dinophyceae

0/U Viruses

Caudovirales

0/U Bacteria

Actinobacteria

Alphaproteobacteria

Deltaproteobacteria

Gammaproteobacteria

0/U Eukaryota Dinophyceae

Bacteria

Eukaryota

no superKingdom

Viruses



MGT−v1_879 : 536 unigenes, 43 (8.02%) taxonomically assigned

0/U

Tetraodontiformes

0/U Metazoa

Coelacanthiformes

0/U Actinopteri

Anguilliformes

Beloniformes

Cichliformes

Cypriniformes

Salmoniformes

Tetraodontiformes

0/U
Mammalia

0/U Metazoa

Actinopteri

Amphibia

Echinoidea

Mammalia

Eukaryota



MGT−v1_880 : 532 unigenes, 71 (13.35%) taxonomically assigned

0/U
Bubalus

0/U

Beloniformes

0/U
Actiniaria

0/U

Echinoida
0/U

Hymenoptera

0/U
Mammalia

Beloniformes

0/U

Anthozoa

0/U
Chromadorea

0/U
Insecta

Hymenoptera

0/U Metazoa

Actinopteri

Anthozoa

Chromadorea EchinoideaInsecta

Mammalia

Eukaryota



MGT−v1_881 : 531 unigenes, 47 (8.85%) taxonomically assigned

0/U
Leptothecata

0/U Calanoida

Calanidae

0/U
Arachnida

Leptothecata

0/U Maxillopoda Calanoida

0/U Metazoa

ArachnidaAves

Hydrozoa

Maxillopoda

0/U
Viridiplantae

0/U
Eukaryota

Viridiplantae

Eukaryota



MGT−v1_882 : 530 unigenes, 87 (16.42%) taxonomically assigned

0/U

Phaeocystis

0/U
Collozoum

0/U Eukaryota

Bolidomonas

0/U

Sphaerozoidae

Collozoum

0/U

Pycnococcaceae

0/U
Choanoflagellida

0/U
Pavlovales

Endodiniaceae Peridiniaceae

0/U Collodaria Sphaerozoidae

0/U
Nassellaria

0/U

Calanoida

0/U
Viridiplantae

Pycnococcaceae

Choanoflagellida

Isochrysidales

Pavlovales

Phaeocystales

0/U Dinophyceae

Peridiniales
0/U Polycystinea

Collodaria

Nassellaria

0/U
Enoplea

0/U
Mammalia

0/U

Maxillopoda
Calanoida

Cyclopoida

0/U

Sagittoidea

0/U Eukaryota

Dinophyceae

Polycystinea

0/U Metazoa

Enoplea

Mammalia

Maxillopoda Sagittoidea
0/U

Viridiplantae

0/U Eukaryota

Metazoa Viridiplantae

Eukaryota



MGT−v1_883 : 529 unigenes, 62 (11.72%) taxonomically assigned

0/U Calanidae

Calanus

0/U Metazoa

Branchiostomidae

0/U Calanoida Calanidae

0/U Metazoa

Coelacanthiformes

0/U
Hydrozoa

0/U Maxillopoda

Calanoida

0/U Metazoa

Hydrozoa

Insecta

Mammalia

Maxillopoda Eukaryota



MGT−v1_884 : 529 unigenes, 15 (2.84%) taxonomically assigned

0/U Metazoa

Demospongiae Gastropoda Polychaeta

0/U EukaryotaMetazoa Eukaryota



MGT−v1_885 : 528 unigenes, 16 (3.03%) taxonomically assigned

0/U Metazoa

Actinopteri

Echinoidea

Gastropoda

Polychaeta

Eukaryota



MGT−v1_886 : 528 unigenes, 80 (15.15%) taxonomically assigned

0/U
Bubalus

0/U
Hordeum

0/U

Daphniidae

0/U Metazoa

Branchiostomidae

0/U

Echinoida

0/U

Mammalia

0/U

Cryptophyta

0/U
Chromadorea

0/U
Demospongiae

0/U

Echinoidea

0/U
Enoplea

0/U
Gastropoda

0/U
Insecta

0/U
Sagittoidea

Cryptophyta

0/U Metazoa
Actinopteri Ascidiacea

Branchiopoda

Chromadorea
Demospongiae

Echinoidea

Enoplea

Gastropoda

Hydrozoa

Insecta

Malacostraca

Mammalia

Sagittoidea

Thaliacea

0/U

Bacteria

0/U Eukaryota

Metazoa

Viridiplantae

no

Kingdom

Bacteria

Eukaryota



MGT−v1_887 : 526 unigenes, 323 (61.41%) taxonomically assigned

0/U
Bacteriovorax

0/U

Bdellovibrio
0/U

Bacteriovoracaceae

Bacteriovorax

0/U
Bdellovibrionaceae

Bdellovibrio

0/U

Leptospiraceae
0/U

Cytophagales

0/U Bdellovibrionales

BacteriovoracaceaeBdellovibrionaceae

0/U

Cellvibrionales

0/U

Spirochaetia

Leptospiraceae
0/U

Alphaproteobacteria

Rhizobiales

0/U
Aquificae

0/U
Bacilli

0/U

Bacteroidia

0/U
Clostridia

0/U

Cytophagia

Cytophagales

0/U Deltaproteobacteria Bdellovibrionales

0/U
Flavobacteriia

0/U
Gammaproteobacteria

Cellvibrionales

0/U

Spirochaetia

0/U

Actinopteri

0/U Bacteria

Alphaproteobacteria

Aquificae

Bacilli

Bacteroidia

Clostridia

Cytophagia

Deltaproteobacteria

Flavobacteriia

Gammaproteobacteria

Spirochaetia

0/U

Eukaryota

0/U

Metazoa

Actinopteri

0/U
Eukaryota

Bacteria

Eukaryota

no
superKingdom



MGT−v1_888 : 526 unigenes, 225 (42.78%) taxonomically assigned

0/U Calanus
Calanus

finmarchicus

0/U

Branchiostomidae

0/U Calanidae

Calanus

Branchiostomidae

0/U CalanoidaCalanidae

0/U
Insecta

0/U

Mammalia

0/U Maxillopoda

Calanoida 0/U
Metazoa

Insecta

Mammalia

Eukaryota



MGT−v1_889 : 521 unigenes, 185 (35.51%) taxonomically assigned

0/U Calanus

Calanus finmarchicus

0/U Calanidae Calanus

0/U Calanoida

Calanidae

0/U
Hydrozoa

0/U

Mammalia

0/U MaxillopodaCalanoida

Cyclopoida

0/U Metazoa
Hydrozoa

Insecta
Mammalia

Maxillopoda

Eukaryota



MGT−v1_890 : 521 unigenes, 24 (4.61%) taxonomically assigned

0/U Chromadorea Rhabditida

0/U
Demospongiae

0/U
Enteropneusta

0/U
Gastropoda

0/U Metazoa

Chromadorea

Demospongiae

Echinoidea Enteropneusta Gastropoda

Insecta
Polychaeta

0/U
Viridiplantae

0/U
Eukaryota

Metazoa

Viridiplantae

Eukaryota



MGT−v1_891 : 521 unigenes, 59 (11.32%) taxonomically assigned

Bathycoccus
prasinos

0/U

Prorocentraceae

0/U Coccolithales

Calcidiscaceae

0/U
Coccosphaerales

0/U
Phaeocystales 0/U

Peridiniales

0/U Tintinnida

Rhabdonellidae

0/U

Metazoa

0/U Eukaryota

Coccolithales

Coccosphaerales Phaeocystales

Peridiniales

Prorocentrales

0/U Spirotrichea

Sporadotrichida

Tintinnida

0/U

Mammalia

0/U Eukaryota

Coscinodiscophyceae

Dinophyceae

Spirotrichea 0/U

Metazoa

Mammalia

Metazoa

Viridiplantae

Eukaryota



MGT−v1_892 : 521 unigenes, 24 (4.61%) taxonomically assigned

0/U

Symbiodiniaceae

0/U Eukaryota

Echinamoebidae

0/U
Choanoflagellida

0/U
Petromyzontiformes

0/U Eukaryota Choanoflagellida

0/U
Aconoidasida

0/U

Coscinodiscophyceae

0/U
Dinophyceae

Suessiales

Petromyzontiformes

0/U
Mamiellophyceae

0/U Eukaryota

Aconoidasida Coscinodiscophyceae

Cryptophyta

Dinophyceae

Agaricomycetes

0/U Metazoa

Demospongiae Echinoidea

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Eukaryota



MGT−v1_893 : 520 unigenes, 489 (94.04%) taxonomically assigned

0/U ChroococcalesSynechococcus

0/U Bacteria

Chroococcales no
Class

0/U

Eukaryota

Bacteria



MGT−v1_894 : 519 unigenes, 32 (6.17%) taxonomically assigned

0/U
Kinetoplastida

0/U
Cyclopoida

0/U Eukaryota

Kinetoplastida

0/U Maxillopoda Cyclopoida

0/U Eukaryota

Dinophyceae

0/U Metazoa

Actinopteri

Hirudinida Hydrozoa

Maxillopoda

0/U
Viridiplantae

0/U Eukaryota

Metazoa

Viridiplantae

Eukaryota



MGT−v1_895 : 518 unigenes, 149 (28.76%) taxonomically assigned

0/U

Xenorhabdus

mine drainage
metagenome

0/U
Frankiaceae

0/U

Alteromonadaceae

Xenorhabdus

0/U

Vibrionaceae

0/U

Bacillales

0/U
Alteromonadales

Alteromonadaceae

0/U
Enterobacteriales

Enterobacteriaceae

0/U

Pseudomonadales

0/U

Vibrionales

0/U

Xanthomonadales

0/U
Alphaproteobacteria

Rhodobacterales

0/U
Bacilli

Bacillales

0/U

Bacteroidia

0/U

Deinococci

Alteromonadales

Enterobacteriales

Pseudomonadales

Vibrionales

Xanthomonadales

0/U Bacteria ActinobacteriaAlphaproteobacteria

Bacilli

Bacteroidia

Deinococci

Gammaproteobacteria

Bacteria

Eukaryota

no

superKingdom



MGT−v1_896 : 517 unigenes, 342 (66.15%) taxonomically assigned
0/U

Aureococcus

0/U

Pelagomonadales

Aureococcus

0/U

Eutreptiales

0/U
Gonyaulacales

0/U Gymnodiniales

Kareniaceae

0/U

Peridiniales

0/U
Suessiales

0/U

Heterotrichida

0/U

Pelagomonadales

Eutreptiales

0/U Dinophyceae

Gonyaulacales

Gymnodiniales

Peridiniales

Suessiales

0/U

Mediophyceae

Pelagomonadales0/U Eukaryota

Dinophyceae

Heterotrichea

Mediophyceae

Pelagophyceae

0/U

Fungi
Fungi

Eukaryota



MGT−v1_897 : 517 unigenes, 61 (11.80%) taxonomically assigned

0/U
Cichlidae

0/U
Coelacanthiformes

0/U
Cichliformes

Cichlidae

0/U
Cypriniformes

0/U

Salmoniformes

Coelacanthiformes

0/U Actinopteri

Cichliformes

Cypriniformes

Salmoniformes

0/U
Amphibia

0/U Metazoa

Actinopteri

Amphibia Anthozoa

Enteropneusta

Gastropoda

no

Class

0/U Eukaryota

Eukaryota



MGT−v1_898 : 517 unigenes, 58 (11.22%) taxonomically assigned

0/U
Chrysochromulinaceae

0/U

Dinophysiaceae

0/U
Isochrysidales

0/U

Gymnodiniales

0/U Eukaryota

Isochrysidales

Prymnesiales

Dinophysiales

Gymnodiniales

0/U Eukaryota

Dinophyceae

0/U
Bacteria

0/U Eukaryota

Metazoa

no

Kingdom

Bacteria

Eukaryota



MGT−v1_899 : 516 unigenes, 153 (29.65%) taxonomically assigned

0/U

Collozoum
Collozoum

0/U Collodaria

Sphaerozoidae

0/U
Polycystinea

CollodariaEukaryota



MGT−v1_900 : 515 unigenes, 481 (93.40%) taxonomically assigned

0/U Alphaproteobacteriaalpha proteobacterium SCGC AB−629−F11

uncultured

microorganism

0/U
Bartonellaceae

0/U

Pelagibacterales

0/U

Rhizobiales

Bartonellaceae

0/U

Rhodospirillales

Pelagibacterales

Rhizobiales

Rhodobacterales

Rhodospirillales

0/U
Gammaproteobacteria

0/U

Spirochaetia

0/U Bacteria

Alphaproteobacteria

Bacilli

Gammaproteobacteria

Spirochaetia

no

Kingdom

Bacteria

Eukaryota

no

superKingdom



MGT−v1_901 : 514 unigenes, 159 (30.93%) taxonomically assigned

0/U
Hydridae

0/U

Echinoida

0/U

Anthoathecata

Hydridae

0/U Metazoa

CoelacanthiformesLobata

0/U

Actinopteri

0/U Ascidiacea

Enterogona

0/U
Chromadorea

0/U Hydrozoa

AnthoathecataLeptothecata

0/U
Mammalia

0/U
Trematoda

0/U

Fungi

0/U Metazoa

Actinopteri

Ascidiacea

Chromadorea
Echinoidea

Gastropoda

Hydrozoa

Insecta

Mammalia

Trematoda

Fungi

Eukaryota



MGT−v1_902 : 513 unigenes, 238 (46.39%) taxonomically assigned

0/U Metazoa
0/U

Actinopteri

0/U Appendicularia

0/U Oikopleuridae

0/U Oikopleura

0/U
Ascidiacea

0/U

Echinoidea

0/U
Hydrozoa

0/U
Mammalia

0/U Metazoa
0/U

Actinopteri

0/U Appendicularia

0/U Oikopleuridae

Oikopleura

0/U
Ascidiacea

0/U

Echinoidea

0/U
Hydrozoa

0/U
Mammalia

0/U Metazoa
0/U

Actinopteri

0/U AppendiculariaOikopleuridae

0/U
Ascidiacea

0/U

Echinoidea

0/U
Hydrozoa

0/U
Mammalia

0/U Metazoa
0/U

Actinopteri

0/U Appendicularia

0/U
Ascidiacea

0/U

Echinoidea

0/U
Hydrozoa

0/U
Mammalia

0/U Metazoa
Actinopteri

Appendicularia

Ascidiacea

Echinoidea

Hydrozoa

Mammalia

0/U
EukaryotaEukaryota



MGT−v1_903 : 512 unigenes, 235 (45.90%) taxonomically assigned

0/U Bacteria

Proteobacteria

bacterium JGI

0000113−L05
Proteobacteria

bacterium JGI

0000113−P07

0/U
Prochlorococcus

marine sediment
metagenome

no Species0/U

Viruses

uncultured

virus

0/U
T4likevirus

Prochlorococcus
phage P−SSM2

0/U Myoviridae T4likevirus

0/U

Isochrysidales

0/U
Prymnesiales

0/U Caudovirales

Myoviridae

0/U Bacteria

Prochlorales

0/U
Alphaproteobacteria

0/U

Betaproteobacteria
0/U

Gammaproteobacteria

0/U Eukaryota

IsochrysidalesPrymnesiales

Rotaliida

0/U

Viruses

0/U Bacteria

Alphaproteobacteria Betaproteobacteria Gammaproteobacteria

Bacteria
Eukaryota

no superKingdom
Viruses



MGT−v1_904 : 512 unigenes, 485 (94.73%) taxonomically assigned

0/U Chroococcales

0/U Synechococcus

0/U
Goniomonas

0/U Cymatosiraceae

0/U
Minutocellus

Minutocellus
polymorphus

0/U Chroococcales

Synechococcus

0/U Cymatosiraceae

Minutocellus

0/U MamiellalesBathycoccaceae

0/U Bacteria

Chroococcales

0/U
Eukaryota

Cryptophyta

Mediophyceae

0/U Eukaryota

Viridiplantae

Bacteria

Eukaryota

no superKingdom



MGT−v1_905 : 511 unigenes, 212 (41.49%) taxonomically assigned

0/U
Phaeocystis

0/U
Prymnesiaceae

Haptolina

0/U
Isochrysidales

Noelaerhabdaceae

0/U
Phaeocystales

Phaeocystaceae

0/U Prymnesiales

Chrysochromulinaceae

Prymnesiaceae

0/U Eukaryota

Coccolithales

Isochrysidales

Phaeocystales
Prymnesiales

0/U Dinophyceae Gonyaulacales

0/U Eukaryota

Dinophyceae Pelagophyceae

no

Class

Eukaryota



MGT−v1_906 : 510 unigenes, 260 (50.98%) taxonomically assigned

0/U
Kareniaceae

Karlodinium 0/U

Prorocentraceae

0/U

Bicosoecida

0/U

Choanoflagellida

0/U

Coccolithales0/U

Isochrysidales

0/U
Prymnesiales

0/U

Thalassiosirales

0/U

Cryptomonadales

0/U

Florenciellales

Kareniaceae

0/U

Noctilucales

0/U

Peridiniales

0/U
Pelagomonadales

0/U Eukaryota

Bicosoecida

Choanoflagellida

Coccolithales

IsochrysidalesPrymnesiales

Chaetocerotales

Melosirales

Thalassiosirales

0/U

Cryptophyta

Cryptomonadales

0/U
Dictyochophyceae

Florenciellales

0/U Dinophyceae

Gonyaulacales

Gymnodiniales
Noctilucales

Peridiniales

Prorocentrales

0/U

Oomycetes

0/U
Pelagophyceae

Pelagomonadales

0/U

Raphidophyceae

0/U

Spirotrichea

0/U

Anthozoa

0/U
Bivalvia

0/U
Mammalia

0/U
Mamiellophyceae

0/U

Bacteria

0/U Eukaryota

Coscinodiscophyceae
Cryptophyta

Dictyochophyceae

Dinophyceae

Oomycetes

Pelagophyceae

RaphidophyceaeSpirotrichea

0/U Metazoa Anthozoa Bivalvia Mammalia 0/U Viridiplantae Mamiellophyceae

0/U

Bacteria

0/U Eukaryota

Metazoa Viridiplantae

Bacteria

Eukaryota



MGT−v1_907 : 509 unigenes, 13 (2.55%) taxonomically assigned

0/U Cyclopoida Oithonidae

0/U Maxillopoda

Cyclopoida

0/U Metazoa

Branchiopoda Demospongiae

Gastropoda

Maxillopoda

0/U

Eukaryota
Eukaryota



MGT−v1_908 : 508 unigenes, 5 (0.98%) taxonomically assigned

0/U Bacillariophyceae

Bacillariales

0/U Metazoa

Maxillopoda

0/U Eukaryota MetazoaEukaryota



MGT−v1_909 : 508 unigenes, 66 (12.99%) taxonomically assigned

Marine Group II
euryarchaeote

SCGC AB−629−J06

0/U Bacteria

Proteobacteria
bacterium JGI
0000113−L05 Proteobacteria

bacterium JGI
0000113−P07

0/U
Kryptoperidinium

marine sediment
metagenome

no Species

0/U

Prymnesiales

0/U
Gymnodiniales

0/U Caudovirales

0/U

Clostridia

0/U
Fusobacteriia

Prymnesiales

0/U Dinophyceae

Gymnodiniales

Peridiniales

0/U

Oomycetes

0/U Bacteria

ClostridiaFusobacteriia

0/U Eukaryota

Dinophyceae Oomycetes

0/U Metazoa Insecta
0/U

Viridiplantae
Chlorophyceae

0/U Eukaryota

Metazoa Viridiplantae

Archaea

Bacteria

Eukaryota

no superKingdom

Viruses



MGT−v1_910 : 508 unigenes, 52 (10.24%) taxonomically assigned

0/U

Lobata

0/U
Trichocephalida

Lobata

0/U

Branchiopoda

0/U Enoplea

Trichocephalida

0/U Malacostraca

Decapoda

0/U
Maxillopoda

0/U Metazoa

Actinopteri

Branchiopoda

Chromadorea

Enoplea

Hydrozoa

Insecta

Malacostraca

Maxillopoda

0/U

EukaryotaEukaryota



MGT−v1_911 : 507 unigenes, 386 (76.13%) taxonomically assigned

0/U
Bacteria

Phaeocystis

antarctica
Phaeocystis

0/U
Pelagomonadales

0/U

Choanoflagellida

0/U
Gonyaulacales

0/U Gymnodiniales

Kareniaceae

0/U

Peridiniales

Choanoflagellida

0/U Dinophyceae

Gonyaulacales

Gymnodiniales

Peridiniales Suessiales

0/U Pelagophyceae Pelagomonadales

0/U
Bacteria

0/U Eukaryota

Dinophyceae

Pelagophyceae

no

Class

0/U
Bacteria
Bacteria

Eukaryota



MGT−v1_912 : 506 unigenes, 198 (39.13%) taxonomically assigned

0/U Coccolithales0/U Calcidiscaceae

0/U Calcidiscus

Calcidiscus
leptoporus

0/U Coccolithaceae

0/U Isochrysidales

0/U Noelaerhabdaceae

0/U

Prymnesiales

0/U

Prymnesiaceae

0/U Coccolithales0/U Calcidiscaceae

0/U Coccolithaceae

0/U Isochrysidales

0/U Noelaerhabdaceae

0/U

Prymnesiales

0/U

Prymnesiaceae

0/U CoccolithalesCalcidiscaceae

Coccolithaceae

0/U

Coccosphaerales

0/U Isochrysidales

Noelaerhabdaceae

0/U

Prymnesiales

Prymnesiaceae0/U Eukaryota

Coccolithales

Coccosphaerales

Isochrysidales

Phaeocystales

Prymnesiales

Chondrichthyes MammaliaMetazoa

Eukaryota



MGT−v1_913 : 505 unigenes, 489 (96.83%) taxonomically assigned

0/U

Eukaryota

0/U Coscinodiscophyceae

0/U Leptocylindraceae

0/U LeptocylindrusLeptocylindrus danicus

0/U

Eukaryota

0/U Coscinodiscophyceae

0/U Leptocylindraceae

Leptocylindrus

0/U Coscinodiscophyceae

Leptocylindraceae
0/U

EukaryotaCoscinodiscophyceaeEukaryota



MGT−v1_914 : 505 unigenes, 370 (73.27%) taxonomically assigned

0/U
Bacteria

Proteobacteria

bacterium JGI

0000113−E04

Proteobacteria
bacterium JGI
0000113−P07

0/U Myoviridae

Cyanophage
P−RSM6

Synechococcus

phage S−CAM1

0/U
T4likevirus

0/U Myoviridae T4likevirus

0/U

Bicosoecida

0/U

Isochrysidales

0/U

Prymnesiales

0/U

Pelagomonadales

Mimiviridae

0/U Caudovirales

Myoviridae

Bicosoecida

Isochrysidales

Prymnesiales

0/U

Labyrinthulomycetes

0/U Viruses

Caudovirales

0/U
Bacteria

0/U Eukaryota

Dinophyceae LabyrinthulomycetesPelagophyceae

0/U
Bacteria

0/U Eukaryota

MetazoaViridiplantae

Bacteria

Eukaryota

no superKingdom

Viruses



MGT−v1_915 : 505 unigenes, 294 (58.22%) taxonomically assigned

0/U
Bacteria

alpha proteobacterium

SCGC AAA536−G10

0/U

Alexandrium

0/U

Pycnococcus

0/U

Alphaproteobacteria

Candidatus

Puniceispirillum

Chrysoculter Lotharella

0/U

Chrysochromulinaceae

0/U
Prymnesiaceae

0/U
Chroococcales

0/U

Coccolithales
0/U Prymnesiales

Chrysochromulinaceae

Prymnesiaceae

0/U
Chromulinales

0/U ViridiplantaePycnococcaceae

0/U Bacteria

Chroococcales

0/U

Alphaproteobacteria

Pelagibacterales

0/U

Flavobacteriia

0/U Eukaryota

Coccolithales

Isochrysidales

Prymnesiales

0/U
Chrysophyceae

Chromulinales

0/U Dinophyceae

Gonyaulacales

0/U

Pelagophyceae

0/U

Spirotrichea0/U
Synurophyceae

0/U

Mammalia

0/U

Mamiellophyceae

Dolichomastigales

0/U Bacteria

Alphaproteobacteria

Flavobacteriia

0/U Eukaryota

Chrysophyceae

Cryptophyta

Dinophyceae

Pelagophyceae

Spirotrichea
Synurophyceae

0/U
Fungi

Mamiellophyceae

0/U Eukaryota

Fungi

Metazoa

Viridiplantae

Bacteria

Eukaryota

no
superKingdom



MGT−v1_916 : 504 unigenes, 16 (3.17%) taxonomically assigned

marine

sediment

metagenome

no Species

0/U Hydrozoa

Leptothecata

0/U Metazoa

Demospongiae

Hydrozoa Insecta

Maxillopoda

Eukaryota
no

superKingdom



MGT−v1_917 : 504 unigenes, 438 (86.90%) taxonomically assigned

0/U Cryomorphaceae

Owenweeksia

0/U
Cytophagales

0/U Flavobacteriales

Cryomorphaceae

Flavobacteriaceae

0/U

Pedinellales

0/U Cytophagia

Cytophagales

0/U FlavobacteriiaFlavobacteriales

0/U Bacteria

Cytophagia

Flavobacteriia

Sphingobacteriia

0/U

Eukaryota

0/U

Eukaryota

Viridiplantae

Bacteria

Eukaryota

no

superKingdom



MGT−v1_918 : 503 unigenes, 366 (72.76%) taxonomically assigned

0/U
Favella

0/U

Strombidinopsidae

0/U
Oxytrichidae

OxytrichaFavella

0/U
Nassellaria

0/U

Choreotrichida

0/U

Sporadotrichida

0/U

Cryptophyta

0/U
Dinophyceae

Nassellaria

0/U Spirotrichea

Choreotrichida

Sporadotrichida

Tintinnida

0/U Eukaryota

Bacillariophyceae Cryptophyta

Dinophyceae

SpirotricheaEukaryota



MGT−v1_919 : 503 unigenes, 49 (9.74%) taxonomically assigned

0/U
Haplosclerida

0/U Cyclopoida

Oithonidae

0/U Eukaryota Rotaliida

0/U
Actinopteri

Haplosclerida

0/U Maxillopoda Cyclopoida

0/U Metazoa

Actinopteri

Arachnida

Branchiopoda

Demospongiae

Echinoidea

Hydrozoa

Insecta

Maxillopoda

Polychaeta

0/U Eukaryota

Metazoa

Eukaryota



MGT−v1_920 : 503 unigenes, 29 (5.77%) taxonomically assigned

Haptolina
ericina

0/U
Prymnesium

0/U

Prymnesiaceae

Prymnesium

0/U Prymnesiales Prymnesiaceae

0/U Eukaryota Isochrysidales

Prymnesiales

0/U
Bacteria

0/U
Bacteria0/U Eukaryota

Metazoa

BacteriaEukaryota



MGT−v1_921 : 502 unigenes, 235 (46.81%) taxonomically assigned

0/U

Acanthoeca

Candidatus

Pelagibacter

Bolidomonas Lotharella

Acanthoeca

0/U
Kareniaceae

0/U
Choanoflagellida

0/U

Gonyaulacales

Kareniaceae

0/U
Peridiniales

0/U

Rhodellales

0/U Eukaryota

Choanoflagellida

0/U
Coccidia

0/U
Dictyochophyceae

0/U Dinophyceae

Gonyaulacales

Gymnodiniales

Peridiniales

0/U

Pelagophyceae

0/U
Hydrozoa

0/U
Bacteria

0/U Eukaryota

Bacillariophyceae

CoccidiaCryptophyta

Dictyochophyceae

Dinophyceae

Pelagophyceae

0/U
Fungi

Hydrozoa

0/U
Bacteria

0/U Eukaryota

FungiMetazoaViridiplantae

no

Kingdom

Bacteria

Eukaryota



MGT−v1_922 : 500 unigenes, 373 (74.60%) taxonomically assigned

0/U
Bacteria

0/U
Cryptophyta

0/U
Dictyochophyceae

0/U
Labyrinthulomycetes

0/U
Bacteria

0/U Eukaryota

CryptophytaDictyochophyceaeDinophyceae Labyrinthulomycetes Oomycetes

Agaricomycetes

no
Class

0/U

Archaea

0/U
Bacteria

0/U Eukaryota

FungiMetazoaViridiplantae
Archaea

Bacteria

Eukaryota



MGT−v1_923 : 500 unigenes, 475 (95.00%) taxonomically assigned

0/U Gammaproteobacteria

gamma proteobacterium SCGC AAA300−D14

0/U Bacteria

Gammaproteobacteria

0/U

Eukaryota

no

Class

0/U

Eukaryota

Bacteria



MGT−v1_924 : 500 unigenes, 11 (2.20%) taxonomically assigned

0/U Eukaryota

Eutreptiales

Columbiformes

0/U Eukaryota

Dinophyceae

Aves

Mammalia

0/U Eukaryota MetazoaEukaryota


