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MGT-v1 102 : 15538 unigenes, 10851 (69.84%) taxonomically assigned
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MGT-v1l 106 : 14931 unigenes, 8174 (54.75%) taxonomically assigned
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MGT-v1 113 : 13271 unigenes, 1667 (12.56%) taxonomically assigned
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MGT-v1l 116 : 12873 unigenes, 3688 (28.65%) taxonomically assigned
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MGT-v1_121: 12643 unigenes, 2376 (18.79%) taxonomically assigned
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MGT-v1l 124 : 12520 unigenes, 1003 (8.01%) taxonomically assigned
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MGT-v1_125: 12316 unigenes, 12026 (97.65%) taxonomically assigned
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MGT-v1 129 : 12093 unigenes, 10555 (87.28%) taxonomically assigned
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MGT-v1l 133: 11827 unigenes, 9413 (79.59%) taxonomically assigned
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MGT-v1l 134 : 11696 unigenes, 1840 (15.73%) taxonomically assigned
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MGT-v1 137 : 11552 unigenes, 11225 (97.17%) taxonomically assigned
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MGT-v1l 138 : 11537 unigenes, 1887 (16.36%) taxonomically assigned
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MGT-v1 139 : 11413 unigenes, 6319 (55.37%) taxonomically assigned
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MGT-v1 _140: 11221 unigenes, 8518 (75.91%) taxonomically assigned
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MGT-v1 141 :11184 unigenes, 6116 (54.69%) taxonomically assigned
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MGT-v1 142 :11167 unigenes, 1238 (11.09%) taxonomically assigned
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MGT-v1l 143 : 10878 unigenes, 1436 (13.20%) taxonomically assigned
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MGT-v1l 144 : 10820 unigenes, 7522 (69.52%) taxonomically assigned
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MGT-v1l 145 : 10810 unigenes, 6684 (61.83%) taxonomically assigned
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MGT-v1_146 : 10714 unigenes, 4454 (41.57%) taxonomically assigned
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MGT-v1_147 : 10706 unigenes, 814 (7.60%) taxonomically assigned
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MGT-v1_149 : 10436 unigenes, 3636 (34.84%) taxonomically assigned
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MGT-v1l 150 : 10255 unigenes, 3542 (34.54%) taxonomically assigned

0Nl Hydrozoal
onl  [Hydrozoa)

10/U Metazoa Insecta Mammalia i
Insecta ammalia ENGTR

| Echinoidealasinezier

|:cn|no|aeai

0/U Calanoida

Calanus finmarchicus
—Eukaryota

Calanoida|Maxillopoda 0/U Maxillopoda

0/U Calanidae Calanidae Calanus
0/U Calanus




MGT-v1_151: 10224 unigenes, 1177 (11.51%) taxonomically assigned
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MGT-v1 152 : 10177 unigenes, 2530 (24.86%) taxonomically assigned

Perildinialies o/U

O/U . Dmmrr]\lrl:i'nmm | : . i

: Dinophyceae™ Bagillariophyceae
Dinophyceae Iprorocentrales | S| |

o BRIl ENEES

Prorocentraceae Bacill\a}l’r\i;ceae Frag‘ilariales

Bacillariophyceae | |

0/U Eukaryota

0/U ChaetocerotaChaetocerotaleshaetocerotaceae I Corethrales

0/

Thalassiosiraceae Thalassiosira
I halassiosira

Eukaryota

Thalassiosirales Coscinodiscophyceae /U Coscinodiscophyceae

0/U Thalassiosirales




MGT-v1 153 : 9985 unigenes, 3643 (36.48%) taxonomically assigned
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MGT-v1 154 : 9894 unigenes, 3832 (38.73%) taxonomically assigned
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MGT-v1_155 : 9887 unigenes, 4373 (44.23%) taxonomically assigned
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MGT-v1l 156 : 9787 unigenes, 6859 (70.08%) taxonomically assigned
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MGT-v1 158 : 9693 unigenes, 975 (10.06%) taxonomically assigned
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MGT-v1l 159 : 9623 unigenes, 685 (7.12%) taxonomically assigned
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MGT-v1_162 : 9459 unigenes, 1223 (12.93%) taxonomically assigned
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MGT-v1l 163 : 9400 unigenes, 1456 (15.49%) taxonomically assigned
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MGT-v1 164 : 9309 unigenes, 8545 (91.79%) taxonomically assigned
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MGT-v1 165 : 9304 unigenes, 1400 (15.05%) taxonomically assigned
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MGT-v1 169 : 9056 unigenes, 990 (10.93%) taxonomically assigned
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MGT-v1 205 : 6869 unigenes, 4584 (66.73%) taxonomically assigned
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MGT-v1l 207 : 6715 unigenes, 6043 (89.99%) taxonomically assigned
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MGT-v1l 208 : 6656 unigenes, 1776 (26.68%) taxonomically assigned
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MGT-v1 209 : 6345 unigenes, 830 (13.08%) taxonomically assigned
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MGT-v1l 210 : 6327 unigenes, 4118 (65.09%) taxonomically assigned
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MGT-v1 212 : 6215 unigenes, 2546 (40.97%) taxonomically assigned
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MGT-v1l 213 : 6203 unigenes, 2406 (38.79%) taxonomically assigned
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MGT-v1 214 : 6183 unigenes, 2128 (34.42%) taxonomically assigned
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MGT-v1_215: 6182 unigenes, 4780 (77.32%) taxonomically assigned
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MGT-v1l 216 : 6139 unigenes, 1723 (28.07%) taxonomically assigned
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MGT-v1 217 : 6129 unigenes, 311 (5.07%) taxonomically assigned
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MGT-v1l 218 : 6124 unigenes, 5050 (82.46%) taxonomically assigned
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MGT-v1l 219 : 6115 unigenes, 3600 (58.87%) taxonomically assigned
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MGT-v1l 220 : 6109 unigenes, 428 (7.01%) taxonomically assigned
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MGT-v1l 221 : 6033 unigenes, 753 (12.48%) taxonomically assigned
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MGT-v1_222 : 5923 unigenes, 3147 (53.13%) taxonomically assigned
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MGT-v1l 224 : 5900 unigenes, 3454 (58.54%) taxonomically assigned

Favella)

nni

Choreotrichida

Choreouicniaa

Euplotida

“I' I

oni
Urostylida
Urostylida

Polycystinea
o/

Polycystinea

0/U Tintinnida

o)
Oxytricha

o4tchal Dinophyceae

N/l

0/l

Sporadotrichidaricnisae

Sporadotrichida

pinopnyceae

o/u
Oxytrichidae

SpirotriEukaryota

(0/U Spirotrichea

o/v
Eukaryota




MGT-v1l 225 : 5805 unigenes, 4873 (83.94%) taxonomically assigned
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MGT-v1l 226 : 5748 unigenes, 1706 (29.68%) taxonomically assigned
:Fungi

Mammalia|Hydrozoa
Mammalia)ydrozoa

|Arachnidal
Ixodida

Diptera | |

Polycystinea

Dinoep\)ﬁceae

Dinophyceae|

0/U Metazoa

0 /Insecta

U niscota

Eukaryota ol

Calanus Eukaryota

0/U CalCalanoida/Calanidae Eufa/f;ota

Eukaryota

Calanidae

Oithona

0/U Maxillopoda  Maxillopoda

0/U CycloCyclopoidaithonidae
0/U Oithonidae




S gene oY4

0/U Bacteria

Alphaproteobacteria

Viridiplantag

0/U Gammaproteobacteria

0/U Eukaryota

0/U Alteromonadales

Marinobacter manganoxydans

Marinobacter —
adhaerens

GammBa&i& & acteria

Alteromonadales
0/U Marinobacter

A~

—Eukaryota
r‘Eukaryota

o/V

Pseudopedinella




MGT-v1_228 : 5716 unigenes, 4025 (70.42%) taxonomically assigned
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MGT-v1l 229 : 5666 unigenes, 2184 (38.55%) taxonomically assigned
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MGT-v1_230 : 5654 unigenes, 4190 (74.11%) taxonomically assigned
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MGT-v1l 232 : 5587 unigenes, 536 (9.59%) taxonomically assigned
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MGT-v1l 234 : 5480 unigenes, 577 (10.53%) taxonomically assigned
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MGT-v1l 236 : 5456 unigenes, 356 (6.52%) taxonomically assigned
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MGT-v1l 237 : 5449 unigenes, 373 (6.85%) taxonomically assigned
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MGT-v1_240 : 5292 unigenes, 4781 (90.34%) taxonomically assigned

=
0/U Bacteria

Alphaproteobacteria-

nni
Vibrionaceae|
viprionaceae
| Oceanosririllales Vibrionales

Vibrionales

0/U Alteromonadales

Bacteria

AlteromonacGammaproteobacteria | 1]

0/U Gammaproteobacteria

oy |
Salinimonas
[Salinimonas|

0/U AAlteromonadaceae

Alteromonas

o/u
Alteromonas




MGT-v1 241 : 5274 unigenes, 1736 (32.92%) taxonomically assigned
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MGT-v1_242 : 5257 unigenes, 1361 (25.89%) taxonomically assigned
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MGT-v1l 243 :5158 unigenes, 4303 (83.42%) taxonomically assigned
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MGT-v1l 244 : 5150 unigenes, 287 (5.57%) taxonomically assigned

/L o
Branchiopoda [EGhiNgidsa oL :
Branchiopoda [ZCMn0!ded Fungl

ol Fungi

Actinopteri
Actinopteri

Arachnida 0/}
Gastropoda|

0/U Metazoa | Gastropodal

Insecta

o/v CalarCaIanmdaIan|dae;nus Siphonostomatoida
| alaniaae |W'

0/U Cyclopoida

o/U
Eukaryota

o/U
Eukaryota

[ Oithona nana

Cyclopoida Maxillopoda

0/U Maxillopoda

0/U OithonOithonidae 0/9'\9.9.3161




(0/U Spirotrichea

o/u
Choreotrichida |
a

0/U Polycystinea

Choreotrichid

0/Oxytrichana
o/

Nassellaria | |

Oxytfiéﬁidae
Oxytrichidae

Polycystinea
Nasseliaria

Theoperidae

Sporadotrichida

o/u Theoperidae

Sporadotrichida oI
Eucyrtidiumy

Eucyrtidiumi|

Favella ehrenbergii|

nni ni
Xyszgycs"jt‘ggellldaella
Favella

Eukaryota

0/U Tintinni(Tintinnida

Schmidingerella taraikaensis

Schmidingerella
. o/
Schmidingerella
Eukaryota

Rhabdonellidae

0o/U
Rhabdonellidae




MGT-v1_246 : 5043 unigenes, 4800 (95.18%) taxonomically assigned

0/U Alphaproteobacteria

Rhizobiales
Rnlzoo|a|e5|

0/U Rhodospirillaceae

HEm

AIphapchactgria ria
Rhodospirillales

0/U Tistrella Tistrella

Tistrella mobilis

[T
Chroma‘iialels

0/U
Bacteria|




4 039 gene 058 3./0%) taxono O s gneag
0/U Planctomycetia Viridiplantal
O/U H | v Betaproteobacteria | Bacteroidia ol Metazoal | | ad Ilp ki
alleaceae Rhodglli:'e”ma | | bBE%(I:I,”l 0/U Pelagomonadales crwg)(l)tlégyﬁ%la
e || Rhodopireliuia - n,f,}, I| | | Pelagomonas
CS%%‘%”&"?S Planctomycetia Cophaoaes B PRI oolontte g
. [ Planctomycetales . pruugPelagoBycene| | |ueseeio
g
proteobacterium o Cytophagia | i [ T]
Planctomycetaceae o
HIMBSS CytOphagla Verrucomicrobiae Pelagomonas DanphyCGae
I ,
Isochrysidlales |Prymnesiales| | | |
: 0/U cukaryota
Gammaproteobacteria | Rhodobacterales | o/U
Rhizobialest
Flavobacteriia
— 0/U Eukaryota
o | U/U CUKRdAl yula
0/U Gammaproteobacteria Alphaproteobacteria | Flavobacteriia|
B 0/U
0/U Alphaproteobacteria Flavobacteriales
_ | _—Flavobacteriales—
Bacteria on .
Flavobacteriaceae
Flavobacteriaceae

Prochloralé5| |

o/v
l Chroococcales

no superKingdom
0/U BacteriaO/U Bacteria o

Verrucomicrobia | Chroococcales
) Chroococcales
bacterium

SCGC Synechococcus
AAA164-E04 [Synechococcus




MGT-v1l 248 : 4981 unigenes, 488 (9.80%) taxonomically assigned

0/U Eukaryota 0/U Coccidia
Eimeriidae
Coccidia

Eucoccidiorida|

Petromyzontiformes nni
Branchiostomidae Act|n|ar|a
Actuniaria

Anthozoal

Anthozoa Acllnopterl
Actinopteri

0/U Bivalvial

011
Polychaeta | vl
Polychaeta BDI\L{@LYILI Maxilopoda

Aphragmophora

ELI karyOta 0/U Phragmophora
ChadAalla
Chnadalla

Hydrozoa [Sagittoidea

o HIU lIUld

Spaveifiaad
0/U Metazoa Metazoa Spadellldae
U0 IVIELAZ0d Camivora|Rodemia Echinoida

Mammalia | Echincidea
Mammalia | Echinoidea

Insecta




MGT-v1 249 : 4980 unigenes, 3882 (77.95%) taxonomically assigned

0/U Verrucomicrobiae

0/U Planctomycetia

Actinobacterial

| o

Eu kér#lot a

Verrucomicrobiae Rubritaleaceag |

Verrucomicrobiales

Verrucomicrobiaceae
Verrucomicrobiaceae

Rhodopirellulal

Chthoniobacter

Planctomycetia

nii

anctomycetales

Plancomycetaies R

o Bacilli
Chthoniobacter |

marine sediment
metagenome

0/U

0/U 0/U Lentisphaeria)

_Sparlohacleria_

Spartobacteria | CYtO ph ag ia

Cytophagia |Lentisphaeria
o yt[Bll 9

Lentisphat
Spartobacteria [Cytophagales
CYopnagaies

rales

— o/U

Onitiitae
Gammaproteoba :teria—'Opltutae'

Puniceicoccales

Bacteria

0/U Bacteria

uncultured
bacterium
12-5D

no
superKingdom

Species




MGT-v1 250 : 4893 unigenes, 541 (11.06%) taxonomically assigned

0/U Metazoa

Enterogona

Ascidiacea

ony
Mammalia
Mammalia|

Ascidiacea

.. IActinopteri
Echinoida |Actinopteri

Fungi

onl

N/l Liliopsidal
Aves Liliopsidal
AVES Viridiplantae:

Echinoideal

o/u

Chromadorea Viridiplantae
0/l

Echinoidea

Chromadi)rea Hydrozoa
Rhabditida |HYdrozoa

o/l

o/u

]
Aconoidasida
Aconoidasida

Insecta

Prymnesiales
Prymnesiales

Anis
Apidae|
florea
[
Dipteral
BlIEE

Eukaryota

0/U Maxillopoda Maxillopoda

0/U CalCalanidae

0/U Calanoida

Calanoida

0/

Calanus
Calanus

o/u
Eukaryota
o/J

Eukaryota




MGT-v1_251 : 4889 unigenes, 866 (17.71%) taxonomically assigned

0/U Maxillopoda

Chromadorea

Hymenoptera | Golcepicra

Insecta
0/U Insecta

Calanus

MaxillopoEukaryota

Calanidae Calanoida

0/U Calanidae

0/U Calanoida

0/U Metazoa




4 : : e > . O 0 0 aX(O O C C 0 {0
N/ (V8 Funai
IActinopteri i
[Actinopter
Bivalvia
Bivalvia
on
Mammalial. on Lo o |
Mammaliagghinoiceanty rozraDRg\’gygggle
0/U Metazoa
Insecta |
_ 0n)
0/U CalCalanoida |Calanidae
Calanidae
0/U Cyclopoida
Eukaryota o/u
Eukaryota
0/U
Eukaryota

Cyclopoida [———Maxillopoda

0/U Maxillopoda

0/U OithoOithonidae | g/Oithonayg




MGT-v1l 253 : 4857 unigenes, 1780 (36.65%) taxonomically assigned

on)
Ascidiacea
Ascidiacea|

o
Acthopiet
0/U Metazoa

Diptera

0/ ~n
Mammalia [[nsect

Mammalia
Insectq

O|k0p|eura Oikopleura

dioica

Eukaryota

o/u
Eukaryota
o/u

0/U Appendicularia e

Oikopleuridae Appendicularia
0/U Oikopleuridae




MGT-v1_254 : 4787 unigenes, 4035 (84.29%) taxonomically assigned
]

0/
Bacteroidales |
Bacter0|dales|
[-Bacteroidiar | |

o/U Ignavibacterial

Bacteroidia Balcilli

0/U Bacteria 0/U Flavobacteriig 9V
Cytophagia

| ;
Flavoba(fteriia Cytophagiaf

Flavobacteriales
Sytophagales

T "“racilimonas
0/U GraGracilimonas’ :
tropica

O/Balneolala

Bacteria

Chitinophagaceae Sphingobacteriia0/U Sphingobacteriales Sphingoolsactema

0/U Chitinophagaceae




MGT-v1_255 : 4743 unigenes, 962 (20.28%) taxonomically assigned

0/U Metazoa Insecta

N/l |

Hydrozoa
H arozoa|

Oithona nana

0/U OithOithonidaCyclopoida 0/U Cyclopoida
0/U Oithona

0/U CalCalanidae Carl‘éllr:us
Calanus

Eukaryota

o/u
Eukaryotal

Calanoida Maxillopoda o

Eukaryota]

0/U Maxillopoda

0/U Calanoida




MGT-v1 256 : 4737 unigenes, 2940 (62.06%) taxonomically assigned
0/U MetiMetazoa 0/U ViridViridiplantae

Alexandrium tamarense I [Suessiales]

nni
Qomycetes
Oomycetes

o/U A nin)
GonyaulacalDinophyceae 3 Cryitibhyta :
Gonyaulacaceae X\Iexandrium D iyatiacales | 0/U Dinophyceae Soypiptona Bacteria

0/
Dic ochoﬁhgcea
Dictyochophyceae

Eukaryota
0/U EuKaryota

0/U Eukaryota




11 o —
Bacilli
0 — Bacili*" e | o/u —
o Gammagroteobacterla— Cytophagia
Planctomé/cetales Gammaproteooacteria o
Planctomyc tales Dinophyceae

vinopnyceae

Eukaryotam

Alphaproteobacteria
| S o/u

marine sediment metagenome

ony

Phycisphaeraceae | Alphaproteobacteria
Pnyé/\sp aeraceae)

Betaproteobacteria|[Flavobacteriia|

Planctomycetia

I
0/ Myxococcales 0/U T
o/u Phycisphaerae | Actinomytetales
Phycispr}/aerg Actinomycetales |

Planctomycetia g o “ . .
Phycisphaerales Deltapr05§:gbacterlaActln%t/)scterla

Deltaproteobacteria : :
|Act|nobacter|a

-

Bacteria
no superKingdom
| no Species
0/U BaO/U Bacteria Planctomycetes
bacterium
SCGC i

AAA282-C19




MGT-v1l 258 : 4724 unigenes, 3143 (66.53%) taxonomically assigned

I
Choreotrichida

Nl | o

OX))/triChidae Nassellaria
UX [r|Cn|0ae|

(0/U Spirotrichea

Polycystineal
Nassellaria
Theoperidae

Sporadotrichida | Theoperidae
on)
E tidi
e Eucyrtidim
Sporadotrichida

nn VN
w2Xisionelidaclla
Favella

Eukaryota

Schmidingerella taraikaensis

. o/
Schmidingerella |Eukaryota

0/U TintinniTintinnida Schmidingerella

—Rhabdonellidae—

o/U
Rhabdonellidae




MGT-v1l 259 : 4707 unigenes, 651 (13.83%) taxonomically assigned

onl Viridiplantae
o ol [Bovidae]
4 . Enteropneusta égg%%%%a Bovidae]
Bivalvia

0/
Bivalvia | s — I

Harrimaniidae| -
Leptothecata Actinopteri Halfimanidas A BGRIS] valacosiraca Eurotig#]i/cetes
Arachnida Eurotiomycetes

0/
Chromadorea|  on1 o/l

ChromadorealPolychaetal Aves
a‘I"OI Chaerta Aves

Hyd rozoa Strongylocentrotidae

rempea —10/U Fungi

S o Fungi
0/U Hydrozoa EchinoidealEchinoida

Echinoida|  Maxillopoda [—g/Insectaq|—Boketales

Branchiostomidae

Agaricaﬁ{ycetes
Agaricomycetes|

0/U AplysiiAplysiidae O/LAplysiaa

ol
Polycystinea|
I heoperidae]

ukaryota

0/U Metazoa Gastropoda

o/u

0/U Gastropoda Eukaryotal

Eukaryota]




MGT-v1l 260 : 4688 unigenes, 1070 (22.82%) taxonomlcally aSS|gned
I

n/l ] insectal

0/U V|r|d|plan1V|r|d|pIantae|eIIo hyceae 0/U MetazMetazoalammalia i B

Mamiellophyceae Mammalia] 0/1
Aves

IAVEeS|

0/l

Phaeocystales |Paviovales| Oomycetes Chvyscphycleae

nnr ANl Paviovales |
Prymnesialessochrysidale oy o/l
rrymnesiaies | |sochrysidales Pelagophyceae Bacmanines Bacteria

Coscinodiscoph

0/Bolidomonasas |0/Chrysoculterer| 0/Lotharellalla_| Trichosphaerium]

Pelagophyceae |

Pelagomonas
Pelagomonas

0/ ant ant

Pelagomonadales i Cryptophyt
Pelagomonadales D%(;(t}\é%pm?&g\éceae UwBIanylg

Pelagomonadales

nni | o |
Gymnodiniales | |Sonyaulacales
GmeOGInIaIES| R ocilicales

Eukaryota
0/U Eukaryota 0/U Eukaryota

0/U Eukaryota

Dinophyceae
0/U Dinophyceae




0/U Tintinnida

Favella

nni

Choreotrichida
cnoreotrichiaa

o/nl

Sporadotrichida
Sporadotrichida

_0/U
Dinophyceae[]
Dinophyceae

SpirotriEukaryota

(0/U Spirotrichea

0/uU
Eukaryota




MGT-v1 262 : 4631 unigenes, 4381 (94.60%) taxonomically assigned

Chroococcales 0/U Bacteria 0/U Bacteria

0/U RhodolRhodobacterales I
Candidatus Puniceispirillum

alpha
alpha

proteobacterium | proteobacterium alpha

bacterium
SCGC SCGC proteol
AAA536-K22 scee

AAA536-G10 AAAD15-NO4

0/U Pelagibacterales

I —

Candidatus Pelagibacter ubique| — Bacteria

PelagibacteraleAlphaproteobacteria 0/U Alphaproteobacteria

0/U Alphaproteobacteria

. : o/u
Candidatus PPelagibacteraceae _
0/U Canaigatus reraginacter Pelagibacteraceae




MGT-v1l 263 : 4539 unigenes, 274 (6.04%) taxonomically assigned

0/U Eukaryota

0Nl
EutreBtlales ol

EUTEDUAIS lviridiplantae
Viridiplantae

I
o |
Kinetoplastidal /11 .

Fulr:1c5]||ngl

Kinetoplastida

Branchiostomidae

Eukaryota

0/U Metazoa Metazoa

o Hjrudinidal

Ascidiacea|

ani [Ascidiacea
Echinoidea
Echinoidea

0L lcnitopoda)
Amphibia/Chilopodal
Amphibia

oni 0/U
0/l on anpﬁe”lga Fgragn:?phlfra

i v ahitall nadalla

e iidagRemesnon ISS-Polyc():/rbaetz;1 Sagi(}}ﬂidea

Polychaeta | Sagittoidea

onl 0/l

Actiniaria ApIR//sndae
AcCTniaria Aplvysiidae
oni 0/l

Chromadorea]Anthozoal|Gastropoda
Cnromaaoreaq = = Gastropoda

Anthozoa|

Actinopteri Hydrozoa

Rodentia

0/l
Maxillopoda | | Mammalia

Maxillopoda .
Mammalia

Insecta

o/U
Bacteria

0/l
Bacteria
Bacteria

o/v

Bacteria

ol
Stigonematales
Stigonematales




MGT-v1_264 : 4519 unigenes, 3974 (87.94%) taxonomically assigned

0/U Maxillopoda

N/
Insecta
Insecta

0/U Calanoida

O/ICalanusis

Eukaryota

Calanoida

Calanidae

0/U Calanidae

o/U
Metazoa




MGT-v1_265 : 4491 unigenes, 620 (13.81%) taxonomically assigned

0/U EukarQ/U Eukaryota

nni

vinaip!

\/iridiglantaeFungi

niae

0/U CalaCalanoida

Calanus

Calanidae
U/

0/L
Gastropoda
Gastropoda

| I:\II ‘I4
Ampibia

o)
Ascidiacea
Ascidiacea

Calanidae

Maxillopoda

0/U Maxillopoda

Insecta

nn)

Echinoidea

Echinoldea

IANthozo4|

ons
Mammalia
Mammalia

N/l

Actinopteri
Actinopteri

Rhabditidaf

Eukaryotcl';\

Metazoa

0/U Metazoa




MGT-v1 266 : 4489 unigenes, 381 (8.49%) taxonomically assigned

0/U Eukaryota

| Aves
Chromadorea——-—q7;
Agze B vama

0/U . n/|d|
pi il ottiidae
/ Enteropneust Lottidae
I—P :jlrozoa Enteropneusta| Gastinod
nteropneustal Gastropoda
Enteropneustal UaSHPU oda
Hyd¥ozoa

Gastropoda

0/ ; ony
Mammalia— Actinopteri
Mammalia Actinopterl

Eukaryota
Hymenoptera

Echinoida

0/U Metazoa  Metazoa Echjgg}idea o/lnsecta,

1Iocwuv

Echinoidea

Calanidae

0/L
Maxillopoda

|
Maxillgpgd\%pogidada

1vi

Jo o
SpacSaglttOIQEQeuidae o

SELE
Sagittal




O 44 /(O gene O 0.60%) taxono 0 o gneda

Pinales|
0/U Metazoa Metazoa Hydrolzo Mgﬁﬁg”g 22:33:: mgéég Viridiplantae
n/|_|
— Sphuiae
5 | I~ | Cryptophyta
Dinophyceae 0/U Eukaryota Cryptophyta | Alphaproteobateria
0/
|| Bacteria
— Bacteria
| Nassellaria
0o/U
Bacteria
Bacteria
Collozoum
Eukaryota
0/U Eukaryota
SphaerozoidaePolycystinea 0/U Collodaria o
Polycystinea|
0/U Sphaerozoidae




08 : 44 gene 06 00%) taxono 0 0 gneag
ani :
Mammali [
viammalia
0/UDiptera__| _[0/Hymenopterara]
0/U Metazoa
o/lnsectata
Calanu

Eukaryota

0/U Maxillopoda Maxillopoda

0/U CCalanoida

Calanidae]
Calanidae]

0/U (Oithonidae Qithona

0/l
Oithona

Cyclopoida

0/U Cyclopoida




MGT-v1l 269 : 4436 unigenes, 1249 (28.16%) taxonomically assigned

Vitaled]

0/U Euko/U Eukaryota |

0/l :
Dinophyceae |Funai
Dinophyceae| | oV
Fungi

| Cubozoa)

Echinoidea Aves no
onl superKingdom

T Bivalvial
IR Bivalvial

Maxw:quda nnl

o
Gastropoda | Enteropneusta
Maxillopoda |Gastropoda Enteropneusta

| 0/l

Hydrozoa |Mammalia
Mammalia

on) — Oou

Actinopteri|Polychaeta :
hvaimimareicr Bacteria

Bacilli

0/U Metazoa Metazoa

Insecta

o/uU

AR o VW ASE
rBacteria
Bacteria

0/U
Vibrionaceae

]
8\{20 Ieura Gammaproteobacteria
\oEeura— HE
V|br|onaIFs

Ascidiacea

| Vibrionaceae

B n/ud_ -
gﬁen ICUlariansya

dicularia |owopieuridae O/EJ/ VIDrio




MGT-v1_270 : 4415 unigenes, 4283 (97.01%) taxonomically assigned

0/U Bacteria

0/U Gammaproteobacteria

GammBacteria acteria
Alteromonadales




MGT-v1l 271 : 4385 unigenes, 3259 (74.32%) taxonomically assigned

o/uv
Choreotrichidal _|

Choreotrichida]

00Oxytrichaa N

Eucyrtidium
Oxytrichidae
Oxytrichidae

(0/U Spirotrichea

Sporadotrichida

0o/U
Sporadotrichida

Eukaryota

nini laYiN|

ngtonellidaella
Xystonellaag| Favella

0/l
Schmidingerella
Schmidingerella

0/U TintinnTintinnida

Rhabdonellidae

o/U
Rhabdonellidae




MGT-v1l_ 272 : 4334 unigenes, 834 (19.24%) taxonomically assigned

o/U Harrimanidad 0/l . |Mammalia
Trematoda Bivalvia[ o
Leptothecata Bivalvia [ioze

Trematoda

i i Strigeidida o)
@ CHNORIEN Stngeiaida hisiztaies

Haplosclerida

Hemiptera 0/l |
Calanoida
Hyd r020a Strongylgégntrotidae C’al anoid a|

Strongylocentrotidae

o .
0/U Hydrozoa Insecta Maxillopoda

0/U EctEchinoideahingida| 0/U Insecta o/U

Echinoida Maxillopoda

ApIySIIdae Aplysia

Aplysial

Eukary

Gastropoda 0/U Metazoa

0/U Gastropoda




MGT-v1_273: 4315 unigenes, 4170 (96.64%) taxonomically assigned

0/U Chroococcales

Synechococcus sp. WH 8109 |

Synechococcus sp. CC9605

ChroocBacteria

Synechococcus
0/U”synecnococcus

0/U
Bacteria




/] /] O O e - 00 O 0 3 a 0 el
. k’””
0/U Bacteria [ |eukanvon)

i Ioh SAR116 i

alpha proteObaCterlum aipna cluster alpha proteobacterium
proteobacterium roteobacterium scae T
SCGC AAA015-N04 SCGC AAA536-G10 P HIMB100 AAA536-K22
Rizobinks
Bacteria
Candidatus

Alphaproteobacteria

0/U Alphaproteobacteria

Puniceispirillum




0/U Eukaryota Dinophyceae] —
Wy Fungi
Dinophyceae Funqi
Hirudinidal Ei&gi&ig Pt)lyclhaela
Doliolidalaathnca
Thaliaceal
LUEUEEE
0/U Maxillopoda A/ |
ActinopterilAves|
Actinopteri|
q q T
0/U Appendicularia Enterogona
Maxillopoda Ascldigoeatlydiozoa
Xi
ROGE calanusus Ascidiacealy arozon
. Mammalia
- Q/U CtaIan(Calan0|daCalanidae
ukaryota .
Y 0/U Calanidae
O/l 1 f\:l,n.—\l_,\...‘.\ .
Appendicularia Metazoa —
Insecta
Oikopleuridae I
0/U Oikopleuridae
0/U Metazoa




MGT-v1l 276 : 4219 unigenes, 670 (15.88%) taxonomically assigned

n/ni il
Cé/clo oida 0/ Chramaderea —
Cyclopdidg) Ascidiacea i Cediods
o | Enteropneusta | | ASCldIaCea o et

Bivalvi

Calanidae i

cadaidarniuae
Maxillopodagk— O/ 0Nl o

} Mammalia NG astanod 0Nl
Calanoida Mammalial |Arashnida| gasiepoda ER//BESBh ta

o/U hyta
Calanoida

i on
Haplosclerida Nassellaria

i i Eucyrfidium
Actinopteri . o
Insecta Demospongiae _
Demospongiae |POlycystinea
ok CoIIodIarla

Edwardsiidae Sphaerozoidae
Edwardsiidae

nii

0/U CI}//tia o/U

Clytla
Anthozoa .., DPinophyceae
Hydrozoa Echinoidea chinoida

[
Leptothecatal Echinoidd Symbiodiniaceae

ActiniAnthozoa

0/U Actiniaria MetaEukaryota o Dinophyceae|

Leptothecatal

0/U
Eukaryota

Prymnesiales

0/U Metazoa oy
Eukaryota




MGT-v1_277 : 4124 unigenes, 3737 (90.62%) taxonomically assigned

0/U Mamiellophyceae

0/U BathycocBathycoccus

Bathycoccus prasinos

Eukaryota
BathycoMamiellales

0/U Bathycoccaceae

o/U
Mamiellales




MGT-v1l 278 : 4117 unigenes, 413 (10.03%) taxonomically assigned

0/ Viridiplantae
Perkinsida
Perkinsidaj

0/U EukaO/U Eukaryota

Kinetoplastidal
Kinetoplastida

onl Fungi
Fungi

o/U.
Arachnidal
oni Arachnidal

0Nl Gastropoda
Polychaeta |Gastropoda|

Polychaeta Hirudinida

Hirudinida

Echinoida

Calanoida i

Echinoideal, o1 [Cionidae
Anthozoa [FAscidiacear]
Anthozoa

Echinoidea

Ascidiacea

Maxillopoda

N/l |

Maxillopodal Actinopteri| Aves
IACTINOPT r||

0/U Spadellidae] _ OV ony |

|-Saditoidea)  Carnivora

Aphragmophora Cal'nlvora |
I

Eukaryota

spoagittoidea Mammalia
aucila [Aphragmophora

Spadella rSagitidae 0/U Mammalia

Sagitta
Sagitta

0/U Metazoa Metazoa

0/} 0/U
Leﬁtoth Hy
Leptothecata Hydrozoa

Insecta




MGT-v1_279 : 4097 unigenes, 730 (17.82%) taxonomically assigned

0/U Eukaryota 0/U Eukaryota

0N
. Dino
Dinoph

- on )
ryptophyta
CRpiophva

hyceae
Ceae Gonyau\alcales

| Fungi
0/U Fungi

0/U Maxillopoda

Diptera |Co|eoptera

Oithona|

Oithonidae
Oithonidae

Cyclopoida

oy
Cyclopoida

Polychaeta

0Nl
Arachnida
Arachnida

0nJ
Echinoideal
Echinoidea|

O/Insecta

U nisccta
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MGT-v1_280 : 4080 unigenes, 2874 (70.44%) taxonomically assigned
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MGT-v1l 283 : 4039 unigenes, 667 (16.51%) taxonomically assigned
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MGT-v1l 284 : 4027 unigenes, 2099 (52.12%) taxonomically assigned
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MGT-v1 285 : 3949 unigenes, 460 (11.65%) taxonomically assigned
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MGT-v1_286 : 3942 unigenes, 472 (11.97%) taxonomically assigned
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MGT-v1 287 : 3910 unigenes, 2377 (60.79%) taxonomically assigned
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MGT-v1 288 : 3902 unigenes, 513 (13.15%) taxonomically assigned
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MGT-v1 289 : 3900 unigenes, 630 (16.15%) taxonomically assigned
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MGT-v1 290 : 3899 unigenes, 3199 (82.05%) taxonomically assigned

0/U Bacteria

Clostridia
Clostridia|Bacilli

0/l

Eukaryota
Eu kaqyota} |

nn

Gammaproteobacteri
bammap eopacteria

0/\Candidatus Puniceispirillumm

0/l

Rhizobiales

Bacteria

Alphaproteobacteria
00/U Alphaproteobacteria

Rhizoblales

L oni
Rhodospirillales

Rnhodaospiriliales|

N/
Rhodobacteraceae
Rhodobacteraceae

uncultured Rhodobacterales

bacterium HF0010 10C01

Rhodobacterales

o/U
Rhodobacterales




MGT-v1_291 : 3887 unigenes, 410 (10.55%) taxonomically assigned
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MGT-v1 293 : 3873 unigenes, 3213 (82.96%) taxonomically assigned
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MGT-v1 294 : 3865 unigenes, 862 (22.30%) taxonomically assigned
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MGT-v1 295 : 3819 unigenes, 387 (10.13%) taxonomically assigned
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MGT-v1 296 : 3817 unigenes, 385 (10.09%) taxonomically assigned
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MGT-v1l 297 : 3788 unigenes, 229 (6.05%) taxonomically assigned
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MGT-v1 298 : 3785 unigenes, 1502 (39.68%) taxonomically assigned
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MGT-v1_299 : 3784 unigenes, 433 (11.44%) taxonomically assigned
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MGT-v1 300 : 3781 unigenes, 3349 (88.57%) taxonomically assigned
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MGT-v1 301 : 3735 unigenes, 2201 (58.93%) taxonomically assigned
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MGT-v1 302 : 3708 unigenes, 267 (7.20%) taxonomically assigned
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MGT-v1 303 : 3702 unigenes, 1351 (36.49%) taxonomically assigned
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MGT-v1 304 : 3682 unigenes, 3605 (97.91%) taxonomically assigned
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MGT-v1 306 : 3659 unigenes, 495 (13.53%) taxonomically assigned
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MGT-v1 307 : 3654 unigenes, 3321 (90.89%) taxonomically assigned
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MGT-v1 308 : 3650 unigenes, 900 (24.66%) taxonomically assigned
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MGT-v1 309 : 3621 unigenes, 595 (16.43%) taxonomically assigned
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MGT-v1 310 : 3608 unigenes, 615 (17.05%) taxonomically assigned
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MGT-v1l 311 : 3573 unigenes, 234 (6.55%) taxonomically assigned
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MGT-v1l 312 : 3572 unigenes, 1558 (43.62%) taxonomically assigned
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MGT-v1 313 : 3560 unigenes, 519 (14.58%) taxonomically assigned
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MGT-v1 314 : 3555 unigenes, 455 (12.80%) taxonomically assigned
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MGT-v1 316 : 3540 unigenes, 765 (21.61%) taxonomically assigned
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MGT-v1_317 : 3526 unigenes, 292 (8.28%) taxonomically assigned
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MGT-v1l 318 : 3519 unigenes, 161 (4.58%) taxonomically assigned
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MGT-v1 321 : 3490 unigenes, 3347 (95.90%) taxonomically assigned
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MGT-v1_322 : 3482 unigenes, 382 (10.97%) taxonomically assigned
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MGT-v1l 323 : 3472 unigenes, 1961 (56.48%) taxonomically assigned
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MGT-v1l 325 : 3411 unigenes, 2580 (75.64%) taxonomically assigned
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MGT-v1 330 : 3376 unigenes, 1691 (50.09%) taxonomically assigned
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MGT-v1l 331 : 3357 unigenes, 267 (7.95%) taxonomically assigned
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MGT-v1 333 : 3288 unigenes, 749 (22.78%) taxonomically assigned
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MGT-v1l 334 : 3273 unigenes, 1692 (51.70%) taxonomically assigned

Oxytricha
Xystonellid Uroﬂsfyllida
Urostylida |

nni |

Dinophyceae
vimnopnyCeae

0/U TTintinnida 0/U SiSporadotrichidaoxytichidae

Oxytrichidae

Choreotrichida

Choreotrichida

Eukaryota

o/
Eukaryotal

(0/U Spirotrichea




MGT-v1 335 : 3266 unigenes, 3156 (96.63%) taxonomically assigned
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MGT-v1 337 : 3233 unigenes, 2098 (64.89%) taxonomically assigned
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MGT-v1 338 : 3222 unigenes, 3146 (97.64%) taxonomically assigned
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MGT-v1_339 : 3196 unigenes, 2642 (82.67%) taxonomically assigned

Ponticaulis 0/1) _
. Alphaproteobacteri
koreensis Ponticaulis

oy

M ICaVIbI’IO Deltaproteobacterial|— |

. oni
Mimiviridae

Mimiviridae

oy

Alphaproteobacteria

o O/U Bactena Hpeltaproteobacterial

0/l

Viruses

iruses

Bdellovibrionales Flavobacterii

Bacteriovorac

Viruse

0/U Alteromonadales

| | \nsécla
Viridipllantlae- Metazoa|

T
V\briona;«a

O/UMarinobacterr

Bacteria

Alteromonas mediterranea | Alteromonas macleodii

Gammaproteobacteria

0/U AlteromonadaceiAlteromo

nadaceae

o/Alteromonasas

Eukaryota
Eukj}[yota
Eukaryota




MGT-v1 340 : 3183 unigenes, 2627 (82.53%) taxonomically assigned
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MGT-v1_341: 3176 unigenes, 2913 (91.72%) taxonomically assigned
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MGT-v1_342: 3174 unigenes, 364 (11.47%) taxonomically assigned
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MGT-v1l 343 : 3162 unigenes, 2384 (75.40%) taxonomically assigned
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MGT-v1_344: 3142 unigenes, 458 (14.58%) taxonomically assigned
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MGT-v1 347 : 3083 unigenes, 2465 (79.95%) taxonomically assigned
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MGT-v1_348 : 3042 unigenes, 452 (14.86%) taxonomically assigned
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MGT-v1 349 : 3032 unigenes, 193 (6.37%) taxonomically assigned
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MGT-v1 350 : 3031 unigenes, 2926 (96.54%) taxonomically assigned
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MGT-v1 351 : 3005 unigenes, 2989 (99.47%) taxonomically assigned
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MGT-v1 352 : 3005 unigenes, 374 (12.45%) taxonomically assigned
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MGT-v1l 354 : 2993 unigenes, 1777 (59.37%) taxonomically assigned
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MGT-v1 355 : 2990 unigenes, 495 (16.56%) taxonomically assigned
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MGT-v1l 357 : 2960 unigenes, 583 (19.70%) taxonomically assigned
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MGT-v1 358 : 2959 unigenes, 338 (11.42%) taxonomically assigned
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MGT-v1 359 : 2953 unigenes, 2690 (91.09%) taxonomically assigned
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MGT-v1 360 : 2940 unigenes, 561 (19.08%) taxonomically assigned
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MGT-v1l 361 : 2938 unigenes, 510 (17.36%) taxonomically assigned
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MGT-v1l 362 : 2934 unigenes, 2485 (84.70%) taxonomically assigned

|Arachnida)
OHymenopteraa [(Dipterad |

0/U Metazoa 0 llnsecta

v oI IDC\Jta

Cal?g’}ﬁae
0/l] Caligidae|

0/U CaleCalanoida_Calanidae
Calanidae

Eukaryota

nii

0/U COithonidae Oithona
Oithonal

0/U Maxillopoda Maxillopoda

Cyclopoida

0/U Cyclopoida




MGT-v1_363: 2932 unigenes, 573 (19.54%) taxonomically assigned
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MGT-v1_364 : 2923 unigenes, 2117 (72.43%) taxonomically assigned
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MGT-v1 365 : 2916 unigenes, 612 (20.99%) taxonomically assigned
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MGT-v1_368 : 2899 unigenes, 344 (11.87%) taxonomically assigned
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MGT-v1 370 : 2875 unigenes, 2639 (91.79%) taxonomically assigned
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MGT-v1_371: 2840 unigenes, 1555 (54.75%) taxonomically assigned
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MGT-v1_372 : 2830 unigenes, 482 (17.03%) taxonomically assigned

Tetraodontiformesy o/ Anthozoa o
Echinoidea|
AnthozoalEchinoidea . n,.], ;
Actiniaria Bivalvial
Actiniaria U

emospongiae 0/

N/ 5 Demospongiae |Arachnidal

Actinopteri Arachnidaic o o
ICoccidial

Actinopteri| o
Mammalia o/ 0/l

Mammalia |Chromadorea| Polychaeta

Chromadorea| Polychaeta

0/Dipterara 0/ Anthoathecatatal—

0/U Metazoa

NN

Hydrozoa
Hydrozoa

o/v

I
0/U OithorQithonCyclopoidaha :
Eukaryota | i Cyclopoida

o/
[Eukaryotal
Eukaryota]

o/u
Eukaryotal

0/U Calanoida

0/U Maxillopoda Maxillopoda

(OF1FTalo][oF:!

0/U CalanicCalanidae 0/Calanusus




MGT-v1l 373 : 2830 unigenes, 2601 (91.91%) taxonomically assigned
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MGT-v1l 375 : 2826 unigenes, 188 (6.65%) taxonomically assigned
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MGT-v1 376 : 2809 unigenes, 2372 (84.44%) taxonomically assigned
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MGT-v1l 377 : 2806 unigenes, 1351 (48.15%) taxonomically assigned
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MGT-v1l 378 : 2768 unigenes, 1525 (55.09%) taxonomically assigned
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MGT-v1l 379 : 2765 unigenes, 2067 (74.76%) taxonomically assigned
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MGT-v1 380 : 2755 unigenes, 541 (19.64%) taxonomically assigned
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MGT-v1 381 : 2745 unigenes, 288 (10.49%) taxonomically assigned
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MGT-v1 382 : 2680 unigenes, 221 (8.25%) taxonomically assigned
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MGT-v1 383 : 2670 unigenes, 2475 (92.70%) taxonomically assigned
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MGT-v1 384 : 2665 unigenes, 2549 (95.65%) taxonomically assigned
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MGT-v1 385 : 2655 unigenes, 2379 (89.60%) taxonomically assigned
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MGT-v1_386 : 2652 unigenes, 113 (4.26%) taxonomically assigned
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MGT-v1_387 : 2643 unigenes, 2434 (92.09%) taxonomically assigned
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MGT-v1 389 : 2632 unigenes, 352 (13.37%) taxonomically assigned

Passeriformes 0Nl
Ascidiacea
AScldiaceal
O/évrq\?es onl

Actinopteri
Actinopteri

o/
0/U Metazoa Leptothecata
Leptothecata

Insecta Hydrozoa
/U

Hydrozoa

0/U Calanoida
Eukaryota

Calanoida Maxillopoda 0/U Maxillopoda

0/U Calanid:Calanidae Calanus




MGT-v1 390 : 2622 unigenes, 1875 (71.51%) taxonomically assigned
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MGT-v1 391 : 2597 unigenes, 269 (10.36%) taxonomically assigned
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MGT-v1l 392 : 2596 unigenes, 115 (4.43%) taxonomically assigned
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MGT-v1_395 : 2582 unigenes, 2511 (97.25%) taxonomically assigned
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MGT-v1 396 : 2579 unigenes, 324 (12.56%) taxonomically assigned
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o/u
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O LX

“marchicus| Eukaryota

|
Calanoida Maxillopoda =~ ™ 0/U Maxillopoda

o/u
Eukaryota

0/U CalanCalanidae Calanus
0/U Calanus




MGT-v1_397 : 2578 unigenes, 260 (10.09%) taxonomically assigned

0/
Calanoida
Calanoida

Bivalvia |Maxillopoda

o/J

Anthozoa Maxillopoda

Polychaet
olychaeta, .
Polycngeta el

0/l

Echinoidea
Echinoidea

o/l /U

Scyphozoa
o/u 3¢y Pnozoa
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0/

Enteropneusta o/t

Enteropneusta
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Arachnida
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Amphibi
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Actinopteri
Actinopteri
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Insecta
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ol Fungi
(Chromadorea] A9 NG
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Leptothecata

o/l
Hydridae
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Hydrozoa

0/U Hydrozoa
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0/
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EnEspryecas

o/u
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MGT-v1 398 : 2566 unigenes, 1893 (73.77%) taxonomically assigned

(0/U Spirotrichea

Dinophyceae

o/u

Dinophyceae

(Choreotrichida

Choreotrichida]

o/u
Polycystinea

o/U

Oxytricha

Polycystinea

NEESLEETE!

Oxytrichidag]
Oxytrichidag]

Nassellaria
Theoperidae

Thqugﬁdae

Eucyrtidium
Eucyrtidium

SpirotrEukaryota

0/U TintTintinnida

O/Favellalla

Xystonellidae
u/U

Xystonellidae

on)
Schmidingerella
Schmidingerella

Rhabdonellidae

o/U
Rhabdonellidae

o/u
Eukaryota




0 gene 9.92%) taxono 3 3 gnea
o 0/l F .
Bamyeciss| Fung
.0l
0/U Euka0/U Eukaryota Binopiveeas RSNG| 0/
Aconoidasida|Viridiplantae
Haemosporiaa |vrigiplantae
Lobata Petromyzontiformes o oo
anl BranchiopodalHirudinida)
0/l Maxillopoda [*2""°P°%dHirudinidaj
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Baellolaea
onl
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Mammalial Amphibia [Arachnidal
Amphibia |Arachnidal
0/U ~n/_||
Aves ESEEmE: o
Demospongiae (Gastropodal
Gastropodal
N\ nhn) . .
Malacostraca Actinopteri
Malacostracajuecapoda
Eukaryota
0/U Metazoa Metazoa
0U/U Metazoa
0/1
Hydrozoa Chromadorea
Chromadorea
(¥}
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Insecta




MGT-v1 400 : 2539 unigenes, 1466 (57.74%) taxonomically assigned
Fungi 0/U ViridViridiplantae Metazoasesa
| [ .

Isochrysidales [PinguiochrysidalesPrymnesiales] | 0l Y

OchromonadalesSynurales| | |
lOchromonadales) Synuraies | Dictyochophyceae

Synurophyceae
Synurophyceae |Prnopeeae

i Crypiébhy‘a
Dinophyceae S

Bacteria

o/u
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Chromulinales

0/U Eukar}fota 0/U EuKaryota
U/VU CUKdl yula

Chrysophyceae

0/U Chrysophyceae




MGT-v1l 401 : 2536 unigenes, 198 (7.81%) taxonomically assigned

0/

Anthozoal o | ow
Anthozoa|gastopodaHirudinida

0/)

0/nl

Actinopteri
Actinopteri

Insecta
Polychaeta o/J

Mammalia| o
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0/l

\Viridiplantae]
\Viridiplantag
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Bivalvial
Bivalvial

Ascidiacea
Ascidiacea

0/“ ‘ o/U
Fungiales
Fungi

Calanidae

o/l

Enteropneusta
Enteropneusta

0Nl
Leptothecatal
Leptothecatal

Hydrozoa ont .
Maxillopoaa PPodEU

Calanoida

Echinoida

Echinoidea
o/U

0/l
Dinophyceae
D|noBh}//ceae

Echinoidea
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Blastocystis
B1aSlOCYSUS

MeteEukaryota

0/U Metazoa

0/U
Eukaryota

o/u
Eukaryota




MGT-v1_402 : 2512 unigenes, 204 (8.12%) taxonomically assigned

0/u
Saccharomycetes
Saccharomycetales

0/U Eukaryota Fungi—
0/U Fungi

on 0/
Hydrozoa [Trematoda|
Hydrozoa [Irematodal

Mammalia on
pneusta |Hirudinidal
ustalHirudinidal

o)
Ascidiacea
Ascidiacea

Calanoida
Oithonidae

Actinopteri

0/U MaxMaxillopoda )
Cyclopoida

: o
Cyclopoida | bemospongiae
Demospongiae

Eukaryota

0/U Metazoa Metazoa

Insecta




MGT-v1 403 : 2498 unigenes, 1514 (60.61%) taxonomically assigned

(0/U Spirotrichea

Urostylida

o/
Choreotrichida

Choreotrichida

Stromblafnlupsldae
Strombidinopsidae

o
Nassellaria

Polycystinea]

0/l |

Oxytrichidag]
OX mcnlaae|

Sporadotrichida

o/
Sporadotrichida

SpirotrEukaryota

0/U TintTintinnida
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Xystonellidae
vIv

Xystonellidae

0/l
Schmidingerel

Schmidingerelial

Rhabdonellidae

o/U
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0/U
Eukaryota




MGT-v1_404 : 2488 unigenes, 1327 (53.34%) taxonomically assigned

| 0/U FurFungi \Viridiplantae]
Polycystinea Polychaeta

Echinoidea

0/U Eukaryota oy
| Metazoa | ou

nni
Dinophyceae Insecta
Dinopnyceae Insecta
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0/U Maxillopoda
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Choreotrichida 0/U Cyclopoida
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Spirotrichea [ Maxillopoda™ |
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thohiaae

0/U Spirotrichea Oithona

0/U Oithona




MGT-v1_405 : 2483 unigenes, 371 (14.94%) taxonomically assigned

0/U Metazoa

o/
Enteropneusta
Enteropneusta

0/}

Polychaeta

Fungi

0/l

Insecta
Insecta on

Chromadorea
Chromadorea

VEIEE
Mammalial

on)

Picocystis
Picocystis

0/l

0/l

Hydrozoa
Hydrozoa

iridiplantae
/iridiplantael

iridiplanta€]

0/U Calanoida

Cyclopoida

Calanus finmarchicus

Eukaryota

Calanoida Maxillopoda

0/U Calanidae Calanidae

Calanus
0/U Calanus

Dinophyceae

o/l
h
Dino| h}/’ceae

onJ
Aconoidasida
[Haemosporidal

nnl

Coccidia
Coccidia

0/U Maxillopoda
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Isochrysidales;

Isochrysidale:
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Coccolithales
Coccolithales

o/U
Eukaryota

o/u

Eukaryota
o/U

Eukaryota




MGT-v1 406 : 2469 unigenes, 639 (25.88%) taxonomically assigned

o/l

Acti(r)(éJ teri Mam ma“a
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[ ~alanus fi :
Calanoida MaxillopodaM 0/U Maxillopoda

0/U CalanidCalanidae Calanus
0/U Calanus




MGT-v1_407 : 2443 unigenes, 244 (9.99%) taxonomically assigned
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MGT-v1_408 : 2431 unigenes, 1571 (64.62%) taxonomically assigned

nil

Phc)(cis haerales
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Planctomycetaceae
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MGT-v1 409 : 2393 unigenes, 188 (7.86%) taxonomically assigned

oni
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0/U Eukaryota
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0/U Metazoa
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MGT-v1 411 : 2383 unigenes, 354 (14.86%) taxonomically assigned
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MGT-v1 412 : 2361 unigenes, 2287 (96.87%) taxonomically assigned

0/U Bacteria

Bacteria

o/u
Hyphomonadaceae

0/U Hyphomonas Alphaproteobacteriaonas atlantica




MGT-v1l 413 : 2335 unigenes, 429 (18.37%) taxonomically assigned
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MGT-v1 414 : 2326 unigenes, 1689 (72.61%) taxonomically assigned
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MGT—vl 416 : 2285 unigenes, 1529 (66.91%) taxonomically assigned
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MGT-v1_417 : 2271 unigenes, 629 (27.70%) taxonomically assigned
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MGT-v1 418 : 2261 unigenes, 267 (11.81%) taxonomically assigned
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0/U Insecta
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MGT-v1_419: 2252 unigenes, 480 (21.31%) taxonomically assigned

on
Mammalia
Mammalia

0/l
0/U Metazoa Insecta

Insecta o |
ﬁ%drozoa

rozoa|
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MGT-v1_420 : 2251 unigenes, 562 (24.97%) taxonomically assigned

Takifligu Mammalia
Tetraodon X h”“ﬁ
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MGT-v1l 421 : 2250 unigenes, 1300 (57.78%) taxonomically assigned

0/U Eukaryota
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N/l | o/

Rhabdonellidae |Xystonellidae
Rhabdonellidae | [Xystonelidae

Eukaryota
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MGT-v1_422 : 2247 unigenes, 144 (6.41%) taxonomically assigned

0/ E—— 0/ .
ciniomycete
Trematoda Buechiory cetes
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MGT-v1_423: 2239 unigenes, 110 (4.91%) taxonomically assigned
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0/l o)
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MGT-v1_424 : 2233 unigenes, 2175 (97.40%) taxonomically assigned
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MGT-v1_426 : 2222 unigenes, 254 (11.43%) taxonomically assigned

o/l
0/U EukiO/U Eukaryota DinoBﬂyceae
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MGT-v1_427 : 2222 unigenes, 530 (23.85%) taxonomically assigned

0/l
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1 1 1 |reoou><|oBh¥ceae
nnl [
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Prorocentraceae
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MGT-v1_428 : 2220 unigenes, 2036 (91.71%) taxonomically assigned

0/U Maxillopoda

O/\Calanusis

Eukaryota

Calanidae Calanoida 0/U Calanoida

0/U Calanidae




MGT-v1_429 : 2208 unigenes, 255 (11.55%) taxonomically assigned
ol o o 0/U Fungi
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/] ' e e : 4 : 0 0 C O O C C 0 {0
/U Cytophagia Rhizobiales npi,lmp Viruses
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0/U Bacteria Cytophagial el
Cyto%r)gga es| Baciif———
Betaproteobacterial
Cytophagales Flavobacteriia [Eqkanyota
| iy
| Pseudomonadaceae - llkaryot
A Vibrionales
Alteronﬁ!otluear.gmonadale.s Pseudomonadales
Alteromonadaceae- o
ArF Pseudomonadales Enterobacteriales
0/U Oceanospirillales Klebsiela
Thalassolituus Oceanobacter |—
Bacteria
Oceanospirillales ~ Gammaproteobacteria
0/U Gammaproteobacteria Species,

Oceanospirillaceae
0/U Oceanospirillaceae




MGT-v1_431: 2196 unigenes, 257 (11.70%) taxonomically assigned

/LI :
Anthozoal  [esfelmitel  FUNDI
Anthozoal |

Malvales

oni 0/
Leptothecata | Scandentia
n/l ] Leptothecata Iupa“dae

ﬁggﬂg %g” Hydrozoa{Mammalial
0/U Metazoa o | ou 0Ny

HydrozoaMammalia\/iridiplantae
Viridiplantae
Atta

Hymenoptera
0/ cenhalntes

Demospongiae—|lnsecta—
Demospongiae

0/U Insectal

oni
Coscinadiscophyceae
Coscinodiscophyceae

onl ol

Calanidae Calanus |aconoidasida

Calanus [Aconoidasida
ukaryota

Prymnesiales

o/V
0/U Maxillopoda Maxillopoda Calanoida Eukaryota

0o/U

Eukaryota
0/U Calanoida




MGT-v1l 432 : 2190 unigenes, 195 (8.90%) taxonomically assigned

0/U 0/l onl

Actinopteri o | Mammalia | Viridiplantae
Actinopteri | ganchiopoda [ NMjammalia | Viridipiantae

Branchiopoda

0/l 0/ -

Gastropoda Echinoidea|pelagophyceae
Gastropoda Echinoldea|Pelagophyceae

0/uU
Chromadorea 0/l
Chromadorea |Anthozoal o

/Anthozoal Demospongiae
UemosBon lae

0/U Metazoa olU oy

Anthoathecata EF mﬂgél;ﬁlgé

Anthoathecata

Insecta Hydrozoa
o/J

Hydrozoa

0/U
Eukaryota
0/U
Eukaryota
Eukaryota

0/U Calanoida

Calanoida Maxillopodar 1 0/U Maxillopoda

Caiciius i icus|

0/U CalanCalanidae Calanus
0/uU Calanus




MGT-v1_433: 2185 unigenes, 1897 (86.82%) taxonomically assigned

(VN I—

Prochlorales
Frocnioraies |

0/U Chroococcales

ChroococcBacteria
0/U Bacteria

0/\Synechococcusis




MGT-v1_434: 2149 unigenes, 241 (11.21%) taxonomically assigned

Capltelllda Crlze e /U | chromadorea

lArachnida] Chromadorea

0Nl ant [xodidag—7

EnteropneustaAnthozoa Bivalvia
EnteropneustalAnthozoa Bivaivia

o/l

Ascidiacea
Ascidiacea

. 'TII“ q Hi Oél'l'd onJ d
axillopoda Irudinida [Gastropoda
Polychaeta Maxillopoda | Hirudinida |Gastropoda
0/U Polychaeta Leptothecata

o/¥Sy870%0a

Echinoidea Actinopteri

Eukaryota

0/U Metazoa




MGT-v1_435: 2144 unigenes, 276 (12.87%) taxonomically assigned

0/U Euk0/U Eukaryota

—Fungi
0/U Fungi

Aconoidasida

0/U Metazoa

on
Polychaeta
Polychaeta

on ant
Mammalia Malacostraca

Mamma“a IVialacostraca
0/l

Anthozoal o/
Anthozoal Gastropoda
Gastropoda

Cichliformes

: |1 oni
Actinopteri| Hydrozoa

: .|Hydrozoa
Actinopteri

Hirudinida

Eukaryota

OitKA'é'Eg{déCIOpoidaU Cyclopoida

0/U Calanoida

o/
Acartia

Calanoida Maxillopoda
0/U Maxillopoda

0Nl
0/U CaliCalanidae | Calanus
Calanus

N/ |

H menoFtera
Forriciaae

Insecta

0/U Insecta




MGT-v1_436 : 2140 unigenes, 591 (27.62%) taxonomically assigned
0o/U

Nassellaria
ﬂ/ll . Baciﬂgrliales
EUC rtldlum o Bacillarales
E UC\iialiina U
Polycystinea .
’ rolycystinea|
Theoperidae
0/U 0Nl
) Dinophycea
Theoperidae Dinopnhyceae

0/U Eukaryota

0/Oxytrichana

0/l s
oradotrichidarichidael Choreotrichida

S
Sporad%trlcnlda Oxytrichidae

ol | 0/ | oni

: U )
. Rhabdonellidae . Xystonellidae
Schmidingereliajkhabdonellidae [Favellal

Eukaryota

0/U Spirotrichea Spirotri

Tintinnida
0/U Tintinnida




MGT-v1_437 : 2136 unigenes, 468 (21.91%) taxonomically assigned

Caclpltelllda oo
Hymeno tera\so tera ieniaa |Bi

meno| [erafSD teryy

Polychaeta

0/l Polychaeta
Hydrozoa
Hydrozoa Al

Actinopteri
Actinopteri

0/U Metazoa Insecta
0/U Insecta

0/Mammalialia

N/l [

o/U CyclopmcCycIopglg%nOlgEon|dae1onaa

Calanus finmarchicus

Eukaryota
0/U CalanidCalanidae Calanus
0/U Calanus

0/U Maxillopoda Maxillo
Calanoida

0/U Calanoida




MGT-v1 438 : 2130 unigenes, 533 (25.02%) taxonomically assigned

oy

0/l Ipiplostracy)
Mammalia——-
Mammalla) arachnida
Arachnida

0/U Metazoa Insecta
0/l 0/l

Actinopteri| Hydrozoa
IACtinopteril Hydrozoa

Calanus finmarchicus|

0/U CalanCalanidae O/Sql%r.'old?us

Eukaryota

Calanoida Maxillopoda 0/U Maxillopoda

0/U Calanoida




MGT-v1 439 : 2126 unigenes, 2089 (98.26%) taxonomically assigned
0/U Bacteria

uncultured Rhodobacterales
bacterium HF0070 10D05

0/U Alphaproteobacteria

0/U Rhodobacterales
0/U Rhodobacterales

o/U AIphaproteobAIpha%r%ctte%lt?acteria Rhodobacterales

alpha proteobacterium SCGC AAA298-K06

Rhodobacteraceae




MGT-v1 440 : 2123 unigenes, 353 (16.63%) taxonomically assigned

Anthoatheca) 0/U

onl
Campantiandas o/l T Trematoda
_Maxi”opodaanoida Schistosomatidae
Maxillopoda” [Lalanolda| Trematoda Demosrngiae

Strigeidida v

Strigeidida| Anthozoa
Anmozoa|

Hydrozoa EChInOIda Aph|d|dae Cyprinodontiformes

Lept%tlkllJecata
Leptothecata Hemi pte ra
Hemiptera

Echinoidea

Insecta |Actinopteri
0/U Echinoidea Actinopteri

0/U Insecta

Aplysiidae ﬁglgéia

Sla

Eukaryota

Gastropoda 0/U Metazoa
0/U Gastropoda




MGT-v1_441: 2119 unigenes, 286 (13.50%) taxonomically assigned

Beloniformes

onl
Actiniarial
Actiniarial

Anthozo o/Actinopter

meultll |U|J|.

bri

0/U
Maxillopodal

Polychaeta

nni

Eicgiea

Insecta |Aves
Insecta Aves

Fungi

Maxillopodal
0/

Calanoida
Calanoida

Bivalvia

Scyphozoa

0/U,
Spirurida]
Spiruridal

o/l
Rhabditidal
Rhabditida

ol
Dinophyceae]
DlnoBhyceae

Leptothecata

Branchiostomidae

on)
Hydrida
HYydridae]

Hydrozoa

0/U Hydrozoa

Eukaryota

0/U Metazoa
0/U Metazoa

o/u
Eukaryota
Eukaryota




MGT-v1_442 : 2098 unigenes, 1833 (87.37%) taxonomically assigned

0/U Maxillopoda

O/LCalanusis

Maxill(Eukaryota

Calanidae Calanoida

0/U Calanidae

0/U Calanoida

o/l

Insecta ||
Insecta

o/U
Metazoa




MGT-v1_443: 2097 unigenes, 374 (17.84%) taxonomically assigned

0/U Eukaryota

o/U
Bacillariophyceae

o/

0/u Spirotricheal

Lithodesmiales [Qomycetes|>Prrotrichea)
Oomycetes,

FMediophycea

0N
Bacillariaceae
Bacillariophyceae

o/u
Mediophyceae

SV ESSEES

Bacillariales
0/U Bacillariales

nni |

DinoR&QQﬁhyg%’}Eales-

o
Peridiniales

0/l

Thalassiosiraceae Thalassiosira

Thalassiosirales  Coscinodiscophyceae)/U Coscinodiscophyceae

0/U Thalassiosirales




MGT-v1 444 : 2085 unigenes, 1638 (78.56%) taxonomically assigned

ani

Ph,aeqcy,staceae
Frndeocystaceae |

Phaeocystales

PIECEEEEIES Coccolithales

ICoccolithales|

(Noelaerhabdaceaez
0/U Eukaryota

Isochrxsidales
0/U 1socnryslaales

Eukaryota

ant
Chrysochromulinaceae|
Chrysochromulinac

0/Haptolinana

0/U PryPrymnesiales

Prymnesiaceae
Prymnesiaceae




MGT-v1_445 : 2079 unigenes, 216 (10.39%) taxonomically assigned

Insecta

Actinopteri

0/l

0/l

Egmggiggg Bianchiopada | Gromadorea

nni

Hydrozoa
Hydrozoa

Viridiplantae

0/l

o/
Appendicularia
Aggendlculana

0/U Cyclopoida

Cyclopoida

0/U OithoniOithonidae Oithona

Maxillopoda

MetaEukaryota

0/U Maxillopoda

0/U Metazoa

/L

I
[Polycystinea]

[o]
C!
Polyc stinea|

0/U
Eukaryota
Eukaryota




MGT-v1_446 : 2065 unigenes, 1274 (61.69%) taxonomically assigned

AT
Aves
AVEeS

0/U Metazoa . é’r’é’m;]ms“é!éta

[Hydrozoa) insecta
0/)

Mammalia
Mammalia

0/\Oikopleuraa

Eukaryota

Oikopleuridae Appendicularia 0/U Appendicularia

0/U Oikopleuridae




MGT-v1 447 : 2058 unigenes, 1063 (51.65%) taxonomically assigned

Cionidae

0/l] Mucorales

0/U Metazoa etazoa Ascidiaceanterogona &3 Viridiplantae | Fungi
VWM|Iamaj

Enterogona

insectal

Fungi

0/

Dinophyceae
Dinophyceae

nii 0l
Colpodea |Spirotrichea
Colpodea Spirotrichea

Hymenostomatida [Peniculida

Eukaryota

0/U Eukaryo0/U Eukaryota

/S NSRsymenaRiiaNea:




MGT-v1 448 : 2056 unigenes, 1970 (95.82%) taxonomically assigned

0/U Bacteria

Prochlorococcus

Sp. W4 Prochlorococcus
sp. W8

Prochlorococcus sp. W2

Bacteria

Prochlorococcus Prochlorales 0/U Prochlorococcaceae

0/U Prochlorococcus




MGT-v1_449 : 2040 unigenes, 1912 (93.73%) taxonomically assigned

0/U Bacteria

Bacteria

0/Synechococ(Chroococcales 0/U Chroococcales




MGT-v1 450 : 2026 unigenes, 169 (8.34%) taxonomically assigned

0/U Metazoa

0/l)

Chromadorea
Chromadorea

0/U
Ascidiacea
Ascidiacea

o)
Branchiopodal
Branchiopodal

SorEuungites

oy
Actinopteri.

0/l

Echinoidea
Echinoidea

Actinopteri

Aves

0/l
Oomycetes|
Oomycetes

0/l
LeRtothecata
I entothecara

-Hy%ggzoa—

Hydrozoa

0/

o)
Coscinodiscophyceae
Coscmodlscoghyceae

Mammalia
YEMINEE

0/

Coccidia
Coccidia

Insecta

0/)
Diptera
Diptera

Dendractoniis

Coleolptera
ponderosae

Anthozoa
Anthozoa

ol
Choanoflagellida
Choanotiagellida

0/l

oon)
Kinetoplastidal
Kinetoplastidal

0/U Calanoida

Cyclopoida

Calanoida

0/U CalanidCalanidae

Maxillopoda

Calanus

Ikaryota

0/U Maxillopoda

o/J
Eukaryota|

0/U
Eukaryota

0/U
Eukaryota




MGT-v1_451: 2021 unigenes, 1595 (78.92%) taxonomically assigned

Prochlorococcac

0/U Bacteria Prochlorales

0/U
Prochlorales

Synechococcus sp. RCC307

Bacteria

SynechococcChroococcales 0/U Chroococcales




MGT-v1l 452 : 2013 unigenes, 195 (9.69%) taxonomically assigned
Archaea

o/ oni - .
Metazoa Anthozoa) Insecta |Mammalia marine sediment
metagenome

Gastropoda

o/U . Ot/l_lh |T' ?/“'d T TV -
ntinn inophyceae |Polycystineal Raphidophyceae
Elro ricneal iIntinnida Dinobhveaas POI%//CQ//S'[Inea Rapnidopnyceas superKingdom

Spirotrichea | up|0t|da|||nt|nn|da

0/U Eukaryota
0/U Eukaryota

o
Sphingobacteriia| Spirochaetia
Sphingobacteriia| Sphirochaetia

oy
ophagia
c%oghagla

o/U |

caBacteria_
—Flavobacteriia
o/u
Flavobacteriaceae

0/U Bacteria




MGT-v1l 453 : 1991 unigenes, 211 (10.60%) taxonomically assigned

0/
Dictyosteliida| . _ou o 0/0
Dictyosteliida] Siegainasihg [Vingiplanta

0/U Euk€/U Eukaryota

oni
Trichomonadida 5
irichomonadida Fung|_

o/ onl
Aconoidasida [Eurotiomycetes
Haemosporida |Eurotiomycetes|

o/l ol
n/n1  |PolychaetaBivalvia
Hvdrozoa PolychaetalBvaivia

Hydrozoa

A 0/L)
Maxillopodaarachnida

JArachnida]

0/
Anthozoa| = o ]
Anthozoa| Ehremadsred |EChinoidea

Spadella
Eukaryota cephaloptera| onr
*S%glttOIdea Actinopteri

o/ Actinopteri
Spadella

0/U Metazoa Metazoa

o/l o/nl

Gastropoda | Mammalia
Gastropoda | Mammalia

Insecta




Erythrobacter

0/U Sphingomonadales

Citromicrobium sp. JLT1363

AlpharBacteria:teria

0o/U
Sphingomonadaceae

Citr<Sphingomonadaceae

0/U Citromicrobium




MGT-v1 455 : 1986 unigenes, 296 (14.90%) taxonomically assigned

0/U Eukaryota

0/l
Dinophyceae
L)man%//ceae

0/U Fungi Fungiﬁg

_on
aricomycetes|
aricomycetes|

0/U GastropGastropoda

Lottiidae

Aplysia

Beloniformes| Cichliformes

nni
AT Polychaeta|

Actinopteri .

Aplysiidae

0/U Aplysiidae

0/U Actinopteri

Bivalvia

0Nl
/Anthozoal
IAnthozoa

0/l
Calanidae
Calanidae

N/l

Maxillopoda—
Maxiiiopoda

Calanoida

Coelacanthiformes

0/U Metazoa

Eukaryota
Metazoa

0/U Ininsecta

o)
Phthiraptera
Phthiraptera

0
Isoptera
Isoptera

(71N}

Lepidoptera
Lepidoptera

0/U HydroHydro

Campanulariidae

zoa:ptathecata
Leptothecata

Echinoidea

0Nl
Echinoida
Echinoiga




MGT-v1_456 : 1984 unigenes, 114 (5.75%) taxonomically assigned

0/l
Chromadored
IChromadore

Polychaeta

Hydrozoa

Insecta

Arachnida

0/L) 0Ll

0/l IEnopleaHirudinidal
Arachnida|EnoplegHirudinidal

0/l

0/l

Harrimaniidae
o)
Enteropneusta:
Enteropneusta

o Enteropneusta
Echinoidea

ons
Mammalia
Mammalia

Actinopteri

Maxillopoda

Eukaryota

0/U Metazoa

o/
Lobatal
Lobatal

Viridiplanta€]
Viridiplantae




MGT-v1l 457 : 1983 unigenes, 151 (7.61%) taxonomically assigned

0n)
Phaeocystales
Phaeocystales

0/U Eulo/U Eukaryota ol Viridiblantae

JAS Viridiplantae
Perkinsida
Perkinsida

Penaeidae onl

Arachnida ou | o
Arachnida asimpodatiiruainida

o/u

Malacostraca,... ..
0/U Decapoda

o/l

Tiematodapiiig

Maxillop

Actinopteri Ascidiacea
Eukaryota

\ETInEED

on) 0/l
Anthoathecata | Leptothecata
Anthoathecata | Leptotnecara

0/U Metazoa Metazoa 0/}
Chromadorea —Hydrozoa—

Chromadorea
0/U Hydrozoa

nni

Hymenoptera
menoptera

0/U Inselnsecta 0Nl

Hemiptera
Hemiptera




MGT-v1l 458 : 1981 unigenes, 133 (6.71%) taxonomically assigned

L ong
Spirotricheal
bBlromcnea

onr
0/U EukarQ/U Eukaryota Choanoflagellida

_oni
Dinophyceae
Dinophyceae

Testudines
Branchiostomidae ﬂ/l l ﬂ/l I
Anthozoa| Hydrozoa

Anthozoa nydrozoa Trer?]lz;tloda
Irematoda
Hirudinida

0/u)
Maxillopoda
Maxillopoda onl
Demospongiae
Demospongiae

Lepidopteral
LeB|do teral

Eukaryota )
Mammalia Insecta
0/U Insecta

0/U Metazoa Metazoa
o/U
Spadellidae

0/}

Sagittoidea | Actinopteri
Actinopteri

Spadella

Gastropoda




MGT-v1 459 : 1980 unigenes, 1789 (90.35%) taxonomically assigned

0/U Maxillopoda

Diptera]lsoptera

Nnni

Insecta
Insecta

O/\Calanusis

Eukaryota

Calanidae

0/U Calanidae

0/U Calanoida

o/U
Metazoa




MGT-v1 460 : 1979 unigenes, 1842 (93.08%) taxonomically assigned

0/U Bacteria

Bacteria

o/J

SynechocChroococcales
Chroococcales




MGT-v1l 461 : 1965 unigenes, 1767 (89.92%) taxonomically assigned

ont | Eukaryota

0/U Bacteria Gammaproteobacteria Eukaryota

Eukaryota

ctaproteabacteri

Uncultured alpha

alpha e —

alpha proteobacterium ' slpha izobi
pha p proteobacterium S - Rhizobiales

SCGC AAA015—-N0O4 SCGC BAL199 W
AAA536-G10

0/l
Rhodobacteraceae
Rhodobacteraceae

\
Rhodobacterales|
o/uU

Rhodobacterales|

Bacteria

Rhodosrblilr'illaceae
Rhodospirillaceae

Alphaproteobacteria

0/U Alphaproteobacteria

Rhodospirillales

o/u
Rhodospirillales




(0/U Spirotrichea

Eukaryota

0/U TintiTintinnida

CA O . e .
([Euplotida
0nl 1
Strombidinopsidae
IStrombidinop: |dae| T
. Nassellaria.
Choreotrichida [tPolycystinea
o/U
Choreotrichida |
nn I_ hd
il tiae
Sporadotrichida
o/u
Sporadotrichida
O/Favellalla
o/u
Eukaryota
EuKaryoraj

Xystonellidae|
0/v

Xystonellidae

nni
Schmidingerella
Schmidingerella

Rhabdonellidae

0/U
Rhabdonellidae




MGT-v1l 463 : 1959 unigenes, 1626 (83.00%) taxonomically assigned

Cryptophyta

0/U Eukaryota

oni
gz

Peridiniales|

Dinophyceae
Dinophyceae

O/\Paraphysomonadaceaeie

Eukaryota

0/U Chrysophyceae Chrysophyceae Chromulinales

0/U Chromulinales




MGT-v1_464 : 1944 unigenes, 1878 (96.60%) taxonomically assigned

0/U Bacteria

Prochlorococcus marinus

Bacteria

Prochlorococcus Prochlorales 0/U Prochlorococcaceae

0/U Prochlorococcus




MGT-v1_465 : 1928 unigenes, 197 (10.22%) taxonomically assigned

ol Lo
0/U Euk0/U Eukaryota Isochrysidaled Fungi [ndplantag

Hirudinida

0/

H H Am h|b|a Emerg“r:eusta
Actinopter| gmaceniae Enteropneusta 0N
o AAmpnIbIa Maxillopoda

Maxillopoda

0/l

0/l Bi i G oda
A ivalvia astro

A ctiniaria 5
nthozoactlnlarla Gastropoda

Eukaryota Insecta Hydrozoa |iechesas
|

0/U Metazoa Metazoa

Capitellida —
Echinoida

Polychaeta Echinoidea

0/U Polychaeta _
0/U Echinoidea




MGT-v1_466 : 1926 unigenes, 225 (11.68%) taxonomically assigned

n/nli
Branchi mi oy
anchiostomidae Aves chiopoca| TN IOZ0K] ~ FUNG Archaea

Fungq

GaStropOda Entergllr:eusta
Enteropneusta

Liliopsida

on)
O/U Actinopteri
Actinopteri Chondrlchth es

0/U Metazoa Metazoa | Maxillopoda Chondrichthyes| Amborellales _ :
0/U Metazoa T o) Oscillatoriales

Maxillopoda Actmria Viridiplantae Osclllatoriales
Actiniaria

Calan0|da Anthozoa Chromadorea Viridiplantae

Calaniuag /U [chromadored

Insecta

uncultured bacteriu

Anthozoa

Dictyosteliida Isochrysidales » O/ Eagaectlg” a

Mediophyceae|
Mediophyceae

0/U Bacteria
Acongﬂilasida U/U bac{e”a
Aconoldasida

0/
Peridiniaceae
Peridiniaceae|

0|

Din
Dinopnyggag ceaf

Peridiniales

INEIESSOGENEIES

0/U Eukan0/U Eukaryota ~Fragilariophyceae ]

o/u

Fragilariophyceae no
superKingdom

0/t
Thalassiosirales
Thalasslosirales

Coscinodiscophyceae
o/U

Coscinodiscophyceae




MGT-v1_467 : 1917 unigenes, 1734 (90.45%) taxonomically assigned

0/U Bacteria

Alteromonadales | Pseudomonadales

0/U Oceanospirillales

Bacteria

OceanospirillalkGammaproteobacteria
0/U Gammaproteobacteria

Oceanospirillaceae




MGT-v1_468 : 1908 unigenes, 277 (14.52%) taxonomically assigned

0/}
Mammalia| i
N/l SordFungLetes
H&/drozoa Mammalia
Hy rozoa1 Aves

0N oni
Peridiniales Polycysﬂnea
Peridiniales| Polycystnea

0l i
Appendicularia [Pinophyceae
N/l Appendicuiaria o o

GaStrO Oda inophyceae alassiosira
Gastropodaacinopterl ™

ctnopterl o/y spirotrichea
Capitellidae |
0/U Metazoa B :
U
(Polychaeta

rolychaeta

Capitellida Spirotrichea
Irirua

o/U
Tintinnida

nni
Xystonellidag|
rFavelia

Insecta

0|
: - Kinetoplastidal
0/U OittCyclopoidagiii e, [<INetoplastiaa)

Meta:Eukaryota . ou

0/U CalaniCalanidae Calanus Eukaryota

0o/U
Calanoida Maxillopoda Eukaryota
O/lj/

0/U Maxillopoda

Eukaryota

0/U Calanoida




MGT-v1_469 : 1883 unigenes, 1674 (88.90%) taxonomically assigned

0/U Bacteria Betaproteobacteria

Enterobacteriales|

0/U Gammaproteobacteria M
Vibrionales

Vibrionaceae|

I
AteromonasiAliiglaciecola
sp. ALT199 :

Alteromonas macleodii

Alteromonas
mediterranea

Bacteria ;
Gamma&uﬁ:uuacterla

Alteromon:Alteromonadales olu
Alteromonadaceae

o/u
Alteromonadales

0/U Alteromonas




Verrucomicrobia

bacterium SCGC 0/U Bacteria

0/U Bacteria

Planctomycetia

o/l
Rubritaleaceae|
Rubritaleaceae|

"Verrucomicrobiae

AAA164-M04
o/u
Verrucomicrobiales
alpha |
proteobacterium
SCGC .
AAA015-N04
alpha Rhodobacterales|
proteobacterium
SCGC
AAA536—-K22
o/u
alpha Pelagibacterales|
Bacteria proteobacterium
SCGC |
AAA536-G10 |peigbacerubaud
0/U AlphaproteolAlphaproteobacteria
Candidatus
Pelagibacterales
Pelagibacter
alpha
proteObaCterium Pelagibacteraceae
SCGC
AAA160-J14

o/v
Pelagibacteraceae




MGT-v1_471: 1820 unigenes, 418 (22.97%) taxonomically assigned

nni
ant Polychaeta
rolycnaeta
Scy hozoa

SCypnozoa

.nll I . ani onl )
Actinopteri |Anthozoa AT
Actinopter| [Antnozoa

0/
Chromadorea| O/U
Chromadorea

Anura|

Harrimaniidae Hemiptera

0/l 0/l

EnteropneustalGastropodal Insecta

0/U Metazoa EnteropneustalGastropodal Insecta

Echinoida

0Ny
Maxnlo&)odg;gﬁéggg Echinoidea

Maxili .
axifiopoda Echinoidea

Eu karyoté
onl

Anthoathecata Hydridae|
Hydridae|

cClytiaa

0/U Hydrozoa Hydrozoa

Leptothecata Campapyaridac

[Campanulariidae]




MGT-v1_472 : 1818 unigenes, 438 (24.09%) taxonomically assigned

0/
Chromadoreal
ChromadoreaA

0/)

Insectal |
Insectal . nn:

nthozoa|  fspied
l'\lll.lIULUd|

Cryplophyt
a
Cryptopnyta

Eutreptiales

(0/[V]
Demospongiae

0/}
Enteropneustal (Demospongiae

EEnteropneustal |Haplosclerida
: Haploscleridal

i0/U Metazoa

O/Echinoidala

0|
Echinoidea | Actinopteri
0o/U Actinopteri
Echinoidea
Eukaryota

o/J
0/Anthoathecatata Eukaryota
o/J

0/Campanulariidaeae Eukarvota

CuKdlyola

0/U Hydrozoa Hydrozoa Leptothecata
0/U Leptothecata




MGT-v1_473: 1813 unigenes, 202 (11.14%) taxonomically assigned

A

0/l oLl EEH?H“SIESS Rpaliae

Gastropoda | Hydrozoa _

Gastropoda | Hydrozoa . [Fungn
0/
Calanoid

Chro%’é{iorea Cglgag:dg F’Olyglélj'ales

Chromadorea| Polyporales

nni
Geophilomorpha
beannomor ha
0/l

O/ o
Anthozoa |Arachnida]Branchiopoda
Anthozoa |Arachnida]Branchiopoda

0/Bivalviaiia chiloBOda
0/

Chilopoda|

0/U Insecta A
hAcinoptert |o/Hirudinidada| 0/ Aveses el

[/ Dinopnyceae
Dipteral
Diptera|

0/} oni
Penaeidael Amphipoda
Penaeidae| Ampnipoda 0/}

0/1] Miliolidal

0/U [DMalacostraca Mammalia [Miliolidal
- Mammalia

Eukaryota

(/[V]
Eukaryota
o/J
Eukaryota|

0/U Metazoa




MGT-v1 474 :1812 unigenes, 727 (40.12%) taxonomically assigned

onl

Phaeocystaceae
Phaeocystaceae

Coccosphaerales|
ICoccosphaerales]

Phaeocystales

0/l
Phaeocystales|cqcceolithale

Coccolithales

0/U Eukaryota

O/Ulsochrysidaless

nni
Chrysochromulina
Chrysochromuiina

Chrysochromulinaceae
Eukaryota o

(Chrysochromulinaceae

OHaptolinaa

0/U PrynPrymnesiales

Prymnesiaceae|
Prymnesiaceae)




MGT-v1_475 : 1807 unigenes, 622 (34.42%) taxonomically assigned

o
Viridiplantae
viridiplantae

0/U EukO/U Eukaryota

Fungi
/U Fungi

Dinophyceae
Dinophyceae

ol
IArachnidal
|Arachnida

Mnetriiu

o | |
G . . ) i
BolinopsidaLobata 0/U Lobata Cydippida .
‘ l l Ascidiacea feneropneust IShieRsda
Ascidiacea [nieropreust

Bivalvia

Calanoida

Capitellida

LT o] A
Maxillopoda] Sastopoda Polychaeta
Maxillopoda| Polychaetal

0/l
Hydrozoa [Anthozo

ANTtN0Z0a|

Eukaryota

Echinoida

0/
0/U Metazoa Metazoa Mammalia |Echinoidea

0/U Metazoa el Echinoidea

Actinopteri

Insecta




MGT-v1_476 : 1794 unigenes, 251 (13.99%) taxonomically assigned

Calanoida

0/U Cyclopoida

Actinopteri | Gastropoda
Actinopteri | Gastropoda

oni 0/

Mammalial /1] 0/)
Mammalig| Aves [Bivalvia

Bemechans
0/l

o)
Dinophyceae
o) D|noBh¥

ceae

Perkinsida

Aves [Bivalvia;

0/U Maxillopoda Maxillopoda Cyclopoida

Oithonidae

B ﬂﬁ! | d 0N
ranchiopoda [Hydrozoa
Branchiopoda |Hydrozoa

oni
Qithona
Oithona

N/ 1

Chromadorea’.
Chromaaorea (€ 8aiica

Insecta

o/U
Eukaryota
o/ L¥

0/U Metazoa

Eukaryota




MGT-v1_477 : 1794 unigenes, 191 (10.65%) taxonomically assigned

0/U Eukar0/U Eukaryota

0/
Bacillariophyceae
Aconoldasida|Baciliariophyceae

0/

Strongylocentrotus
btrongé/llocentrotus

0/U EchinoidEchinoida Eoc/rL]Jinoidea

Strongylocentrotidae

0/U Echinoidea

0/U 0l
Asteroidea Hirudinida
Paxillosida Hiradiniaa

O/U oni

Malacostraca [Arachnida

Decapoda Arachnida

0/
Anthoathecata
Anthoathecata
oni

Bemszpongizg [Hydrozoay
o

Hydrozoa

ol
Actiniarial
onl JActiniarial

ActinopteriAnthozoa
Actinopteri

Eukaryota
Metazoa

0/U Metazoa

IAnthozoa|

Insecta

onl

Gastropoda
Gastropoda

Ascidiacea

Primates

Mammalia,.
0/U Mammalia




MGT-v1 478 : 1792 unigenes, 119 (6.64%) taxonomically assigned

Hydrozoa Insecta Mammalia

O/I | 0N on)
Echinodea | s foffee

B nﬁ“ d A nnl | A t(l)1/U
Brancniopoda |Acinopien| Afifiozoa

Branchiostomidae

) onl . 0/U
0/U CalancCalanoida Calanidae
Calaniaae|Calanus

Maxillopoda

0/U Maxillopoda

0/U Metazoa




MGT-v1l 479 : 1780 unigenes, 1594 (89.55%) taxonomically assigned

0/U Bacteria

SAR324 o
T
cl St Clostrdi 0/t

< a
DDellttaprotteotl))aCtteria Clostridia
JCVISE e Eukaryota

AAA005

0/l

Gammaproteobacteria
Gammaproteobacteria

Bacteria

Alphaproteobacteria

Pelagibacterales-|

Bradyrhizobiaceae

.nni
Rhizobiales

Rhizobiales

nni

Rhodospirillales
Rhodospirillales

o)
Rhodobacteraceae
Rhodobacteraceae

Rhodobacterales

(/{V]
Rhodobacterales




MGT-v1_480: 1775 unigenes, 1672 (94.20%) taxonomically assigned

0/U Bacteria

Bacteria

Chroococcales




MGT-v1 481 : 1767 unigenes, 137 (7.75%) taxonomically assigned

0o/U EUkaryOta Dinophyceae Fungi o

Viridiplantae
Ceratidceae

Liliopsidal

Leptotiecata [pmipic]
Cebtothecata /ANthozoal

oo FHydrozoa-ANtN0zoa
Polychaetasgigisa ™Y Q;

Capitellidal

onir
Hydrozoa |Actinopteri
Acunopteri

0/

Hemiptera Harrimaniidae

—Enteropneusta; 0/
Enteropneusta | Malacostraca

Malacostraca
Enteropneusta

Insecta
0/U Insecta
0Ny oni
Demospongiae| Mammalia
Demospongiae| Mammalia

Eukarlyota

I
0/U Metazoa Metazoa

0/U Calanoida

; : Calanus
0/U MaxillofMaxillopoda Calanoida

Calanidae

0/U Calanidae




MGT-v1 482 : 1767 unigenes, 1538 (87.04%) taxonomically assigned

O/UNitrosopumiluss \ |

Eu Karycl)ta]

|
Nitrospinia |
— 0/l

—Bacteria
Bacteria

Vi

0/U NitrosopumilNitrosopumilales Nitrosopumilaceae Bacteria
0/U Nitrosopumilaceae

Archaea

no
superKingdom

no
Species

0/U Archaea




MGT-v1 483 : 1756 unigenes, 98 (5.58%) taxonomically assigned

0/U Eukaryota

Hemiptera

0/}

Chilopoda
Chilopoda

o/U
Malacostraca
Ivialacostracal

Enterogona|

0/l

GastropodalMaxillopodal
Gastropoda|Maxiliopodal

0/n) 0/t

Ascidiacea

Insecta
0/U Insecta

0/l

Arachnida
Arachnida

Demospongiae
Demos|

oni [0
Enteropneusta

ongiae | Enteropneusta

0L
Anthoathecata
Anthoathecata

Hydrozoa

n/nl

Chromadorea
Chromadorea

o/l

VY EInEE
Mammalia

Eukaryota
Metazoa

0/U Metazoa

0/l)

Bacteria
Bacteria




MGT-v1 484 : 1742 unigenes, 79 (4.54%) taxonomically assigned

0/ 0/l
Arachnida |Polychaeta
Arachnida [Polychaeta
O laxillopoda” Hyd
- Maxillopoda . rozoa
Maxillopoaa 8a|ano|da y

n/nl o/l

Actinopteri |Gastropodal
Actinopteri|Gastropodal

Insecta

0/}
Decapoda
Decapoda
oo on. 0/l o/l

oideanoida | Enteropneusta |[Chromadoreal-Malacostraca—
Echinoida | Enteropneusta |Chromadorea
o/

Malacostraca

Eukaryota

0/U Metazoa




48 O Oene 62 (43.82%) taxonomically assigneag

U NP R = e
0/U MetazoaMetazoa INSECHANER e VMLquplantae F 8' I
[
Eucampia
Pelagophyceae|
. 5 I\IIJ
o/U DlnophyceeDlnophyceaeﬂGonyaulagglyggacales rypiophyt
Cryptophyta Coscinodiscophyceae
Flavobacteriia|
I
AcanthOECIdae nini | Enterobacteriale:
L Isochrysidales
0/U Phaeocystales ISOCnrySivales | o
ol |Bacteria
Choanoflagellida Paviovaies Bacteria
- N/l Bicoggécida
Choanoflagellida Pr mnesiales [Bicosoecida
mnesiaies
Eaesalihales
0/U Phaeocystaceae Bolidomonas [ Lotharella o
Bacteria
Bacteria
0/U Eukaryota
Phaeocrstales 0/U Eukaryota
Phaeocystaceae
0/U Eukaryota
nnN

Phaeocystis antaPhaeocystis’U Phaeocystis superiingdon




MGT-v1 486 : 1736 unigenes, 1670 (96.20%) taxonomically assigned

0/U Bacteria

Viridiplantae

0/U Gammaproteobacteria

0/U Alteromonadaceae

GammBaXi& & acteria

Alteromonadales

Alteromonas

Eukaryota
Eukaryota




MGT-v1_487 : 1727 unigenes, 81 (4.69%) taxonomically assigned

[ 0N |

Actinopteri | Mammalia
Actinopteri | Mammalia

0/l

Branchiopoda Insecta Hydrozoa Bivalvia
Hydrozoa

Arachnida

o/U
Calanoidal

0/1)

0/U Maxillopoda Calanoida
Calanus
o/

E u kar Ota. Eukaryota
Calanidae

o/U
Calanidae

Maxillopoda 0/U Metazoa

o/
Eukaryota

Oithona

0/U CyclopoCyclopoida Oithonidae

0/U Oithonidae




MGT-v1 488 : 1723 unigenes, 536 (31.11%) taxonomically assigned

0/U Eukaryota

0/)
Rotaliida

ROta“'daDinophyceae

0/U Collodaria

Eukaryota

Collodaria Polycystinea

0/U SphaerozcSphaerozoidae Collozoum

0/

Nassellaria [theoperidae]

I'heoperidag]

0/U Polycystinea




MGT-v1 489 : 1695 unigenes, 182 (10.74%) taxonomically assigned

Chromadorea

Mammalia

. onr o/l

Arachnidal pemespengia prhszes——1
Eutreptiales
Eutreptiales

Insecta

Hydrozoa . : onl
y Actinopteri |[Echinoideal
Echinoideal

0/l
Oithona
Olithona J

Calanidae

/L) _ ~ |Calanidae

c Clg (():l((j) oidahonidae

y I .
Calanoidal

Eukaryota o/u 0/U 0/U

Oithonidae |Calanoida EukaB/ota
0))

Eukaryotal

0/U Metazoa Maxillopoda

0/U Maxillopoda




MGT-v1 490 : 1692 unigenes, 1566 (92.55%) taxonomically assigned

0/U Chroococcales

T T
Prochllorallesl

Synechococcus sp. CC9902 |

Synechococcus sp. BL107

ChroocoBacteria
Synechococcus

o/U
Bacteria




MGT-v1 491 : 1691 unigenes, 1594 (94.26%) taxonomically assigned

uncultured

0/U Bac0/U Bacteria marine
bacterium

66A03

uncultured
alpha
proteobacterium
HF0070_34E11

alpha
proteobacterium
SCGC
AAA015-N04

Rhizghiales

Rhizobiales

Bacteria

0/U AlphaprAlphaproteobacteria

SAR116
cluster alpha
proteobacterium
HIMB100




MGT-v1_492 : 1689 unigenes, 211 (12.49%) taxonomically assigned

0/U Metazoa

Maxillopoda

Gastropoda | Blvalvia
N/l Gastropoda 0/l

0Nl
o Bivalvia

0nl
Aconoidasida
Aconoldasiaa

Maxillopoda

Actinopteri
Actinopteri | Polychaeta

mﬁhibia
Anura
0/} 0N

Polychaeta

Demospongiae

Echinoidea| Insecta
Echinoldea

0/

Scyphozoamssemeel  Anthozoa

maeostomeae

Eukaryota

0/U Hydrozoa Hydrozoa

Anthoathecata |yt

o/U
Euk@:}gota

Eukaryota

Campanulariidae

Leptothecata

0/U Leptothecata




MGT-v1_493: 1681 unigenes, 1227 (72.99%) taxonomically assigned

_|Alphaproteobacteria Gammaproteobalctelria Actinobacteria- o/u —
| | | oy

Pelagomonas
Fungi

]
Prochlorococcus | Pelagopl
Prochlorococcus

Pelagomonas| (V1V}

calceolata Eukaryota

Prochlorococcaceae
o

Prochlorococcaceae

marine sediment metagenome

0/U Bacteria Prochlorales

0/U
Prochlorales

no superKingdom

Bacteria
0/U Bacteria

SynechocoChroococcales 0/U Chroococcales

0/U Caudovirales




MGT-v1 494 : 1672 unigenes, 1186 (70.93%) taxonomically assigned

0/Favellalla Euplotida|

Xystonrié'llidae

ystonellidag] O/U (ChoreotriChida Urostylida)

o/u
Urostylida)

0/Oxytrichana

0/U TiTintinnida

Rhabdonellidae}
o/u

0/U S|Sporadotrichidarichidae

Rhabdonellidae] Oxytrichidae

SpirotEukaryota
P Y o/U

Eukaryota
unai via

(0/U Spirotrichea




MGT-v1 495 : 1664 unigenes, 592 (35.58%) taxonomically assigned

0/U MetazcMetazoa ' [ Viri\?i'r'idi plantae
uipiaiiac | 1

onl IS
CIYBioRvAa Bacill

0/l

i) Qomycetes
Coscinodiscophyc Oomycetes

o/U
Bacteria
Bacteri

i 0/}
Chrysophyceae Chromulinales Sy r——

Chromulinales [Synurophycéae

0/l
Dino réyceae
Dinopnyceae

0/U Eukaryota

no
superKingdom

0/U Eukaryota




MGT-v1_496 : 1653 unigenes, 214 (12.95%) taxonomically assigned

i O/ij A 0/l d

almoniformes ves |Trematoda

Salmonidae Strigeldida O
nnl Viridiplantae

Polychaeta Q/u virdiplantae

Mﬂ/l_lll . POIy%aela H 8/“ Branchiopoda

Actin ri axillopoda ydrozoa—a7m
ctinopte Maxnlopo%a Hydrozoa| givalvia

Bivaivia Dinophyceae

0/l Dinophyceae

Belonermes |, |ARSidae e,

Echinoida AANth0Z0a . |Gastropodalciemsdores]
ol Gastropodal

Hemiptera
Hemiptera|

Chromadorea

o T oy ; P
Rodentia - EEINERIITETE]
Rodenua |Cricetidae

Insecta O/LEJCELIDIIOIIIUK%a on)

Hymenopiera warrana | (Entero st
0/U Mammalia”; Enteropneusta
Zrofal

Eukaryota

0/U
Eukaryota

o/v
Eukaryota

0/U Metazoa




MGT-v1_497 : 1652 unigenes, 1406 (85.11%) taxonomically assigned

| [ ]
- £ I?III

Deltaproteobacterial e EUKaryota
Deltaproteobacteria Opnlutae D.?)/“:u Kar))/lota |

Dllyluml |

uncultured
bacterium

uncultured marine
microorganism
o/ HF4000_009G21
Cytophagi
Cytophagia)
ICytophagales

| ]
o L

Rhizobiales

ol knizopiaies
Al haeproteobacteriaJ—
Alphaproteobacteria| rpogopaeraceae

Rhodobacteraceae

Betaproteobacteria

0/U Bacteria

Rhodobacterales]
oy

Rhodobacterales]

Bacteria

Cellvibrionales] N0 SPecCies

Halieaceae
Halieaceae

Uncultured
Oceanospirillales
bacterium

Gammaproteobacteria Lommmamem | ||
Oceangspirillales
Oceanospirillales

Oceanospirillales

0]
Alteromonadaceae
Alteromonadaceae

Alteromonadales

Alteromonadales




MGT-v1 498 : 1646 unigenes, 1383 (84.02%) taxonomically assigned

0/U Gammaproteobacteria

Psychrobacter

GammaBacteria (cteria
Pseudomonadales

0/U Moraxellaceae




MGT-v1l 499 : 1637 unigenes, 937 (57.24%) taxonomically assigned

Fragilariophyceae

Medio&;fc}/ceae

Mediophyceae |Dinophyceae)

o/u

0/U Coscinodiscophyceae Bacillariales
Bamllanoghy

nnl =1} |uy| .yceae

Bacnlarlaceae
Bacinariaceae

Ectocarpales] [ |

ou skelSkeletonemataceaeemaa

O/Thalassiosirara

CoscinodiscophycEukaryota

o/U Eukaryo'{g

U/U EuUKdl

0/U ThalassioThalassiosirales Thalassiosiraceae
0/U Thalassiosiraceae




MGT-v1 500 : 1637 unigenes, 119 (7.27%) taxonomically assigned

Gastropoda

Tetraodontiformes

Actinopteri
0/U Actinopteri

o/U
Chromadorea [Polychaeta
Rhabditida |Polychaetal

Insecta

Mn/l 'III anIJ
axillopoda
Calanldag e

ony L oo
.Ech|n0|decﬁ:28:gg
Echinoidea [E Bivalvia

Testudines

0/U Metazoa

Eukaryota

Leptothecata

Hydrozoa

0/U Hydrozoa




MGT-v1 501 : 1636 unigenes, 232 (14.18%) taxonomically assigned

0/l o/U
Anthozoa Scyphozoa
Actiniaria Scyphozoa

Inll | onl nini
Malacostraca Polychaeta i
AgarFungietes
Ivialacostraca Gas?rlo“oda Polychaeta 8ar|com cetes
Gastropoda

Insecta e

Demos| on lae

0/U
0/l ol Bacillariophyceae

Chromadorea inoi Actinopteri_Bacillariales
Chromadorea Echinoid IActinoptert

Gonyaulacales

0Nn|
Anthoathecata 0/U Calanidae

Anthoathecata ; :
Calanus finmarchicus
Campanulariidae

Dinoe%ceae

o/U
0/U HydroHydrozoa CalanMaxillopoda Dinophyceae

Leptothecata o/l .Calanus Maxillopoda
Leptothecata

MetazElukaryota

0y
Ghoanofia lagellida Isochr sidales]
Choanofiagellida chrysidale:

—  O0U

PllEyl?Ir 1 ﬁ exg[l%s

0/U

0/U Metazoa o1 | Eukaryota

Lobatal
Lobatal o/U

Eukaryota




MGT-v1l 502 :

1633 unigenes, 93 (5.70%) taxonomically assigned

Echinoida

Aplysiidae

\ETnInEE

Actinopteri

Echinoidea

0/U Echinoidea

Gastropoda

0/U Gastropoda

o/l

Coleoptera
Coleoptera

0/l

Insecta |Polychaeta
Polychaeta

0/U Insecta

Bivalvia

Eukaryota

0/U Metazoa




MGT-v1 503 : 1628 unigenes, 436 (26.78%) taxonomically assigned

/|
0/l (] Mal%rlnlalia o

- - . W EEUEY .
Actinopteri [ Prasinococcales]
Actinopteri | .,

IChilopodal ony

0/U Metazoa MetaZ(l)a_C“"° 9 prasinococV/jridiplantae sz [Fno

PrasinococcCaicsy
. Lepleaa [FTASINOAErMA
MaXI”O oda 0Nl | tepotnecata |[Prasinodermal
BivalviafHydrozoa
Pterioidal - O/U

Hydrozoa

. 0/l dal ony
ryptomonadales i 1
cr?//B gglrotrlchea

tomonadales
Pelagophyceae| """

oni
Mediophyceae
Mealoghyceae

Dinophyceae Cryptophyta Melosirales

bacterium JGI 0000113-P07

Cryptophyta Coscinod(i)slﬁophyceae

nni
T Baglianaies
nnl
Coscinodiscophyceae| ¢, v ceae
Fragiiariophyceae

oni
Phaeocystales] o/l
Phaeocystales| Bacilli

0/U Bacteria Bacill

Eukaryota

on)
Rotaliid

0/U Eukaryota Rotaliid

0/l n/1 Bacteria

Prymnesiales| 0/U Actinobacteria
Prymnesiales
0/U Eukaryota 4 Actinobacteria

Micrococce

0/U
Choanoflagellida
Choanoflagellida

Actinobacteria

o
Noelaerhabdaceae
Noelaernandaceae

Actinomycetales
Isochrysidales
o/

Isochrysidales




MGT-v1 504 : 1627 unigenes, 184 (11.31%) taxonomically assigned

0/U Eukaryota C([)rg)angﬁégelllida Viridiplantae

oanotiagellida

ol on
Arachnida Demasg
Arachnida [Pemos|

| o/
ongiael Mammalia
ongiael Mammalia

n/l J n/l l nni

Actinopteri Malacostraca
(Actinopteri ﬁ¥g§ Eupnausiacea

onJ.
Echinoida
Nl Echinoida

Hu¥drozoa Echinoidea
Hyarozoa o/U

0/U Metazoa

Echinoidea

0Nnl

Coleoptera | Diptera
Coleoptera

Eukaryota c|opoi -
Meta)éoa,clolp0|dathon|dae

. n/)
Calanidae Calanus

Calanus

Insecta
0/U Insecta

Calanoida Maxillopoda 0/U Maxillopoda

0/U Calanoida




MGT-v1l 505 : 1627 unigenes, 1603 (98.52%) taxonomically assigned

0/U Chroococcales

Synechococcus sp. CC9902

0/U ChrBacteriazs
Synechococcus

0/U Synechococcus

o/U
Bacterid|




MGT-v1l 506 : 1618 unigenes, 158 (9.77%) taxonomically assigned

0/l /) 0/U o/ . . n/“
O/U Eukar O/U Eukar Otaj’amoeb|dae Dict gsleliida Phaeocystales| Dinophyceae V|r|d| Iantae
) T Paramoeb|dae Dictyosteliida | Phaeocystis| Dinophyceae Vlrldl Iantae

0/t
Echinoideals.te:
Echinoidea

Insecta cgﬁi{é.s.nes

0/)
Anthozoa

0/U CalarCalanidae | Calanoida 0/U Calanoida auliczos

Actinopteri

Eukaryota

Maxillopoda Metazoa

0/U Metazoa
0/U Maxillopoda




MGT-v1_507 : 1601 unigenes, 202 (12.62%) taxonomically assigned

ony
Calanoida
Calanmda‘

inoidea [Trematodal

: . o/u
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MGT-v1 508 : 1582 unigenes, 25 (1.58%) taxonomically assigned
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MGT-v1 509 : 1578 unigenes, 974 (61.72%) taxonomically assigned
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MGT-v1l 510 : 1575 unigenes, 728 (46.22%) taxonomically assigned
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MGT-v1 511 : 1552 unigenes, 1427 (91.95%) taxonomically assigned
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MGT-v1 512 : 1549 unigenes, 136 (8.78%) taxonomically assigned
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MGT-v1 _513: 1546 unigenes, 161 (10.41%) taxonomically assigned
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MGT-v1 514 : 1541 unigenes, 373 (24.21%) taxonomically assigned
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MGT-v1l 515 : 1534 unigenes, 205 (13.36%) taxonomically assigned
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MGT-v1_516
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MGT-v1 517 : 1512 unigenes, 192 (12.70%) taxonomically assigned
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MGT-v1l 518 : 1506 unigenes, 294 (19.52%) taxonomically assigned
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MGT-v1 519 : 1496 unigenes, 112 (7.49%) taxonomically assigned
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MGT-v1_ 520 : 1495 unigenes, 74 (4.95%) taxonomically assigned
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MGT-v1 521 : 1493 unigenes, 184 (12.32%) taxonomically assigned
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MGT-v1_522 : 1489 unigenes, 1300 (87.31%) taxonomically assigned
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MGT-v1 523 : 1484 unigenes, 122 (8.22%) taxonomically assigned
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MGT-v1_524 : 1482 unigenes, 1357 (91.57%) taxonomically assigned
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MGT-v1 525 : 1449 unigenes, 92 (6.35%) taxonomically assigned
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MGT-v1 526 : 1448 unigenes, 370 (25.55%) taxonomically assigned
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MGT-v1 527 : 1431 unigenes, 1391 (97.20%) taxonomically assigned
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MGT-v1l 528 : 1430 unigenes, 90 (6.29%) taxonomically assigned
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MGT-v1_529 : 1424 unigenes, 294 (20.65%) taxonomically assigned
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MGT-v1 530 : 1423 unigenes, 686 (48.21%) taxonomically assigned
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MGT-v1 531 : 1419 unigenes, 475 (33.47%) taxonomically assigned
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MGT-v1 _533: 1410 unigenes, 198 (14.04%) taxonomically assigned
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MGT-v1 534 : 1405 unigenes, 67 (4.77%) taxonomically assigned
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MGT-v1 535 : 1405 unigenes, 26 (1.85%) taxonomically assigned
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MGT-v1_537 : 1404 unigenes, 791 (56.34%) taxonomically assigned
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MGT-v1l 538 : 1403 unigenes, 1178 (83.96%) taxonomically assigned
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MGT-v1 539 : 1400 unigenes, 1054 (75.29%) taxonomically assigned
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MGT-v1 540 : 1392 unigenes, 1239 (89.01%) taxonomically assigned
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MGT-v1 542 : 1378 unigenes, 1022 (74.17%) taxonomically assigned
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MGT-v1 543 : 1371 unigenes, 613 (44.71%) taxonomically assigned
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MGT-v1_544 : 1370 unigenes, 1340 (97.81%) taxonomically assigned
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MGT-v1_545 : 1366 unigenes, 1321 (96.71%) taxonomically assigned

0/U Bacteria

Bacteria

Chroococcales




MGT-v1 546 : 1359 unigenes, 194 (14.28%) taxonomically assigned

on) . . L
O/U' Buka it Edfehiales [<helcpasicaVindipiantae
QN

0/l i
Captellida | Maxdlibboda B acgcierna
Malacostraca | $2Pitellida] vaxiioboda

a I-Polychaeta:

o/u 0/U

Chromadorea

0/l Polychaeta |Rhabditida
Lepidoptera :
LeBmoBtera no Species

i ini 0/L) on)
Hirudinida ArachnidalEchinoidea
|ArachnidalEchinoidea

0/U Insdnsecta o)

P IAnthoathecat
Cypriniformes Anthoathecata

0/L}
Hemiptera Actinopteri Hydrozoa

Hemipteral /U Actinopteri
Hydrozoa

Eukaryota
Metazoa

UU\.
metagenome

0/U Metazoa




MGT-v1 547 : 1357 unigenes, 941 (69.34%) taxonomically assigned
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Rhizosoleniaceae
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MGT-v1l 548 : 1354 unigenes, 129 (9.53%) taxonomically assigned
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MGT-v1 549 : 1353 unigenes, 402 (29.71%) taxonomically assigned
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MGT-v1 550 : 1352 unigenes, 80 (5.92%) taxonomically assigned
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MGT-v1l 551 : 1331 unigenes, 912 (68.52%) taxonomically assigned
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MGT-v1l 552 : 1331 unigenes, 239 (17.96%) taxonomically assigned
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MGT-v1l 553 : 1318 unigenes, 103 (7.81%) taxonomically assigned
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MGT-v1l 554 : 1316 unigenes, 963 (73.18%) taxonomically assigned
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0/U Bacillariaceae
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MGT-v1_555: 1311 unigenes, 292 (22.27%) taxonomically assigned
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MGT-v1 556 : 1311 unigenes, 114 (8.70%) taxonomically assigned
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MGT-v1 557 : 1305 unigenes, 840 (64.37%) taxonomically assigned
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MGT-v1 558 : 1301 unigenes, 390 (29.98%) taxonomically assigned

- ot o
0/U Eukaryota D[|)r|1 r&gﬁpé/ecaege

O/Nassellariasm

0/U Collodaria

Eukaryota

o/u
Polycystinea

CollodPolycystinea

0/U Sphaero:Sphaerozoidae 0/Collozoumm




MGT-v1_559 : 1289 unigenes, 1123 (87.12%) taxonomically assigned
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MGT-v1 560 : 1285 unigenes, 151 (11.75%) taxonomically assigned
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MGT-v1 561 : 1280 unigenes, 1251 (97.73%) taxonomically assigned
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MGT-v1 562 : 1268 unigenes, 101 (7.97%) taxonomically assigned
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MGT-v1 563 : 1267 unigenes, 1167 (92.11%) taxonomically assigned
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MGT-v1 564 : 1261 unigenes, 323 (25.61%) taxonomically assigned

0/U Metazoa

oni
Demospon
Demosponi

iae
lae

o)
Hydrozoal
Hydrozoal

Insecta

L0l
Viridiplantae
Viridiplantae

Echinoidea

Fungi
Fungi

0/U Maxillopoda

Oithona

0/U
Spirotrichea
intinnida

0/U CyclopoidCyclopoida Oithonidae
0/U Oithonidae

ryptophyta
Cr)zslosh%a

oni
Peridiniales
Peridiniales

o/U
Gonyaulacales
Pyrodinium

Dinophyceae]

o/
Dinophyceae]

Eukaryota

Calanus
Maxillopoda

Calanidae Calanoida 0/U Calanoida

0/U Calanidae

on)
Lotharella
Lotharaiiy
o

_Eu karyola_

o/
Eukaryota
pitth
Eukaryota
Ulal

Eukaryota




MGT-v1 565 : 1259 unigenes, 393 (31.22%) taxonomically assigned
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MGT-v1 566 : 1258 unigenes, 212 (16.85%) taxonomically assigned
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MGT-v1_567 : 1258 unigenes, 202 (16.06%) taxonomically assigned
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MGT-v1 568 : 1250 unigenes, 67 (5.36%) taxonomically assigned
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MGT-v1l 569 : 1237 unigenes, 116 (9.38%) taxonomically assigned
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MGT-v1l 570 : 1232 unigenes, 130 (10.55%) taxonomically assigned
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MGT-v1 571 : 1227 unigenes, 113 (9.21%) taxonomically assigned
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MGT-v1l 572 : 1223 unigenes, 922 (75.39%) taxonomically assigned
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MGT-v1 573 : 1223 unigenes, 248 (20.28%) taxonomically assigned
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MGT-v1 574 : 1222 unigenes, 1130 (92.47%) taxonomically assigned
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MGT-v1l 575 : 1219 unigenes, 813 (66.69%) taxonomically assigned
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MGT-v1l 576 : 1215 unigenes, 1065 (87.65%) taxonomically assigned
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MGT-v1 577 : 1207 unigenes, 115 (9.53%) taxonomically assigned
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MGT-v1 578 : 1197 unigenes,

Leptothecata

Echinoida

Hydrozoa Echinoidea

0/U Hydrozoa

0/U Echinoidea

Actinopteri

o/l

Insecta
Insecta

Harrimaniidae
Harrimaniidae

oni

275 (22.97%) taxonomically assigned

Enteropneusta
Enteropneusta
(V]]

0/

Enteropneusta MaX|"O Oda

Maxillopoda|

Ostreoida,

Bivalvia
Bivalvia

on)
Mammalia
W ENIEIEY

0o/U
Anthozoa

Antmzoa
Actiniaria

Eawarasiiuaey

0/U AplysiAplysiidae

Aplysia
californica

Aplysia

0/U Aplysia
Euk

Gastropoda

0/U Gastropoda

0/U Metazoa

o/u
Eukaryota

o/u
Eukaryota




MGT-v1l 579 : 1194 unigenes, 1025 (85.85%) taxonomically assigned
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MGT-v1 580 : 1189 unigenes, 1117 (93.94%) taxonomically assigned
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MGT-v1 581 : 1188 unigenes, 7 (0.59%) taxonomically assigned
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Pontosphaeraceae

MGT-v1l 583 : 1185 unigenes, 953 (80.42%) taxonomically assigned

onl o
Coccosphaerales
ggggo(?llll[tlglaelses Coccosphaerales
Coccosphaerales

O/LPhaeocystaless

0/U Eukaryota

O/Usochrysidales:s

Eukaryota

Haptolina

0/U FPrymnesiales




MGT-v1 584 : 1175 unigenes, 150 (12.77%) taxonomically assigned
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- On>"<§/rrhinales
0/U Eukaryota

0/U Eukaryota .
0/U Eukaryota

nni
G%%Wo%?nqgwg

oy
Gammaproteobacteria
Gammaproteobacteria

/U
Desulfovibrionales
Desulfovibrionales

[Deltaproteobacteria

o/l

Bacteria
EEEEE

0/
Nostocales

i o/U
Bacteria
Bacteria

0/U Metazoa

0/l o/l 0Nt
on Arachnida |Branchiopoda Polgchaeta
tothecata Arachnida |Branchiopoda| Capiteiiaae

tothecata

0/l ol

0/U Hydrozoa

o
Hydrozoa Appendicularia ﬁ¥g§ Ghromadorea

0/l

Mammalia  gqiiczed

Metazoa

Cyclopoida

Maxillopoda Insecta

0/U Maxillopoda

no
superKingdom




MGT-v1l 585 : 1175 unigenes, 157 (13.36%) taxonomically assigned

EurotiomyceteFungbrdariomycetes

on)
Hydrozoa
Hydrozoa|

0/U Metazoa Gastropoda

Enterogona
Cionidae| 0/l]

~Ascidiacea| |[nsecta
(0/]V] Insecta

CRBISBRYEA

nni

0/U Eukaryota
Dino
Dino

0/l
Byeeas

Ascidiacea

0/U Maxillopoda

0 /bMetazoaida Eukaryota

waial v

Maxillopoda

0/U Polycystinea

on
Nassellaria
Nassellaria

0/U Eukaryota

Polycystinea

o/
Collozoum
Collozoum

I Calanus finmarchicus

Calanoida

0/U Calanidae Calanidae O/Sql,%r.'éd?us

Collodaria

0/U Collodaria




MGT-v1 586 : 1169 unigenes, 325 (27.80%) taxonomically assigned

0/U Metazoa
O/Insectata

O/Calanusus

0/U Cyclopoida

Calanidae Calanoida 0/U Calanoida

0/U Calanidae
Eukaryota

Oithona
nana

0/U COithona

Cyclopoida Maxillopoda

Oithonidae

0/U Maxillopoda
0/U QOithonidae




MGT-v1l 587 : 1168 unigenes, 1120 (95.89%) taxonomically assigned

Chromatiales|Enterobacteriales

0/U Gammaproteobacteria Altérlblm onaddles

Alteromonadaceae

GammapBacteria cteria

Marinobacterium |Oceanospirillales 0/U Marinobacterium




MGT-v1 588 : 1161 unigenes, 69 (5.94%) taxonomically assigned

Petromyzontiformes

Insecta

0/U Metazoa
0/U Metazoa

Anthozoa

0/l)

Polychaeta
Polychaeta

Oy
Viridiplantae
Liliopsida

0/l

Actinopteri
Actinopteri

0/l

Maxillopoda
Maxillopoda

N/l

Enteropneusta
Enteropneusta

. n/uh
R2Phidophvesas

Echinoidea

ccninoidea|

o/u

Gastropoda

Eukaryota

0/U Hydrozoa Hydrozoa

Anthoathecata

Campanulariidae

Leptothecata

0/U Leptothecata

0o/uU
Eukaryota

o/U
Eukaryota




MGT-v1 589 : 1158 unigenes, 133 (11.49%) taxonomically assigned

0/
Raphidophyceae
Raphidophyceae

0/U EukO/U Eukaryota

0/
Pelagophyceae|
Pelagophyceae

0N
Flavobacteriia

Branchiostomidae Flavobacteriial

2 o/U
Maxillopoda Sagitioidea

Spadella

H. nd/l.l.d I tnhm E ho/u_d
Hiridinida ptesaeaisis

0/n)

Hydrozoa |Gastropoda
Gastropoda

0/U

Eukaryota

Bacteria
0/

Bacteria

0/U Metazoa Metazoa : : Bacteria
UIU IVIElAZUd Actinopteri

Hymenoptera

Bacilli
O/WISSS%%ta o/U

Bacilli




MGT-v1 590 : 1157 unigenes, 111 (9.59%) taxonomically assigned

0/L)
Peiagophyceas

0/U Euke0/U Eukaryota

oni
Coscinodiscophyceae
Coscinodiscophyceae

Branchiostomidae on)

Actinopteri| o 0/

AcCtInopter! |Echinoidea [ Hydrozoa
Echinoidea |Hydrozoal

nni

Maxillopoda o
MaXl”O Oda Demospongiae

Demospongiae

0Nn|
Bivalvia VY EnEE
Mammalia

Eukaryota
Spadella

SagittLi_(Jjae
0/U Metazoa Metazoa cephaloptera  |Sagitta
U/U lvielaZoad

—Sagittoidea

0/U Spadella

Insecta




MGT-v1l 591 : 1154 unigenes, 76 (6.59%) taxonomically assigned

0/l]
Hemiptera
Hemiptera

0/U Inseclnsecta:

o/l

Coleoptera
Coleoptera

0/) 0/

Anthozoa Mammalia | Polychaeta [pemsomsse

Mammalia Polychaeta

Agal.:.bldmg!etes

Branchiostomidae

0/U Metazoa
0/U Metazoa

0/l

Leptothecata Anthoathecata

Anthoathecata

Eukaryota

Hydrozoa

0/U Hydrozoa

o/u
Eukaryotal




MGT-v1 592 : 1153 unigenes, 132 (11.45%) taxonomically assigned

Insecta

Actinopteri

Gastropoda

Hirudinida

0/l
Chroméiiorea Polychaeta
Chromadorea Polychaeta

0/)

0/l
Funagi
Fungi

Echinoidea

0/

Maxillopoda
Maxillopoda

0/l
Bivalvia

Bivalvia | pemospongiae

Haplosclerida

0/l

0/U

Mediophyceae

0/}

Anthozoa|Arachnidal
Actiniaria/Arachnidal

0/l

Odontella]

0N

Hydrozoa

Leptothecatal
o/l Leptothecata)

]

Entero

HydroZzoa| Entero

Anthoathecata
Anthoathecata

o/l

neusta
neusta|

Eukaryota

0/U Metazoa

.o
Dinophyceae|
DmoBhgﬁceae

0Ny
Testudines
Testudines

o/l

Lobata
Lobatal

o/U
Eukaryota

o/u
Eukaryota




MGT-v1 593 : 1147 unigenes, 1040 (90.67%) taxonomically assigned

0/U Metazoa

oni
Hydrozoa
Hydrozoa

0/ |
Ascidiacea

Oikopleura

Oikopleuridae

0/U Oikopleuridae

Eukaryota

Appendicularia

0/U Appendicularia

/-\SC|0|acea| | |




MGT-v1l 594 : 1146 unigenes, 423 (36.91%) taxonomically assigned

0/U Dinophyceinophyceaeyis | i | Suessiales

Cryptophyta

Dictyochophyceae

0/U Eukaryota

oni
Pavlovales
Paviovales

Coccolithaceae

Coccolithales
Coccolithales ]|

Eukaryota

0/U eukaryota

0/U PrymPrymnesiales

nni
Chl}',gsochromulinac
o OCHuIunnaceae

0/l

Phaeocystales
Phaeocystales

0/Haptolinahal

Prymnesiaceae
0/U
Prymnesiaceae

Isochrysidales
Isochrysidales




MGT-v1 595 : 1141 unigenes, 88 (7.71%) taxonomically assigned

0/U Eukaryota

o)
Chromadorea
Chromadorea

0/l

Hydrozoa Gastropoda
Gastropoda| oy

Bacteria
nni Bacterial

PasAvesnes
Passeriiormes

0/l on

Actinopterilgs Echinoidea [Enteropneustal
Echinoldea |[Enteropneustd

Eukaryolta
0/U Metazoa Metazoa 0/U Maxillopoda

Polychaeta Maxillopoda

Calanoida

Insecta




MGT-v1l 596 : 1137 unigenes, 533 (46.88%) taxonomically assigned

0/U Metazoa 0/U Insectal

0/U
Diptera]
BISEE

0/U CaleCalanidae 0/Calanusus

Eukaryota

Calanoida Maxillopoda 0/U Maxillopoda

0/U Calanoida




MGT-v1 597 : 1133 unigenes, 162 (14.30%) taxonomically assigned

0N |
0/U EukaQ/U Eukaryota gedtowela [ Cryptophyta
- y Cré//Btan}//ta

: : 0N
Branchiostomidae 0/ Bivalvia Hin?éli#nda

Gastropoda | Bjvalvia | Hirudinida
Gastropoda

0/l A %/.“ oni
scidiacea | Enteropneusta
ACtinO teri Ascidiacea | Enteropneusta

AcCtinopteri

Insecta 0/

Peyehasta it

0/} "

Calanoidanidae

Leptothecata
Calanoida] ~"%¢

Eukaryota

0/U Metazoa Metazoa| Hydrozoa Maxillopoda

0/U Metazoa
0/U Hydrozoa 0/U Maxillopoda

on|l
0/U EchilEchinoidea Echinoida
Echinoida




MGT-v1 598 : 1132 unigenes, 324 (28.62%) taxonomically assigned

0/U Dinophyceae

Suessiales|
0/l

o1 |BROPRYeIacEas
Gymnodiniales

0
Chrysophyceae
cnrysophyceae

Gymnodiniales |. .
Dinophysiales|
v

Dinophysiales|

o/

oscinodiscophyceae]

onl.
Peridiniales
Peridiniales

Coscinodiscophyceae
LEEES S EIES

o/l ani
Gonyaulacaceae [ceratiaceae)

Thalassiosirales

Gonyaulacaceae [Neoceratium

Thalassiosiraceae

Gonyaulacales

Gonyaulacales

N/l

Pr(\rnfsr\n'hﬂ L alaalialiaall

DinophyEukaryota

m

0/U ProrocentriProrocentraceProrocentralesm
0/U Prorocentrum

0/U Prorocentrales

A NESEES
Prymnesiaies

o/J
Eukaryota

o/u
Eukaryota




MGT-v1l 599 : 1129 unigenes, 648 (57.40%) taxonomically assigned

0/U Eul0/U Eukaryota

0/U
Mucorale

Dinophyceae
Dinophyceae

0/U
Arachnidal
Arachnida

IAnthozoal

oni
Hydrozoa [ o)
HYydrozoa | opionoda
Chilopodal

o
Chremaderea ni
i Hirudinida
Maxillopoda| Hirudiniaa

0/l 0nJ

Mammalia [Actinopteri
Mammalia Actinopteri

Eukaryota

Insecta

0/U MetazoeMetazoa

Ascidiacea

Oikopleuridae

0/(’3\9}\)endicularia-

PrENuIiLuUIaria




MGT-v1 600 : 1129 unigenes, 909 (80.51%) taxonomically assigned

Synurophyceae

Synurales

0/)

Dinophyceae
Dinophyceae

Ci ?/l ; h
ryptophyta
Crﬁ;logh%a

Chromulinales

Choanoflagellida_| Trichomonadida |

[Rotaliidal

Chrysophyceae

0/U Chrysophyceae

ryota
0/U Eukaryota




MGT-v1l 601 : 1128 unigenes, 93 (8.24%) taxonomically assigned

0/U Metazoa

Passeriformes

0/n)
Mammalia
Mammalia

0/l
Hydrozoa
Hydrozoa

Aves

0/U Aves

Diptera
—lInsecta—
0/U Insecta

0/U Calanoida

I
Calanoida

0/U Calanidae Calanidae

Maxillopoda

Calanus

0/U Maxillopoda




MGT-v1 602 : 1125 unigenes, 98 (8.71%) taxonomically assigned

Insecta

0/) o/

Gastropoda|Mammalial. FUNQi
Actinopteri Gasiiopoda Mammalia s =1t

tes|

oni 0N
Arachnida| Bivalvia
Arachnida Bivalvia

_on
Bolidomonas
Bolidomonas

Hydrozoa
Ascidiacea

Branchiostomidae

0/U Metazoa

Calanidae

Calanoida Cyclopoida

0/U Calanoida
Eukaryota

Maxillopoda

0/U Maxillopoda

0/U
Eukaryota
0/U
Eukaryota




MGT-v1l 603 : 1123 unigenes, 69 (6.14%) taxonomically assigned

o 0/
Viridiplantae Negativicutes
Negativicutes

Dinophysiales Florenciellales Labyrinthulomycetes

Dinophysial ol Labyrinthulomycetes
OPNYSIAIES | eymnodiniales Pelagophyceae

Bacteria

, _ 0/t
Dinophyceae chtyocrd?ghyceae 8%%88%3

o/U
Dinophyceae | conkcates Dictyochophyceae

Gonyaulacales

Oomycetes o)

Coscinodiscophyceae
Coscinodiscophyceae

Prymnesiales

Eukaryota
0/U Eukaryota

0/U EukarQ/U Eukaryota

0/l

Choanoflagellida
Choanotlagellida




MGT-v1_604 : 1121 unigenes, 1068 (95.27%) taxonomically assigned

0/U Pelagophyceae

Pelagomonas calceolata

Eukaryota
Pelagomonadales

0/U Pelagomonas

o/u
Pelagomonadales




MGT-v1l 605 : 1121 unigenes, 1093 (97.50%) taxonomically assigned

uncultured Eukaryota

0/U Ba/U Bacteria ;
bacterium

0/U PelagibacteracePelagibacteraceae’andidatus Pelagibacter

Bacteria

Alphaproteobacteria o

Alphaproteobacteria|

0/U Pelagibacterales




MGT-v1 606 : 1112 unigenes

Insecta

Calanoida|Cyclopoida
Calanolda|Cyclopoida

Maxillopoda

0/U Maxillopoda

Hydrozoa

Enteropneusta Gastropoda [ Mammalia
Enteropneusta| Gastropoda | viammalia

, 90 (8.09%) taxonomically assigned

0N
Anthozoa
Anthozoa

0/

Enoplea
Enoplea

Pol cystlnea
ollodarial

nny . nni

Ecimisiueqic crinoidal

o/
Acnnopten
Actinopteri

Eukaryota

0/U Metazoa

o/U
Eukaryota|

0o/U
Eukaryotal




MGT-v1l_607:

Beloniformes

Bivalvia
Insecta

0/l
Chromadorea
Chromaaorea

0/l
Polychaeta
Capitellida

0/}
Ascidiacea
Ascidiacea

Actinopteri
0/U Actinopteri

0/

Hydrozoa
Hydrozoa

0/}
Maxnlogoda
Calanoida

1109 unigenes, 88 (7.94%) taxonomically assigned

on)
[Trematoda|
LENEGRE]

oni
Demospon
Demospon

iae
lae

Mammalia
Mammalia

on)

Gastropoda

Echinoidea

on)

Enteropne
Enteropne

usta
usta

Eukaryota

0/U Metazoa




MGT-v1l 608 : 1107 unigenes, 852 (76.96%) taxonomically assigned

Clostridia

anr 1

Chroococcales Metazoa
Synechococcus | Mammalia|

|
Chromullnallles

Legionella

LegionelIa(GammaproteobacteriaO/ c _ 0/U Bacteria
Legionellaceae Gammaproteobacteria 0/U Bacteria

o
Burkholderiales

Chrysophyceae

o/U Eukaryot&ﬁn

Sphingobi izobi
phingobium RhlZObIaleS

japonicum ——

Spig)i/ggobium

alpha proteobacterium LLX12A O/U EUkaryOta

Sphingobium

Sphingomonas

0/U SphingomonSphingomonadales Sphingocr):cj)nadales

Sphingomonas
Bacteria
Sphingomonas

Alphaproteobacteria oU
Alphaproteobacteria]

CaulobacCaulobacterales oy
Caulobacteraceae




MGT-v1 609 : 1106 unigenes, 799 (72.24%) taxonomically assigned

Celeribacter|Labrenzia

[07]0]
— Martelella =
Macleld : Flavobacteriial
oni . onni Tistrella no
Ehyiliobacteriaceae Emgggggggg Rhodobacterales | mopjlis superkingdom
Tistrelialsalinicoccus
IV

Tistrella| Bacillisw — |
Bacillales| Me|taz|oa iridli !

: o/u
RhizobialAlphaproteobacteria Planctomycetia Fungi

Fupgi

0/U Rhizobiales 0/U Alphaproteobacteria

b Dothideom;r:etes
ULIIIUEUIIIyLELE

0/U Bacteria

Bacteria Bicosoecida
Bicosoecida

Micrococcales

0/l _ 0ni
Gordoniaceaedonia

0/U Mycobacteriaceae Gordoniaceae | Gordonia

o/U
Actinobacteria 8;8 EH&%F 8%%

Mycobacteriaceae Actinobacteria

0/U Eukaryota

0/U Corynebacteriales

Mycobacterium 0
Actinomycetales
Actinomycetales|




MGT-v1l 610 : 1104 unigenes, 94 (8.51%) taxonomically assigned

0/l

Dictyosteliidal Viridiplantae

Dictyosteliida]

0/U Eukaryota

N/l

SacclFungicetes
Saccharo cetes

o/l 0Nl
Arachnida| Gastropoda | Hydrozoa

ons Gastropoda
Mammalia Arachnida

Mammalia

0/l o/l

Appendicularial Chromadorea
ABBendlculana Chromadorea

Eukaryota o/
Enteropneusta 0/l 0Nl

Enteropneusta Eoaittoidea Actinobt
ctinopteri
Phrag...upQJ bpade”a Actinopteri

0/U Metazoa Metazoa o i
Anthozoa Chilopoda | Echinoidea
Chilopoda | Echinoidea

Insecta Maxillopoda




MGT-v1 _611: 1103 unigenes, 902 (81.78%) taxonomically assigned

Dinophyceae Oomycetes

Eukaryota
0/U Eukaryota

0/U.
Bacteria
EEEE!




MGT-v1 612 : 1086 unigenes, 111 (10.22%) taxonomically assigned

0/
Leptothecata Maxﬂlogoda

Calanoida

ou | o
ASCIdIa_Cea Ascidiaceal |nS€Cta POl {g}!llaeta
Enterogona | Cionidae Polenach| ony |
AVES Erergpnets:
Aves

Hydrozoa
0/U Hydrozoa Pomacentridae | 0/U Echinoidea

0/

i A”t'A”thozoaﬁ%IRISHS Actinopteri Echinoidea

0/U Actinopteri Echinoida
Echinoida

Eukaryota

0/U Metazoa




MGT-v1l 613 : 1085 unigenes, 50 (4.61%) taxonomically assigned

Insecta

Hydrozoa

0/l
Dipteral
Diptera|

0/l o/l

Branchiopoda| Echinoidea
Branchiopoda| Echinoidea

0/U Metazoa

Calanoida

Maxillopoda

0/U Maxillopoda

o/u
Eukaryota




MGT-v1_614 : 1082 unigenes, 128 (11.83%) taxonomically assigned

0/
0/t Ol O/ Trematoda

Echinoida P e Maxillopoda | Irematoda

Echinoida | Actinopteri | Maxiliopoda 0/

——Echinoidea— ﬂIFHgIHIQS

Insecta 0/

inoi Gastropodal
0/U Echinoidea o cEsnome

Polychaeta
Mammalia Leptothecata Polychaeta oni

Bivalvia |Chromadorea
Chromadorea

Hydrozoa
0/U"Hydrozoa 0l

Demospongiae Enteropneusta
Enteropneusta

Eukaryota

0/U Metazoa




MGT-v1l 615 : 1080 unigenes, 775 (71.76%) taxonomically assigned

0/U Pelagophyceae

0/}

Eukaryota Aureococcus
Aureococcus

Pelagomonas
calceolata

0/U PelagoiPelagomonadales

Pelagomonas
0/U Pelagomonas




MGT-v1 _616 : 1077 unigenes, 149 (13.83%) taxonomically assigned

0/U nni 0/l ni "
Appendicularia [Branchiopoda| Metaz Hydrozoa| Insecta | Maxillopoda | .~ Viridiplanta
Metazoa ABBendlcularla Dip|ost|Paca Crlrgngug)rga Hvdrozoal Insecta MaxnloBoda V|r|d|p|an[ag| ,..w.,.w.ve,‘hyceae

Pelagophyceae
sp. CCMP2097

0Ny
Peridiniales|
Peridiniales]

Suessiales ol

Pelagophyceae
Pelagophyceae

Gonyaulacales

Gymnodiniales

0/U Eukaryota

Eukaryota
Dinopl0/U Eukaryota

0/U Eukaryota

0/U Dinophyceae

0/

Prymnesiales
Prymnesiales




Dinophyceae

O/U Isochrysidales
o
Pelanomonas Vindipiantas

| nn

0/U Viruse<0/U Viruses Pela Qllh ceEukaryota
PelaggnPo adales Eukaryota_

calceolata

MGT-v1_617 : 1077 unigenes, 658 (61.10%) taxonomically assigned

Proteobacteria
0/l

bacterium JGI Bacilli
Baclll|

Proteobacterig

0000113—P07 bacterium JGI|

0000113-L05

oy BaBactleria ptgisabaciss

Myoviridae

O/U BaCterla Actingtl)leicteria

Actinobacteria

Viruses ; :
marine sediment
metagenome

Caudovirales

0/U Caudovirales
no Species




MGT-v1_618: 1077 unigenes, 971 (90.16%) taxonomically assigned

0/U Archaea

marine sediment
metagenome

no
superKingdom

0/U Nitrosopumilus;

Archaea

Nitrosopumilales

0/U Nitrosopumilaceae

o/U
Nitrosopumilales

Alphaproteobacteria

0/U Bacteria
Bacteria

0/U Nitrospinia

o/u
Nitrospinales

o
NNFOSERIARs

\
Nitrospinaceae
0l

Nitrospina
Nitrospina




MGT-v1 619 : 1072 unigenes, 104 (9.70%) taxonomically assigned

on) 0/
Hydrozoa |Polychaetal
Hydrozoa |Polychaeta

0Nl
Gastropoda
Gastropoda

n/11

0/l on
Anthozoa | chondrichthyes | Enteropneusta
Anthozoa Chimaeriformes| Enteropneusta

0/U Metazoa
Haplosclerida
Echinoida

Demogpongiae ——Echinoidea—j

Demospongiae | o/u Echinoidea

0/U Moronidae Moronidae Dicentrarchus 0/
L 0N Tetraodontiformes

Characidae Tetraodontidae
Characidae

0/l o

Eukaryota  characiomes) Eypriieres
0o/U o/J

olu Anguilliformes | Perciformes

Anguillidae|Serranidae

Characiformes

o 0/) 0/

: : : : .. Cichliformes Beloniformes
0/U Actinopteri Actinopteri Cichiuiiies) Cichiidae| Belonifiormes
0/U Actinopteri

: o/U
Salmoniformes .
Saimoniformes




MGT-v1_620 : 1071 unigenes, 510 (47.62%) taxonomically assigned

0/U Maxillopoda

oni
Arachnida
Ixoaiaae

o/l

Insecta
Insecta

0/l

Hydrozoa
Hydrozoa

0/U Calanoida

Eukaryota

O/LCalanuss

Calanoida

Calanidae

0/U Calanidae

0/U
Metazoa




0/U Metazoa_0/U Metazoa

Metazo

Mammalia,

0/U Viridiplante0/U Viridiplantae ViridiplantaePyramimonadales Chlorophyceae.
Sporadotrichida Tintinnida

nii

Choreotrichida

cnoreotricn

I0d |

0/U Polycystinea
0/U Nassellaria

0/U Theoperidae

Strombidiidae

(VN
Strombidium
Strombidium

Polycystinea
'ine%)genuae
EUuCyT UUIuIm
Eucyrtidium

Dinophysiales

o/u
Gonyaulacales

Dinophyceae |

SpirotriclRukaryota
0/U Spirotrichea

0/U Spirotrichea

0/U Eukaryota




MGT-v1_622 : 1070 unigenes, 128 (11.96%) taxonomically assigned

0/l

Actino teri?i{éfmes
Actinopteri

Cichlidae

Scyphozoa

n/ll 0/n)
Maxillopodaizsgd
Maxillopoda

Insecta

0/

Y ENNEE]
Mammalia

0/l)
Polychaeta
Polychaeta

oni
Bivalvia
Bivalvia

Gastropoda

0/
Anthozoa
Anthozoa

Nl
Echinoidea
Echinoidea

Fungi

_oni
Agaricomycetes
Ag

Leptothecata

Hydridae

o/u

Hydrozoa

0/U Hydrozoa

Eukaryota " |

Anthoathecata

Anthoathecata

0/U Metazoa

aricomycetes

o/u
Eukaryotal




MGT-v1l 623 : 1066 unigenes, 580 (54.41%) taxonomically assigned

0/U Metazoa Metazoa__Polychaeta

Trematoda

Chromulinaceae

U ViridiplaniViridiplantaemiellophyceae
0Nl
Cryptophyt:
0/L) cFyEtg ng‘?t
Bacillariophyceae
Bacillariophyceae

Chrysophyceae

Eukaryota

Chromulinales

Chromulinales

[
0/U.
Bacteria

Bacteria
uIY

Bacteria

0/}

Synuro hgceae o
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MGT-v1l 624 : 1058 unigenes, 426 (40.26%) taxonomically assigned
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MGT-v1 625 : 1050 unigenes, 770 (73.33%) taxonomically assigned
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MGT-v1 626 : 1045 unigenes, 85 (8.13%) taxonomically assigned
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MGT-v1l 627 : 1044 unigenes, 752 (72.03%) taxonomically assigned
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MGT-v1l 628 : 1037 unigenes, 589 (56.80%) taxonomically assigned
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MGT-v1_629 : 1027 unigenes, 984 (95.81%) taxonomically assigned
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MGT-v1 630 : 1027 unigenes, 480 (46.74%) taxonomically assigned
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MGT-v1_631: 1023 unigenes, 743 (72.63%) taxonomically assigned
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RCC997 (Clade V”Al) Pe|agr%gnyceae

relag aales

o/u ‘
Siphoviridae

ViridiplantaEukaryota  0/U Eukaryota
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MGT-v1_632: 1021 unigenes, 125 (12.24%) taxonomically assigned
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MGT-v1l 634 : 1018 unigenes, 59 (5.80%) taxonomically assigned
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MGT-v1l 635 : 1015 unigenes, 71 (7.00%) taxonomically assigned

0/U Metazoa

Metazoaxmalia

0/l

Anthozoa| Gastropoda |Maxillopodal

Anthozoa Gastropoda [Maxillopoda]
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MGT-v1 636 : 1008 unigenes, 193 (19.15%) taxonomically assigned
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MGT-v1l 637 : 1007 unigenes, 570 (56.60%) taxonomically assigned
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MGT-v1l 638 : 995 unigenes, 108 (10.85%) taxonomically assigned
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: Polychaeta | .,
Maxillopoda o Tgmatoda
oy _

Aplysia Insecta Mgmmg“g

Gastropoda

0/l) 0/

Hgdrozoa Anthozoa
Hydrozoa Anthozoa

I o).
0/U EchEchinoidea Egmﬂg:gg Actinopteri _l il

. Bivalviaireoida| Ascidiacea
Bivalvia |Ostreolda

Eukaryota

0/U Metazoa




MGT-v1l 639 : 993 unigenes, 141 (14.20%) taxonomically assigned
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MGT-v1 640 : 988 unigenes, 971 (98.28%) taxonomically assigned
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MGT-v1l 641 : 980 unigenes, 64 (6.53%) taxonomically assigned
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MGT-v1_642 : 980 unigenes, 112 (11.43%) taxonomically assigned
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MGT-v1l 644 : 978 unigenes, 679 (69.43%) taxonomically assigned
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MGT-v1_646 : 978 unigenes, 216 (22.09%) taxonomically assigned
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MGT-v1l 648 : 977 unigenes, 79 (8.09%) taxonomically assigned

0/U Eukary@/U Eulkaryotaocystophyceae Agaricomycetes FupgiSaccharomycetes
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MGT-v1l 649 : 976 unigenes, 944 (96.72%) taxonomically assigned
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MGT-v1 650 : 976 unigenes, 300 (30.74%) taxonomically assigned
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MGT-v1l 651 : 975 unigenes, 854 (87.59%) taxonomically assigned
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MGT-v1_652 : 974 unigenes, 782 (80.29%) taxonomically assigned
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MGT-v1l 653 : 973 unigenes, 232 (23.84%) taxonomically assigned
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MGT-v1_654 : 970 unigenes, 134 (13.81%) taxonomically assigned
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MGT-v1 655 : 969 unigenes, 115 (11.87%) taxonomically assigned
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MGT-v1_656 : 968 unigenes, 714 (73.76%) taxonomically assigned
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MGT-v1l 657 : 967 unigenes, 603 (62.36%) taxonomically assigned
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MGT-v1l 658 : 966 unigenes, 692 (71.64%) taxonomically assigned
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MGT-v1l 659 : 964 unigenes, 878 (91.08%) taxonomically assigned
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Rubritaieaceae : Eulafta
Rubritaleaceae Pelagibacteral
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MGT-v1l 660 : 962 unigenes, 538 (55.93%) taxonomically assigned
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0/U Prochlorococcaceae | bacterium JGI o Pelagomonas
0000113-P07 | o 2o 0/U Eukaryot lata

O/U Eukaryota — 0/l
U/U CURal y0Ld Pelagophyceae
Pelag n{ adales

0/U Bacteria Pelagomonas

0/U Prochlorales

ProchloraI(O/U Bacteria
prop.r.c.’.‘.".h.'.o.r.c.’?‘?.‘icaceae

rﬁéﬂﬁnlsmococcusmmus 0/U Bacteria

no superKingdom

0/U Alphaproteobacteria oo

Bacteria

0/U Hyphomonadaceae
0/U VirusO/U Viruses

Synechococcus
Alphaproteobacteria phage S-CBP3

o/u
Rhodobacterales]

Rhodobacterales

Podoviridae
0/l ‘
T4likevirus

Ponticaulis 0/U Caud (@11l

0O/

o/U |\<|/YOVII’Id
Myoviridae




MGT-v1l 661 : 959 unigenes, 63 (6.57%) taxonomically assigned

Diptera

0/U Inseclnsecta——

0/l]

Coleoptera
Coleoptera

on
Capitellidal

Polychaeta

0/)

Enteropneusta
Enteropneusta

0/l]

Leptothecata
Leptothecata

—Hydrozoa

Echinoidea

0/U Hydrozoa

Amphibia

Mammalia
Mammalia

0/l

oni
Entamoeba
Entamoeba

Capitellidal

Chilopoda

Gastropoda

Calanoida
—Maxillopoda—

0/U Maxillopoda

Actinopteri
Actinopteri

o)

Ascidiacea

Eukaryota

Bivalvia

o/u

0/U Metazoa

Eukaryota

o/J
Eukaryota

o/l
Lobat:
Lobat




MGT-v1l 662 : 958 unigenes, 104 (10.86%) taxonomically assigned

o/l

Trematoda 0l

0/ .
i Polycystinea|
Brianchiopsda | Irematoda Polgcgfsnnea

onJ
Enteropneusta|
on) Insecta Enteropneustal o/y

— VL) Malacostraca
Echinoidea Egnmg:gg Malacostraca

0/l

0Nl Peridiniales
Ascidiacea 0/} Peridiniales

Ascldiacea Gastro Oda
Gastropoda FDinophyceae

o/U
Dinophyceae

ou | OM Hydrozoa Sagittoidea |Anthozoa

CalanOIda Calanoidal éﬁlﬁrgﬁg

0/U Enoplea

Maxillopoda

qup[ea Mammalia

0/U Maxillopoda Actinopteri Trichocephalida 0/U
Eukaryota | Irichocephalida

Eukaryota

0/U
Eukaryota

0/U Metazoa




MGT-v1l 663 : 953 unigenes, 910 (95.49%) taxonomically assigned

Rhodobacterales

o/u
i ! i~ |Cytophagia,
0/U Bacteria Alphaproteobacteria _V_P'_Q__
o/ Cytoplhagla
Alphaproteobacteria |Cytophagales

0/U Flavobacteriia

0/U Flavobacteriales

Bacteria

0/U Flavobacteriia Flavobacteriia Flavobacteriales

Flavobacteria bacterium MS024—-2A

Flavobacteriaceae




MGT-v1l 664 : 950 unigenes, 436 (45.89%) taxonomically assigned

0/U Eukaryota

Eucymdlu
Eucyrtidium| C;i

0/

CRpioBRa

[Polycystin
o
Theoperidae

Dinophyceae
Dinophyceae

0/U Spirotrichea

Choreotrichida

nii

ragotricniaa

radotrlchlda |

Favella

Rhabdonellldaehmldln erella | xysigpelidae

nmidingerella

Xystonellidae

oni
Insect:
insect:

Eukaryota

Spirotrichea

Tintinnida

0/U Tintinnida




MGT-v1 665 : 950 unigenes, 810 (85.26%) taxonomically assigned

0/U Eukaryota

0/U Pelagophyceae

Pelagomonas calceolata

Aureococcus [Aureoumbral

o/uU
Viruses

Peldgn{Jy ceae

Pelag adales

0/U Pelagomonas

o/
Pelagomonadales

Planctomyceti

0/U

Bacteria




MGT-v1l 666 : 946 unigenes, 894 (94.50%) taxonomically assigned

0/U Flavobacteriia

0/U Flavobacteriales

Bacteroidial

Bacteria
Flavobacteriales

0/U FlavobacteriacFlavobacteriaceae

o/l

/U

Gramella|Maribacter] Kordial
GramellajMaribacter|

Bacteroidial

Muricauda ruestringensis

Muricauda

0/U Muricauda

C: togha ial
Cytophagaies|
o/u
[Cytophagales]

Oscillatoriale]

o/u
Bacteria




MGT-v1l 667 : 945 unigenes, 906 (95.87%) taxonomically assigned

o)
Bacilli
Bacllli

0/U Bacteria

SAR324 ‘
0/l

o o __ |Eukaryota
Deltaproteobacteria |-
Deltaproteobacteria Eukaryota

AAAQO5 ‘
| o/J

alpha proteobacterium alpha proteobacterium | alpha proteobacterium H H A
SCGC AAAD1I5-019 | SCGC AAA298-K06 | SCGC AAA01S-NO4 Rhizobiales Pelaglbellcter‘a N Eukaryota

Rhodobacteraceae

Bacteria

0/U AlphaproteobacAlphaproteobacteria
0/U Alphaproteobacteria Rhodobacterales

0/U Rhodobacterales




MGT-v1l 668 : 944 unigenes, 298 (31.57%) taxonomically assigned

0/U Polycystinea

Collozoum

Eukaryota

Sphaerozoidae Collodaria 0/U Collodaria

0/U Sphaerozoidae




009 : 94 genes, Jd 9 axonomically assignhed
Spirotrichea
Bacill
0/t
Eukaryota
_ | Eukaryota
0/U Bacteria
Cytophagellles
rCytophagiaf
Y (BU g
Cytophagia
Flavobacteria uncultured
bacterium Flavobacteriia
MS024-2A bacterium

Flavobacteriaceae

Bacteria

FlavobacteriaFlavobacteriia

0/U Flavobacteriales

0/U Flavobacteriia
0/U Flavobacteriia




MGT-v1l 670 : 939 unigenes, 108 (11.50%) taxonomically assigned

Melongenidae
ArachnidalAscidiacea Emerg{n'rlueusta
Insecta ArachnidaAscidiacealEnteropneusta

I 0/
Echinoidea Egmﬁéigg

o/U
Schistosomatidae
Schistosomatidae

0/l (07/0]

Polychaeta FTrematoda
Anthozoa | polychaeta
Gastropoda Anthozoa 0/U

0/U Gastropoda Strigeidida

Actinopteri

onl 0/

_Bivalviagigsa| - Maxillopoda..]
Bivalvia Calanoid

Eukaryota

0/U Metazoa Hydrozoa




MGT-v1l 671 : 937 unigenes, 80 (8.54%) taxonomically assigned

0/l

0/l : RH
0/U Eukaryota  0/U Eukaryota Oomycetesgmepsiales RolSysinealviridiplantae

: o 0/l
Hemiptera Enteropneusta|Maxillopoda

Enteropneusta|\jaxillopoda

0
Insecta Anthoathecata

. Anthoathecata
O/UInsecta | Actinopteri |-Hydrozoa—

Actinopteri 0/U

Hydrozoa

Echinoida
Eukaryota

0/U Metazoa Metazoa
Chromadorea Echinoidea

0/U Echinoidea

Gastropoda




MGT-v1l 672 : 932 unigenes, 828 (88.84%) taxonomically assigned

0/U Bacteria

Bacteria

SynechocChroococcales

o/U
Chroococcales

o/U
Eukaryota

o/u
Eukaryota
Eukaryotal




0/l
Pedosphaera

Pedosphaera

errucomicvhia

errucomicrobiae
Verrucomicrobiales

subdivision 3
\Verrucomicronial

subdivision 3

YN

o
Verrucomicrobiae

0/U Planctomycetia

EII]

Cytophagia

Planctomycetia
0/L)

PIanctomecetaIes;m
Planctomyce

ales

Y]

onl
Spartobacteria
Spartobacteria

mycetaceae

Bacteria

0/U Bac0/U Bacteria

uncultured
bacterium
HF770_11D24

Verrucomicrobia
bacterium
SCGC
AAA164-E04

0/l

Eukaryota
Eukaryot

marine sediment]
metagenome

U Speies



MGT-v1_674 : 928 unigenes, 920 (99.14%) taxonomically assigned

0/U Rhodobacterales

Oceanicaulis sp. HTCC2633

OCP?}IBhaBacteria ctgga

HviIiviiauavo

0/U Oceanicaulis

o/uU
Hyphomonadaceae




MGT-v1l 675 : 926 unigenes, 66 (7.13%) taxonomically assigned

Insecta

Hydrozoa

nni

Sacc jcetes|
saCCIEHm !etales

0/}

Actinopteri Chromadorea
Chromadorea

0Nl
Dinoph

Anthozoa

Dino

0/U Maxillopoda

Cyclopoida

Meta:Eukar

I
Maxillopoda

Calanus

Calanidae Calanoida 0/U Calanoida

0/U Calanidae

0/U Metazoa

IGlaucocystoph
IGlaucocysto|

0/U
Eukaryota

0/U
Eukaryota




MGT-v1_676 : 923 unigenes, 194 (21.02%) taxonomically assigned

0/l
Oithona

iy (ithAna
a

o/J Maxill(l\_/laxillopgd_ Metazoa

yciopoid o/U
‘ a‘Oithonidae

o/U
Metazoa

0/}

FAVETS
AVeS

onl

Insecta
Insecta

0/
Anthozoa

Chilopoda
Anthozoa

SaccharFunjiates

. 0lu
Viridiplantae
Viridiplantae

0/U Coscinodiscophyceae

Coscinodiscus
radiatus

Mediophyceae

Coscinodiscales

o/U
Coscinodiscus

5 _nllr{
angiophyceae | giobhyceas
Bangiophyceae| *"*"**

Prymnesiales

Eukaryota

Coscinodisc©@/U Eukaryota

0/U ThalassiosiThalassiosirales

Thalassiosira

Thalassiosiraceae

0/U Thalassiosiraceae

0/U Eukaryota
U/U EUuKdlyola




MGT-v1_677 : 922 unigenes, 863 (93.60%) taxonomically assigned

0/U Chroococcales

Prochlorales

ChroococcBacteria

0/'Synechococcusis

0/U Bacteria




MGT-v1l 678 : 922 unigenes, 390 (42.30%) taxonomically assigned

on)

€ pnyecce |Eiiaz| Bacillariophyceae | Dinophyceaeis spiciicre

pirotrichea

uncultured prymnesiophyte C19847

0/t
Prymnesiaceae
Prymnesiaceae

0/U Isochrysidales

0/U Eukaryota

Prymnesiales

— o/
Emiliania Prymnesiales
huxleyi

Calcidiscus leptoporus

0/U Noelaerhabdaceae Emiliania

_ Eukaryota
Isochrysidales 0/u EmQ/U Eukaryota

Calcidiscaceae |Calcidiscus
Calcidiscus

Noelaerhabdaceae

Coccolithales

Geph
Gephyrocapsa

0/U GephyroGephyroca .
P SPIY P oceanica 0/U Coccolithales




MGT-v1l 679 : 914 unigenes, 535 (58.53%) taxonomically assigned

0/U MetaMetazoa

"c'n"ssga MamielloViridiplantae | o/ viridiplantae

Bicosoecida

Cryptophyta|

Bolidomonas

[ Lotharella Blastocystis Gymnochlora

Eu ka[(yota

0/ ta
0/U EUKaryota’

Oomycetes

Dictyochophyceae

Pelagomonadales

Pelagophyceae
Pelagophyceae

Dinog%ceae

Dinophyceae




MGT-v1 680 : 913 unigenes, 58 (6.35%) taxonomically assigned
0/U Eukaryota

Maxillopoda
Capitellida

0ni. 0N

Bivalvia |Mammalia
Bivalvia |Mammalia

Polychaeta

0/U Polychaeta

Hydrozoa

0/U Metazoa

Insecta Colgclul Itera

Coleoptera]

0/t

Echinoidea Echinoidal

[=chinoida)




MGT-v1l 681 : 913 unigenes, 74 (8.11%) taxonomically assigned

Metazoa

Gymnodiniales Gonyaulacales

Raphidophyceae

Prymnesiales

Dinophyceae O/Euéﬁ%orty%ta

0/U Dinophyceae

0/U Eukaryota
0/U Eukaryota




MGT-v1l 682 : 912 unigenes, 256 (28.07%) taxonomically assigned

0/U MetéMetazoa Actinopteri |SordFungietes|Viridiplantae

o/nl 0/l )
: 0/_U e Cryptophyta BB%%tt%rr'%
Coscinodiscaceae [BEEus o

. . Corethrales Oomycetes -
COS(())III’l]Cl)dlscaleS Oomycetes| mane

sediment
QOSCI n Od I SCU S Chaelé‘c”elrolales Perid?rﬁalceae
cCoscinodiscus Chagtocerotaies At Daridiniacage

prRiNoRhyceae—

Peridiniales

ony

0/U CoscinodiscCoscinodiscophyc Thajassiosha i
Mediophyceae

MedioplyeLas

0/l)

Thal Thalassiosiralesiosiraceag Liomo
ICMopnoraceae
alassiosirales » Liemophoraceae

[Thalassiosiraceae] Fragq”&rl]l’li(l)Ph @
Fraghiariopnyceéae

Fragilariophyceae

O Rt

0/U Eukaryota




MGT-v1l 683 : 910 unigenes, 75 (8.24%) taxonomically assigned

0N
0/U Eukaryota 0/U Eukaryota0O/U DinopDinophyceae | _Suessiales
Symbiodinium

0/l on)
Arachnida pemespongie

0/ o/l
Eniercpnensta | Gastropoga
Actinopteri Gastropoda

Elljkaryota

0/U Metazoa Metazoa Hydrozoa

Maxillopoda




MGT-v1 684 : 909 unigenes, 50 (5.50%) taxonomically assigned

0/} 0/l)

0/U Eukaryota Coccidia |Oomycetes
Coccidia [Oomycetes

Viridiplantae

0/)

Suessiales Peridiniales Prorocentrales
Prorocentrales

0/l

Amphibia Insecta
Amphibia

0/U EukaryotaEukaryota

Dinophyceae

0/U Dinophyceae

Metazoa
0/U Metazoa

Primates

Mammalia
0/U Mammalia




MGT-v1_685 : 907 unigenes, 140 (15.44%) taxonomically assigned

0/l 0/
0/l Cestoda S_c%//Bhozoa
Echinoidea | Cestoda [Scyphozoa
Echinoldea
0/l o onr onl
Enteropneustajmaniae Anthozoa Actinopteri Polychaeta|
Enteropneusta Actinopteri 0/U [Polychaeta
Maxillopoda

Bivalvia |Calanoida| 0N
Gastropoda
Gastropoda

o/U
Anthoathecata

Leptothecata | capahiavigse | Amthoahecata
Hydridae
Hydridae

Eukaryota

o/u
Eukaryotal

Hydrozoa 0/U Metazoa

0/U Hydrozoa




MGT-v1 686 : 901 unigenes, 47 (5.22%) taxonomically assigned

Trichoplax Anthozoa Polychaeta

0/U Metazoa— Metazoa: Viridiplantae o
Gammaproteobacteria
Gammaproteobacteria

0/U Metazoa Actinopteri Chromadorea

Planctomycetia|

0/l ol

. ony Labyrinthulomycetes Alphaproteobacteri
Kinetoplastida | Capyrinthuiomycetes Bl e
Kinetoplastida

0/U Pelagophyceae :
Stigonematales

0/U EukaO/U Eukaryota

Prymnesiales Pelagophyceae
Sarcinochrysidales
Eukaryota

Proteobacteria

BaCteﬂa bacterium JGI

0000113-P07

0/U Eukaryota

Heteroee/\kslaceae —O/U Bacte”a_
Heterocapsal

0/U Chroococcales

Dinophyceae Peridiniales

Chroococcales

0/U
Peridiniales| Synechococcus




MGT-v1 687 : 900 unigenes, 72 (8.00%) taxonomically assigned

MamiellophyViridiplantae Chlorophyceae Metazoa

Marine

0/}
Archaea:
Archaea

AB-629-J06

Eutrapiales | prymossial Raphidbph
utreptiales rymnesiales aphidophyceae
Eutreptiales | Prymnesiales Raphidopnyceas

0/U Euk€/U Eukaryota

0/l e
Ectocarpales | Cryptophyta

Ectocarpales no

superKingdom

o/nl

Prorocentrales
Prorocentrales

0/}
0/U Eukaryota Gymnodiniales
Gymnodiniales

0/l

Flavobacteriia
FHavobacteria

0/U DinoptDinophyceae

——Bacteria
0n|

Gonyaulacales
Gonyaulacales

0/U Bacteria




MGT-v1 688 : 895 unigenes, 146 (16.31%) taxonomically assigned

Strongylocentrotidae

0/U EchinoideaEchinoidea  Echinoida

0/U Echinoida

N/l

Gastropoda
Gastropoda

ons
VY EMEIE
YEMINEE

0/}
Asteroidea
Asteroidea

Hydrozoa

Insecta

o/nl
Anth
Anthozoa

onl
ozoaiaria
Actiniaria

Actinopteri

Harrimaniidae
Harrimaniidae

Enteropneusta
Enteropneusta

Enteropneusta

0/

0/} m

Eukaryota

0/U Metazoa

Eukaryotal




MGT-v1 689 : 892 unigenes, 780 (87.44%) taxonomically assigned

Metazoa|

0/U Eukaryota

Dino
Dino|

o/

BRY

ceae
ceae

o |
n
Fling

0/U Viridiplantae

Prasinophyceae sp. CCMPlelI

|

Eukaryota

Viridiplantae prasinophyte sp.
RCC997 (clade VIIAL)

/L
Poales
Poales|




MGT-v1 690 : 887 unigenes, 69 (7.78%) taxonomically assigned

Actinopteri
0/ 0Nl o/U
Hirudinida| Hydrozoa | Maxillopoda
Hirudinida|Hydrozoa [Calanoida

Dinontqlceae
0/l DlnoBhé//ceae
Gastropoda
Gastropoda Ch'P/“ ol = h_n/l l_d

In ilopoda | Echinoidea
secta Chilopoda | Echinoida

o/l

Bivalvia Enteropneusta
Enteropneusta

0o/U

Eukaryota Eukaryota

o/U
Eukaryota

0/U Metazoa




MGT-v1l 691 : 886 unigenes, 377 (42.55%) taxonomically assigned

0/U Metazoa  Metazoa Echinoidea | Mammalia

Viridiplantae

N/l

Choreaotrichi
cnoreotricniaal

0/
Coscinodiscophyceae
Coscinodiscophyceae

Tintinnida

0/
Sporadotrichida
Sporadotrichida

nni
Bacillariophyceae|
Bacillariales

o1y
Dictyochophyceae | Mediophyceae
yochop Mediophyceas

SpirotrichezOlEUléﬂ%%%ta

0/U Spirotrichea

Dinophyceae

0Nl
Prymnesiales
Prymnesiales

oL )
Rotaliidal
Rotallda]

0/U Eukaryota
0/U Eukaryota




MGT-v1l 692 : 885 unigenes, 830 (93.79%) taxonomically assigned

0/U Alphaproteobacteria

Sphingomonadaceae

Erythrobacter

Alphapll3acteria teria

0/U Sphingomonadales Sphinglomonadales

Erythrobacteraceae

0/U Erythrobacteraceae




MGT-v1l 693 : 885 unigenes, 533 (60.23%) taxonomically assigned

O/Dictyochaleses | (Florenciellaless

onl
Pedinellales sp. CCMP2098 Strombidiidae
rSpirairiches Braitens

on) .
Spirotrichea Coccidial

(Coccidial
o/ FFPhaquystaIése

0/PedinelldDictyochophyceagEukaryota, o phyceae
0/U Pedinellales ’

karyota

0/U Eu
U/U Eukaryota

Verrucomicrobia

‘ ‘ (H I\I rueomico 0/l ‘Flavobacteria
HEENCA | Nerrucomicrobial e 0/U Flavobacteriiam

o ”
Rhodobacngdobacterales »mees | | - bacterium === Flavobacteriial wsoz4-2a

‘ Hyphomonadaceae SCGC ) Flavobacterium |Po|aribacter

bacterium JGI

AAA164-MO4 | oo00113-po7

onn
&yicphaga

alpha .
proteobacterium |7"eoPacemm FIaVObaCter'”a
SCGC

FleFlavobacteriales
SCGC AAA160-J14| AAA536-K22 Flavobacteriaceae

Alphaproteobacteria Bacteria

0/U Alphaproteobacteria

0/U Bacteria

0/U Alphaproteobacteria i

Gamma(lproteobacteria
Gammaproteobacteria




MGT-v1l 694 : 884 unigenes, 863 (97.62%) taxonomically assigned

0/U Flavobacteriales

0/U Zunongwangia

ZunongwangFlavolRaSEN2 eae 0/U Flavobacteriaceae

Zunongwangia profunda




MGT-v1 695 : 883 unigenes, 63 (7.13%) taxonomically assigned

Dinophyceae
A - . .d()/llJ
prynﬁ!émge-s-'ﬁ?ﬁceae V:Hd:Blgmgg

0/U Eukary0/U Eukary0/U Eukaryota
Polycystinea
Phaeocystales o EUNGl s

0/L) Leptothecata ol

Parazoanthidag
Parazoanthidae S Insecta

0n|
0/U AnthAnthozoa ~Zoantharia- Actinobacteria
Hydrozoa Actinomycetales

0/U oy o

Anthoathecat
Anthoainecata o 0/l

Zoantharia_Hydrozoa Demospongiae [Echinoidea . onl
Eukaryota Bemospongiae | 'Echinoida |Puniceicoccales
Puniceicoccales

——Opitutae

Coelacanthiformes

n/) Opitutales
Sagittidae P
Sagittidae

tazoa ; e
0/U SagiiSagittoidea fAphragmophora _
Bacteria
o/U

Aphragmophora

0/U Metazoa
0/l

0/U Metazoa THehoplax Cyclopoida 0/U Bacteria

0/U MaxillopMaxillopoda
o/l 0N
Calanoidanidae
Calanoida] Calanus




Bolidomonas Bigelowiella

gene O 83490) to

Chromera

O O Ci Ci 0 10
ani eV o/u
G\?onr%%hlllgccaaltlgs Pedineliaics Eucyrtidiu

0/U Bacillariophyceae

0/U Bacillariales

Dinophyceae

DINOPNYCEAE | upmomesse e hoone

Th

alassionemales | Mediophyceae

Rhizosoleniaceae

|
Bacillariophyceae

0/U Eukaryota Corethrales
— ...Pseudn—nijtzschia
Bacillarialesnitzschia
%Bacillar Coscinodiscophyceae ™
BaC|||a[|d%gc!leanaceae COSulluul:bupnybcac p y |
nni ) Chaetocerotales
Fra |Iar|%p5|s 0/U
-ragnariopsis

Chaetocerotales
Euplotida)
[Choreotrichida

o/u
[Choreotrichidal

Eukaryota

0/l

Tintinnida
lintinnida [}
St nﬁ'l Il ]

. . . erkiellal
0/U SpirSpirotrichea Sterkielia
Oxytrichidae]

o

Oxytrichidag]




MGT-v1l 697 : 877 unigenes, 688 (78.45%) taxonomically assigned

0/U Viruse<0/U Viruses

o
Dinophyceae

0/U Caudovirales

Dinophyceae

~Eukaryota
o/J
Eukaryota

Chroococc:

Bacteria

Prochlorococcus phage P-SSM2

Viruses
Caudovirales-|

T4likevirus Myoviridae

0/U T4likevirus

0/U Myoviridae

Bacteria

bacterium JGI
0000113-P07




MGT-v1l 698 : 873 unigenes, 792 (90.72%) taxonomically assigned

0/U Bacteria

Flavobacteriia

0/U Gammaproteobacteria

o/y
Vibrionales|

Vibrio

0/U Alteromonadales

Pseudoalteromonas agarivorans |Pseudoalteromonas sp. NW 4327

Bacteria :
Gammaproteopacteria
Alteromonadales

0/U Pseudobseudoalteromonadaceae

aiciviniv

Eukaryota

o/U
Pseudoalteromonadaceae




MGT-v1l 699 : 873 unigenes, 79 (9.05%) taxonomically assigned

0N onn
Hydrozoa Insecta |Bivalvia
Hvdrozoa Bivalvia

Polychaeta Gastropoda

0/l

Actinopteri Echinoidea
Echinoidea

Eukaryota

0/U Metazoa




MGT-v1 700 : 871 unigenes, 606 (69.58%) taxonomically assigned

. ony
0/U Planctomycetial sparshacteri Eulanybta

Eukaryota

/Actinobacteria marine

di t

ol Verrucomicrobiae o Planctomycetia m:far:::me
Verrucomicrobiales Verrucomicrobiae | Y (/V] _

Planctomycetales Cytophagia

oy
Chromatiales
Chramatiala

Rubritaleaceag]

Rhodopirellula

Verrucomicrobiaceae oni
Verrucomicrobiaceae

iales .
Gglﬁmmgggggg% acteria |Cytophagia]

Cyt ﬂr/‘ll |
ophagales
C%oghagales

uncultured
marine

bacterium
HF10_49E08

uncultured Verrucomicrobia

] bi bacterium
verrucomicrobium scac

HFO0500_18J03 | AAA164-E04

Bacteria

Verrucomicrobia
bacterium SCGC
AAA027-119

v

Species

0/U Bacte0/U Bacteria

Verrucomicrobia
bacterium SCGC
AAA164-M04




MGT-v1_701 : 871 unigenes, 219 (25.14%) taxonomically assigned

0/U Metazoa

Vi

Cnioropnyceae

) _n/||
ridiplantae

onl

InsectajMammalia|
lnsecta Mammaliaj

=

o/L! |

uﬁéjlngl

0/l

Actinopteri

Oikopleura

Oikopleuridae
0/U Oikopleuridae

Eukaryota

Appendicularia

0/U Appendicularia

oNJ
Coccidia
Coccidia

Eukaryota

o/v

o/U
Eukaryotal
Eukaryotal




MGT-v1 702 : 870 unigenes, 754 (86.67%) taxonomically assigned

0/U Metazoa

o5 Rta

0/U Calanoida

Eukaryota

0/Oithonidaeae

0/U Maxillopoda Maxillopoda

Cyclopoida

0/U Cyclopoida




0/U Coscinodiscophyceae

Mediophycea

Chaetoceros

CoscinodiscojEukaryota

ChaetocerotiChaetocerotales

0/U Chaetocerotaceae

0/U Chaetocerotales

0/U Eukaryota




MGT-v1l 704 : 868 unigenes, 857 (98.73%) taxonomically assigned

0/U
Eukaryota
Eukaryota

0/U Bacteria Prochlorales

Prochlorococcus|
sp. W2

Rhodobacterales |gnzsbaies

alpha
proteobacterium | "2
proteobacterium|

S C G C SCGC
AAAB36-K22
AAA015-N0O4

alpha
proteobacterium
SCGC AAA536-G10

0/U Pelagibacterales

Bacteria
Candidatus Pelagibacter ubique II—P—Pia' ha proteobacterium HIMBS]

PelagibacterAlphaproteobacteria D0, A [ 31200 S

0/U Alphaproteobacteria

us PeIzPeIag,ibacteracean Pelagibacteraceae
a auvlcl

LUS rerayl




MGT-v1_705 : 867 unigenes, 107 (12.34%) taxonomically assigned

o/U 0/}
Insecta |wepidoperal| Enteropneusta
Danaus| Enteropneusta

0/ 0/

: : GastropodalMammalia
Bivalvia GastropodalMammalia

Fungi

Phaeocystales

Anthozoa Demospongiae

N/l 0/l

Arachnida| Aves
Arachnida| Aves

0/l

Polychaeta
Polychaeta

Scyphozoa

0/

Le ptoth ecat@%mga?{hiariidae Anthoathecata

anulariiaae | Anthoathecata

Branchiostomidae

Metazoa Eukaryota

Hydrozoa
0/U Hydrozoa

0/U Metazoa
0/U Metazoa

0/U Eukaryota
0/U Eukaryota




MGT-v1 706 : 853 unigenes, 230 (26.96%) taxonomically assigned

0/U Eukaryota
0/U

Dinophyceae
DmoBh%eae

0/TheopeNassellaria [0/U Nassellarial

0/U SphaerSphaerozoidae 0/Collozoumm

o/
Metazoa

Eukary

Collodaria Polycystinea

Metazoa

0/U Polycystinea

Hydrozoa|

0/U Collodaria

oni
Actiniaria,
Actiniaria

rAnthozoas

o/
Anthozoa|




MGT-v1 707 : 849 unigenes, 760 (89.52%) taxonomically assigned

0/U Bacteria

Bacteria

SynechococcltChroococcales 0/U Chroococcales




MGT-v1_708 : 849 unigenes, 87 (10.25%) taxonomically assigned

Insecta

0Nn|l
Chromadorea
_ Chromadorea| ,,
Arachnida o Mammalia
Branchiopoda
Branchiopoda

0/U
DecajMalacostraca
Malacostraca

o
Aconoidasida
Aconoidasida

Eukaryota

0/U Metazoa

o/u
Eukaryota|

(0/[V]
Eukaryota|




MGT-v1 709 : 845 unigenes, 431 (51.01%) taxonomically assigned

0/U Vi0/U Viruses

0/
Prymnesiales
Prymnesiaceae

Gonyaulacales

0/U Eukaryota|
U/U EuKaryota

V1V)

Dinophyceae

oni
Melosirales]
Velosirales

uncultured
Mediterranean
phage MEDS1
group

0/U Planctomycetia

o/u
Gammaproteobacteria
Gammaproteobacteria

Chroococcales | Nostocales | Prochlorales

Synechococcus
phage S-CBP3

Proteobacteria bacterium
JGI 0000113-P07

Planctomycetia Bacteria

— Planctomycetales™ |

o/l

Planctomycetaceae
Planctomycetaceae

O/U Bacteria

U/U DdadllEelid

0/U Bacteria

0/U Caudovirales

no superKingdom




MGT-v1_710 : 844 unigenes, 600 (71.09%) taxonomically assigned

(0/U Spirotrichea

Urostylida

0/l

o/u
Choreotrichida

Chorer())l}rlichida
Strombidinopsidae
Strombidinopsidae

T ant
Oxytrichidae

Sporadotrichida
u/v

Sporadotrichida

SpirotEukaryota

0/U TintiTintinnida

O/Favellalla

Xystonellidae
o/u

Xystonellidae

Schmidingerella taraikaensis|

laYIN}

Schmidingerella
Schmidingerella

Rhabdonellidae

o/U
Rhabdonellidae

DInophyceas

o/U

Nassellaria
'Nassellaria

nni

Theoperidae
eucyruaium




Chroococcales

MGT-v1_711: 843 unigenes, 411 (48.75%) taxonomically assigned

Candidatus

Archaea
Flavobacteriales] (aYK] T
: |Actinomarinales| O/U SFungiceteS
Proteobacteria

Me! Metazoaaha Virid?llla{ntae
Actinobacteria | Flavobacteriia |0/U Clostridial
I Actinobacteria
bacterium JGI

Vinidiplantae

o/
e Gymnodlnlales
olu ol

mnodiniales
Proteobacteria EA(:Ur;(g})(‘iuk:/tena1 Flavobacteriia Clostridia
0000113-P0Q7

/|
Cloaital o
bacterium JGI | anaoir-iss | Favobacteria | CIBSIGAIES Peliaproteobacteria o
0000113-L05

Pavlovales
0/U Bacteria

Pavlovales| Dinophyceae
alpha Rhod g/llt | Dinophyceae
Bacteria teobacterium |Rnsaobacieracess

Rhodobacteraceae Pelagophy:
: _SCGC_ __ o/U " o EukO/U Eukaryota -
N/ | Pedinellaled]
: erales
0/U Bacteria AIphaproI 0[?' clggrtleObaCte“a

| | O/U Eukaryota
o/U Pelaglbacterales

0N Dictyochophyceae
Alphaproteobacteria Pela%lbacteraceae
Pelagiacteraceae

Cyanophage
Syn30

marine sediment metagenome

uncultured
cyanophage

0/U Caudovirales

uncultured phage
MedDCM-OCT-S04-C650

0/U Viruses

"o sggeripggom

Synechococcus| O/U Viruses
phage

S-10M18

Cyanophage
P-RSM6

Synechococcus|
phage S-SM2




MGT-v1_ 712 : 841 unigenes, 493 (58.62%) taxonomically assigned
0/U Bacteria

no superKingdom

0/U Mammalia I Chiroptera

Cercopiihecidae| Hominidae—hyloggtidae

{ISE[E]

0/U
Insecta

Insecta
0/U Gammaproteobacteria

Maxillopoda:

PrinM etazoa Cyclopoidal
O0/U Primates |

o/u
Metazoa

0/U Ocg . Strombidium
Gammaproteooacterla

o/U SpirotricSpirdtrichea@plgiidae

Strombidiidae

Choanoflagellida] _Perkinsida ou  |Peridiniales
. . reriainiales
Oceanospirillales

Prorocentrales|

0o/U EUkaryota Prorocentrales|

Oceanospirillaceae Thalassoltuus

Thalassolituus

0/U Eukaryota Dinophyceae

0/U Dinophyceae




MGT-v1 713 : 840 unigenes, 29 (3.45%) taxonomically assigned

0/l

0/U Met0/U MetazMetazoa Testudines Insecta Viridiplantae
Viridiplantae

0/ 0/1)

Peridiniales Gonyaulacales|Gymnodiniales
Gonyaulacales|Gymnodiniales

Eukaryota

Dinophyceae 0/U Eukaryota 0/U Eukaryota

0/U Dinophyceae




MGT-v1l 714 : 836 unigenes, 603 (72.13%) taxonomically assigned

nni
Pelaglbacterales
rela uagleraceae

Alphaproteobacteria

Alphaproteobacteria

<.oue0ccaceae

T —
Prochlorales,

Bacteria

Proteopyj Bacteria
bacter0/U Bacteria/U

0000113-PO7 | Bacteria

Prochlorococcus phage Synl

T4likevirus

Viridiplantae _ |Metazoa
o/U 0/l

. Oomycetes

Alexandrium \ Oomycetes

SyneChOCOCCUS Dinophyce lagophycea

o/u Pelagomonas

phage S—SMZ Gonyaulacales|

o/nl

Prymnesiales
HVIESEIES

oo o/J
M (0)V/] I‘Idae Viruses|

0/U Myoviridae o/Eukar d%% -

0/U Caudovirales Viruses

0/U Eukaryota
0/U Myoviridae o

Viruses

0/U Eukaryota




MGT-v1 715 : 834 unigenes, 135 (16.19%) taxonomically assigned

on) 0/l
Chromadorea [Trematodal
[0]18]
Malacostraca Irematoda

occapod

0ong 0/l
/ Mammal Evaivia | Hrtdnia
Sihe ammalia . Ivalvia
Hydrozoa |iepsthecats Calanoida
0/l N/l

Anthozoa|Arachnida
AnthozoalArachnida

Maxillc_)loda
0/U Maxillopoda 0N | o
822% 833 Aclinopier

0nl
Harrimaniidae
Polychaeta _Harrlrgﬁ?lldae_

Insecta Enteropneusta
Entergpneusta

Echinoidea

Eukaryota Enteropneusta

o
Lobata

0/U Metazoa




MGT-v1_716 : 831 unigenes, 601 (72.32%) taxonomically assigned

itroshi 0/l
0/} oS : Eukaryota

Flavobacteriiaf

errucomicrobiaceae Flavenacienia
verrucom|cromaceae|

0/U Planctomycetia

Lentisphaeria

- : : o/U :
VerrucomicVerrucomicrobiae ) : Planctomycetia 0/U Bacill
Verrucomicrobiae cammanllls ill

ammaproteobacteria

i i ammaproteobacteria aCII L
0/U Verrucomicrobiales A CARRGECHHEETS | painaes

Planctom getales

PIdllClUllIyUel'

0/l

Spartobacteria
Spartobacteria

Verrucomicrobia

bacterium
SCGC Verrucomicrobia
AAAD27-119 bacterium
SCGC
AB-629-E09

Bacteria Verrucomicrobia

bacterium
SCGC
AAA300-N18

Verrucomicrobia
bacterium
SCGC

0/U Ba0/U Bacteria AAA164-E04

\Verrucomicrobia
bacterium
SCGC
AAA164-M04




MGT-v1_717 : 822 unigenes, 444 (54.01%) taxonomically assigned

(018
uncultured Prymnesiales

Prymnesiales

. : cyanophage L ou |
0/U VirusO/U Viruses Eiikaryota o viiditantae

Synechococcus Eukaryotg
phage S-CBP3

nni iridiplantae
Dinophyceae [Mamiellophycead]
Dinopnyceae

0/l ol
Nostocales |Prochiorales
Nostocales Prochlorales

Bacteria
0/U Bacterial

0/U Caudovirales

Viruses | Synechococcus phage S—SM2

Prochlorococcus phage P-SSM2
Caudovirale

T4likevirus Myoviridae 0/U Myoviridae
0/U Myoviridae

0/U T4likevirus




MGT-v1_ 718 : 821 unigenes, 748 (91.11%) taxonomically assigned

0/U Phaeocystales

0/Prymnesiaceaeae

0/U Phaeocystaceae

Calcidiscaceae:

AMIESEES
0/U Prymnesiales
Coccolithales|
Coccolithales|

Phaeocystis antarctica

Phaeocystales Eukaryota
Phaeocystaceae

Phaeocystis
0/U Phaeocystis

0/U Isochrysidales

0/U Eukaryota




MGT-v1_719: 811 unigenes, 413 (50.92%) taxonomically assigned

O/I 1
Metazoa
Metazoa =~ o~
Actinopteri
Actinopteri

0/U Mamiellales

oni
Qomycetes
QOomycetes

ol
- Dinophyceae
ViridiplaEUuKaryota. | ,ameopmycese 1 Dinopnyceae

0/U Eukaryota 0/U Viruses

o/v

Synechococcus
phage S-CBP3

0/9streoBathycoccacea

e
U Ustieutuenus ThiBathycoccaceae

0/U Eukaryota

0/T4likevirusus

Chroococcales

0/U Prochlorales Proteobacteria

bacterium JGI Myoviridae

: 0000113-P07 0/U Myaviridaa
Prochlorococcus marinus Viruses

Caudovirales

ProchloralesIIBacteri%

ProchlProchlorococcaceae
Prochlorococcaceae

U 0/U Bacteria

0/U Bacteria

0/U Prochlorococcus Wil Cauclaniales




MGT-v1 720 : 806 unigenes, 32 (3.97%) taxonomically assigned

0/U Metazoa

Hydrozoa

Insecta

Eukaryota

Actinopteri

Oithonidae

0/U MaxillopoMaxillopodaCyclopoida

0/U Cyclopoida




MGT-v1l 721 : 805 unigenes, 675 (83.85%) taxonomically assigned

0/U Bacteria

Actinobacteria| |Alphaproteobacteria
Sdonareae Rhizobiale

MMC

copacieriaceae

Viridiplal

Rhizobl a|e§ [ Betaproteobacteria

0/U Oceanospirillales

o/nl
Alteromonadales | pseudomonadales

OceanospirillalGammaproteobacteria

Oceanospirillaceae

Bacteria

0/U Gammaproteobacteria




MGT-v1_ 722 : 798 unigenes, 171 (21.43%) taxonomically assigned

0/
o ore
on Fungi
Actinopteri 9
IACtinopteri onl

Ascidiacea
Ascidiacea
0/U Metazoa

o/
Peridiniales

\ETInEIED

Oikopleura

Eukaryota

o/u
Eukaryotal

0/U Appendicularia Appendicularia Oikopleuridae

0/U Oikopleuridae

o/u
Eukaryota




MGT-v1_723: 797 unigenes, 757 (94.98%) taxonomically assigned

0/U Chroococcales

Prochlorales

Synechococcus sp. CC9605

Synechococcus

sp. WH 8109

ChroocBacteria
Synechococcus

0/U Synechococcus

0/U
Bacteria




MGT-v1_724 : 797 unigenes, 511 (64.12%) taxonomically assigned

0/l

0/U Viridiplantae Viridiplantaexmiellophyceae Metazoa [resudmnes FUNQI,

Gymnodiniaceae oy oy

Karlodinium Noctiluca EHF SS nggg

o/
Pelagophyceae an ,

o/ }/'B i

Suessiaceag)
Suessiaceae Pelagophyceae

Suessiales o

oo Pelagomonadales |
0/U GymncGymnodiniales Kareniaceae | Suessiales |Faoomonacaes Dighioghiontyceae
Coccosphaerales el
Coccosphaerales| j o/

Gonyaulacales Bicosoecid
Gonyaulacales 0l

on
Isochrysidales
isocnrysiaales Eﬂggggyg{g}gg

Florenciella parvula

Bolidomonas | Palpitomonas

DmophyceaOlu |:u 0rg/aota

0/U Eukaryota

o/
Bacteria
Bacterial

U/U CURdI

0/U Dinophyceae o/u E“kafyoEﬁ




MGT-v1_725: 797 unigenes, 404 (50.69%) taxonomically assigned

e — Cons. [T
O/CicCichliformes o Cyprinodoniiformesal :Perciformes
Cichliformes| Poeciliaae] 18] LywSurciuiys)

0/U PomacentiPomacentridae 0/Stegasteszs 0/U rMoronid;':le

0/U
Eukaryota

0/U Actinopteri Metazoa
0/U Actinopteri




MGT-v1 726 : 796 unigenes, 465 (58.42%) taxonomically assigned

Isochrysidaceae| (Noelaerhabdaceae:

Isochrysidal
01N usy%?u%?es

0/l

Prymnesiaceae
Prymnesiaceae

Prymnesiales

u

0/U 0/Coccosphaeralesas::

Phaeoc;istaceae

Phaeoc(\jstales
0/

Phaeocystales

0/U Prymnesiales

0/U (Coccolithales

Eukaryota

(0/U Eukaryota




MGT-v1l 727 : 793 unigenes, 183 (23.08%) taxonomically assigned

nnl Micromonas
Metazoa .. Viridiplantaenieliales :
Viridiplantae | pusilla

Gonyaulacales| ou o e B
Hemiselmis

Hemiseimis o B BHI%SMSSSS

hodellophyceae) i =)
I-Cryptomonadales (e7/¥] RhodelloBhgjceae PhyCOdVIruseS =
Cymatosiraceae
o Cymatosiraceae

Hemiselmidaceae Icht h orea Pelagophyceae 0/U Prasinovirus
Dinophyceae [Cryptophyta-{ Mediophyceae o e

Coscinodiscophyceae
: Cymatosiral
Dinophyceae 0/U ymags'eres

Cymatosirales 0/

Cryptophyta Thalassiosirales gB”g%Hgngg

Coscinodiscophyceae

0/
Isochrysidales
Isochrysidales

]
Coccolithales|
[Coccolithales

Eukaryota
0/U Eukaryota

Prymnesiaceae

Deltapratbabacteria
Deltaproteobacteria

on
Sghin obacteriales
Saprospiraceae

o/l

i AR L}/’%ggha ia Havoor;lc!etnalés
0/U EukaryO/U Eukaryota -Sphingobacteriia-|

0/U
Sphingobacteriia | Alphaproteobacteria

Prymnesiales

. ———Bacteria
0/U Prymnesiales

0/U Bacteria




MGT-v1l 728 : 789 unigenes, 563 (71.36%) taxonomically assigned

0/U Eukaryota

Dinophyceae}

0/U Phaeocystales

Mediophyceae

Thalassiosiraceae

Phaeocystis antarctica

0/U EukarEukaryota
Phaeocystales

Phaeocystis Phaeocystaceae
0/U Phaeocystis

0/U Phaeocystaceae

Coscinodiscophyceae
(W8]
Thalassiosirales

0/l

Pyrenomonadales
Pyrenomonadales

0/U Cryptophyta|

Cryptophyta
0/U Cryptophytal

Cryptophyceae
sp. CCMP2293




MGT-v1_729 : 783 unigenes, 145 (18.52%) taxonomically assigned

Bivalvia Insecta

nni

AgaFunaqietes
/-\gauuuln eles
0N
Hirudinidal
Hirudinidal

— 0/U
Dinophyceae
Dinophyceae
0Nl

Actinopteri Eutreptiales
cutrepuales

0/U Metazoa

Calanoida

Maxillopoda

0/U Maxillopoda
MetaEukaryota

o/U
Eukaryota
0/ L¥

Anthoathecata

Campanulariidae Eukaryota

0/U HydrozoaHydrozoa
Leptothecata
0/U Leptothecata




MGT-v1 730 : 782 unigenes, 333 (42.58%) taxonomically assigned

0/ Proteobacteria 0/U Flavobacteriia

0/U Flavobacteriales
Fungi _0000113-E04 il ' |

0/U
Planctomycetia
Planctomycetial

Hydrozoa| bacterium JGI
ydrozoa|

ong e 0/l
o/ V|r|dV|r|d|\planta,enielloBh¥ceae Metazoa—;
Vlrldlplantae‘ viagy [Viamiellophyceae Amphibia -
Ampnibia Flavobacteriial
Flavopacleridies
Flavobacteriaceae
Flavopacteriaceae

prasinophyte

Pelagophyceae

Bacilli

. on

Dinophyceae A 0/U Bacteri:Bacteria
. onl .

Bishyochophyeeas 0/U Bacteria

Prymnesiales Bicosoecidal 0/ .
Bolidomonas | Palpitomonas ﬁll rI{laa rg?é%gga%%ea 1a

0/l
Phycodnaviridae |0/U Viruses
Phycodnaviridae

0/U Virus

Mimiviridae
0/U Eukaryota
Caudovirales

0/U Eukaryota
U/U CEUKdIyold

no superkKingdom




MGT-v1l 731 : 782 unigenes, 510 (65.22%) taxonomically assigned

O/U V|ruSeS | Isochrysidales __lo/y pelagophycead]
Cyanophage 01U Pelagomonadales
Archaeoglobi
S-TIM5 O/U O/I ]
Archaea

Eukaryota |[rekdmonadiies——— Archaea
VlndlLBIS\mae

Viridiplantae

0/
Clostridia
Clostridia

Deltaproteobacterial

Shr €S coue
roococcales
Synechococcus | |00 sl

0/U
Gammaproteobacteria
Gammaproteobacteria

Actinobacteria

Cyanophage
P-RSM6

iz i 0/l
0/U BacteriéBacteria, pgjaginacterales
Pelagibacterales

O/U BaCterla Proteobacteria .
vacerim 61| Alphaproteobacteria

0000113-P07

Alphaproteobacteria

0/U Caudovirales
no superKingdom




MGT-v1_ 732 : 781 unigenes, 97 (12.42%) taxonomically assigned

0l Echinoidea |ggtingida 0Ll
Leptothecata Polychaeta
Campanularidae Polychaeta

Hydrozoa

Enteropneusta
Enteropneust

o Sagittoidea

/U

vemos on lae

N/l

n/u Gastropoda |Hirudinida
Demospongiae | ¢astropoda | Hirudinida

Calanoida

0/l o/U

Insecta _
0/U Hydrozoa Maxnl%aoda
o/

Maxillopoda

Anthozoa|Chromadoreal Cubozoa
Anthozoa|Rhabditidaj Cubozoa

0/l

on| 0/U
Mammalia
Primates| Pongo

0/l
Amphibia
Amphibia]

Cichliformes

Moronidae

Eukaryota

0/U Metazoa

Actlno teri .
0/U Acunopteri
U/U ACUINOPTEri

o/u
Eukaryota




MGT-v1l 733 : 780 unigenes, 51 (6.54%) taxonomically assigned

O/II 0N onr
¥ chaetatellida | Actinopteri
Polychae a| Capitellilda | Actinopteri

Amphibia AveMetazoa

ﬂlll

Fra |Iar|o ceae
Fragilariophyceae

0/l onJ

Gonyaulacalesaizaseze Suessialesypginasez [Peridiniales
Gonyaulacales | Perdiniales

Spirotrichea

Eukaryota

DinophycO/U Eukaryota Vannellidae

no

0/U Dinophyceae superKingdom

0/U Eukaryota
0/U Eukaryota




MGT-v1_734 : 780 unigenes, 142 (18.21%) taxonomically assigned

Anthoathecata on
Hydl’ldae Demosponagiae o Sm?omoda Chromitores

DemOS on IaeB}gHEHigggga lopoda [Chromadorea]
0/U HycHydrozoa o)

i Leptoth t
0/U Maxillopoda B

onl onJ 0Ll

Actinopteri |EnteropneustalAnthozoal
Actinopteri EnteraneustaAnthOZOa

|
CalatMaxillopoda
finmarchicus

Mammalia Polychaeta

o/U Insecta i
CalanCalanoida . . 0/U Echinoidea
Calanidae

Pandalidae

0/U Calanus Echinoidea |Malacostraca

Eukaryota

0/U Metazoa




MGT-v1_735: 777 unigenes, 97 (12.48%) taxonomically assigned

0/l) X 0N ]
Choanoflagellidal Coccosphaerales | Isochrysidales
Choanotiageliidal Coccospnaerales | |sochrysidales

0/U Eukaryota
0/U Eukaryota

0/U Eukaryota

N/l
SHT

SordeFungicetes

Ol idial Ny
Mamiell(..\,J/..I,[!.m,lp %l"—!}lau'gﬂaceae

0N
Chrysephyceag

o/U
Chaetocerotales
Chaetoceros

0Nl
Enteropneusta
Enteropneusta

0/U Metazoa

Insecta

Dinophyceae

0/U Maxillopoda

Calanus

Maxillopoda

CalanidaeCalanoida 0/U Calanoida

0/U Calanidae




MGT-v1_736 : 777 unigenes, 725 (93.31%) taxonomically assigned
0/U Bacteria

Lynebact(—:‘nalles

Covyne faClenaies|

Microbacteriaceae
Actinomycetales

) Bacteria
MicrococcalesActinobacteria

marine actinobacterium PHSC20C1|

0/U Micrococcales 0/U Actinobacteria
U/U ALULI I paclelia




MGT-v1_737 : 774 unigenes, 56 (7.24%) taxonomically assigned

0/U Eukaryota

Calanidae
P I h A ?1“] 0/l
olychaeta Nthozoa| Chromadorea | /U
y Anthozoal Chromadorea Eg‘étteer}a
1a

0/U MaxillMaxillopoda Calanoida

0/U Calanoida
Insecta Mammalia

Eukaryot

Leptothecata

Hydrozoa 0/U Metazoa

0/U Hydrozoa




MGT-v1_738: 770 unigenes, 423 (54.94%) taxonomically assigned

0/U Bacteria

i . o/U O/LI
Lithodesmiales |Eupodiscales| Fragiariaceas

0/U Nostocales

Fragki}lﬁgiales

Fragilariales

Mediophyceae Fragilariophyceae
0/U Mediophyceae
o/U

Fragilariophyceae

Cryptophyta

/U,
Bacillariophyceae
Bacillariophyceae

0/U Dinophyceae

Dinophyceae
Peridiniales|
Peridiniales

0/U Nostocaceae

Bacteria

Nostocales

Nostocaceae

Richelia

Richelia
intracellularis

Coscinodiscophyceal

0/l
Corethrales
Corethrales

Eukaryota

0/U Eukaryota




MGT-v1l 739 : 769 unigenes, 128 (16.64%) taxonomically assigned

o/ onl
Echinoidea [Mammalial
Echinoidea [Mammalial

0/U Metazoa Insecta

o/U 0/
Arachnida Hydrozoa
Ixodida [Hydrozoa|

0/U CalanidaCalanidae Calanus

Eukaryota

Calanoida Maxillopoda 0/U Maxillopoda

0/U Calanoida




MGT-v1 740 : 768 unigenes, 139 (18.10%) taxonomically assigned

0/U Metazoa

) 0N
Hemiptera | Echinoidea

0/ U

ECNINOIJEA |yirgiiniae

Viridiplantae)

EWS‘WESBEHEH:SB%E)
Insecta

0/U Insecta

Fungi

o/nl

Hydrozoa
Hydrozoa

0/U Maxillopoda

Cyclopoida

Eukaryota

o/l

Calanidae Calanus
Calanus|

Maxillopoda

Calanoida

0/U Calanoida

(o][V]
Eukaryota




MGT-v1_741: 766 unigenes, 120 (15.67%) taxonomically assigned

0/}
0/U Eukaryota Viridiplantae
Viridiplantae

0/l) 0/l

Arachnidal Mammalia
Ixodida |Mammalia

0/
Trematodal
‘Trematoda

0iL)

Actinopteri | Cestoda
Actinopteri

0/U Metazoa

0/l

Chilopoda | Echinoidea
Chilopoda

0/U Hydrozoa Hymenopteral

Hydrozoa Insecta
o/U

[W7AW]

Anthoathecata
Eukaryota Anthoathecata

Insecta
Metazoa

Calanus

0/U

CalarCalanoigg{léInoida
. : : 0/l o/U i

0/U OikopleurAppendicularia  |Oikopleura ) , YO CElRIeEE

Olkopleura/Appendicularia

Maxillopoda

0/U Maxillopoda




MGT-v1_742 : 765 unigenes, 49 (6.41%) taxonomically assigned

0/U Eukary@/U Eukaryota Longamoebia

Enteropneusta

onl

Insecta
Diptera

Actinopteri

Mammalia

Eukaryota

0/U Metazoa  Metazoa Echinoidea

Capitellida

Polychaeta
0/U Polychaeta




MGT-v1_743: 764 unigenes, 512 (67.02%) taxonomically assigned

ol
Gammaproteobacteria

Gammaj rqteobacterla ()/l ]
0/U Vir0/U Viruses

Chroor():/ég:cales M etazoa
Proteobacteria Chroococcales Metazoa

bacterium JGI
Cvanophage 0000113-PO7| | . om
UL IEE Bacteria stoccacsas ™ HEukaryota
P-RSM6 '0/U BaO/U Bacteria
~Prochlorales{ 0/U

Synechococcus || 0/U Bacteria 0/U Eukaryota
Euk ta
0/U MyovirideMyoviridae | Phage S-CAM1 Prochlorales SHESEE

Synechococcus
phage Syn19

WIS

Caudovirales

0/U Caudovirales




MGT-v1_744 : 764 unigenes, 64 (8.38%) taxonomically assigned

0/l

0] Scyphozoa Viridiplantae
Ascidiacea | Semaeostomeae
Ascidiacea

Hydrozoa

Peridiniales

0/t 0n)
0/1] Malacostraca |Sagittoideal
Actinopteri | V&acostaca Sagittoidea)

Actinopteri

Insecta

Dinophyceae

Calanoida 0/l '
Echinoida 0/U Dinophyceae
Echinoida

Gastropoda : —
Maxillopoda rEchinoidea

0/U Maxillopoda o/U

Echinoidea

MetazozEukaryota

0/U Eukaryota

0/U Eukaryota

0/U Metazoa




MGT-v1_745: 758 unigenes, 165 (21.77%) taxonomically assigned

0/U Metazoa

MetazEukaryota

o/l

Mammalia

Mamma“a [Actinopter|

[Actinopteri| Chilopoda

nni

DOthEl:l:{r;ll [:etes

Diptera

oni
Heterotrichea
Heterotricnea

Insecta

0/U Insecta

ool 0Nl
olycystinea
Céiddana

on)

IGymnodiniales| Suessiales
areniaceae

Dinophyceae
o/V

Dinophyceae

nni

Paramoebidae
raramoepiaae

o/v

0/U MaxillopocMaxillopoda

Calanidae
Calanidae

0/ |

Caligi

Calanoida
0/U

Calanoida

o/U

Siphonostomatoida:

Siphonostomatoida

dae

Eukaryota

o/J
Eukaryota

o
Oithona|
Oithona]

Cyclopoida




MGT-v1_746 : 757 unigenes, 14 (1.85%) taxonomically assigned

0/U Metazoa

0/U Insecta

Insecta Hymenoptera

Eukaryota

Hydrozoa

Maxillopoda




MGT-v1_747 : 756 unigenes, 540 (71.43%) taxonomically assigned

Chrysochromulinaceae
nnl

i Coccolithales
O/Haptolinana_| =B8R Eiithales

nni

Phaeocys
Pnaeocystales

0/U PrylPrymnesiales

O/l 0/
Prymnesiaceae|Noelaerhabdaceae|
g Noelaerhabdaceae
Prymnesiaceae

Isoch()llgidales

Isochrysidales

Eukaryota

0/U Eukaryota




MGT-v1l 748 : 750 unigenes, 150 (20.00%) taxonomically assigned

0/U Eukary«/U Eukaryota

Kinetoplastida| Perkinsida

0/U Metazoa

Eukaryota
Metazoa

o/uU
Malacostraca
Decapoda

Insecta

0N
Hirudinida
Hirudinida

0N
Gastropoda

0/l

Anthozoa
Actiniaria

0/

Hydrozoa
Hydrozoa

Gastropoda

oni
Polychaeta
Capitellida

on)

Asteroidea/Demospongiae]
Asterolidea[Pemospon

oni
1a€el

on
Actinopteri
Actinopteri

Bivalvia
Bivalvia

0]

0N
Harrimaniidae
HAa nan

rrimanii,

Enteropneusta:
Enterc&pneusta
AV

Enteropneusta

Echinoida

Echinoidea

0/U Echinoidea




MGT-v1_749 : 746 unigenes, 167 (22.39%) taxonomically assigned
0/U Eukaryota

/| N/l
o/U FunFunglotlor#%//cetes Viridiplantae

otiomycetes| viridiplantae

0/l
Arachnidal o N
Arachnida EnteropneustalHydrozoa|

Actinopteri |

Enteropneusta|

Hydrozoa

0/
Gastropoda| oni : :
Gastropoda Asmdmceg\BNalVla

IAscidiace

Calanoida

o/U

Hirudinida
Maxillopoda 0/)

dopoida| Mammalia |Hirudinida
Maxillopoda| Cyciopaiga| Mammalia

Rh nchobdelhda
Rhynchobdellidal

Insecta
Eukaryota

0/U Metazoa Metazoa

Capitellidae

0/U
Polychaeta

CapitelPolychaeta

0/U Capitellida




MGT-v1_750 : 743 unigenes, 246 (33.11%) taxonomically assigned

ony 0/l
fliidi=ssieseEs Medio hé/ceae
Mediophyc ae|

nni | nnt

Peridinialesceae

Coscinodiscophyceae Periunnaics jrernuiniaceae

o _
Coscinodiscophyceae | DinOphyceae

0/U Bacillariophyceae 0/U Dinophyceae

O/Licmophoraceaeae

Fragilariaceae
Fra iIariophé/ceaeﬁ”a”aﬂ
0/U Fragilariophyceae

Fragilariales
V[9]
Fragilariales

Bacillariophyceae p LUKaVO@ chiaia

0/Prymnesialeses

0/U BacillarialeBacillariales Bacillariaceae

0/U Bacillariaceae O/U Eukaryota




MGT-v1_751: 737 unigenes, 55 (7.46%) taxonomically assigned

Echinoidea

Aplysiidae

Gastropoda
0/U Gastropoda

o/l

Maxillopoda Mammalia

Mammalia

0/l

Bivalvia Actinopteri

Actinopteri

Eukaryota

0/U Metazoa

Leptothecata

onl
Anthoathecata
Anthoathecata

Hydrozoa

0/U Hydrozoa

o/U

Viridiplantae

Liliopsida

Coon
Dictyosteliida
Dictyosteliida]

o/U
Eukaryota

o/v
Eukaryota




MGT-v1_752 : 734 unigenes, 33 (4.50%) taxonomically assigned

0/l

0/U Maxillopoda Calanoida
Calanoida

Maxillopoda
Oithona
0/U CyclopoidCyclopoida-Oithonidae

0/U Oithonidae

—Actinopteri

0/l)

Tetraodontiformes Polychaeta
Ietraodontitormes

0/U Actinopteri Anthozoa

Eukaryota

0/U Metazoa

Insecta

o)
Testudines]
Iestudines

o/u
Eukaryota




MGT-v1_753: 734 unigenes, 715 (97.41%) taxonomically assigned

0/U Mamiellales

0/U Micromonas

Eukaryota
MicromonMamiellaceae 0/U Mamiellaceae

Micromonas pusilla




MGT-v1_754 : 733 unigenes, 724 (98.77%) taxonomically assigned

0/U Alphaproteobacteria

0/U Rhodobacterales

Sulfitobacter

Al %h aBacteria cteria
Rhodobacteraceae

0/U Rhodobacteraceae

o/U
Eukaryota

o/u
Thalassiosiraceae

0/l
Eukaryota
Eukaryota

Thalassiosira
Thalassiosira

minuscula




MGT-v1_755 : 726 unigenes, 674 (92.84%) taxonomically assigned

Proteobacteria B actero | d | alcytop
1

bacterium JGI

0000113-E04 SARS6 cluster bacterium SARS6E

0/U Bacte0/U Bacteria Proteobacteria 0/] :
. Gammaproteobacteria
bacterium JGI | Gammaproteobacteria

0000113-L05

uncultured
Flavobacteriia
bacterium

0/U Flavobacteriales _
Bacteria

FlavobacterialéFlavobacteriia 0/U Flavobacteriia

0/U Flavobacteriia

Flavobacteriaceae




MGT-v1_756 : 726 unigenes, 48 (6.61%) taxonomically assigned

o/l

g(ejopoida[hona Siphonostomatoida Hyrlr?('esr?gbe%era

/
C
Oithonid

Calanus
0/U Maxillopoda Maxillopoda

0/U , :
CalanCalanoida _ Actinopteri
Calanoida

0/U Calanidae

Eukaryota

0/U Metazoa Hydrozoa




MGT-v1_757 : 725 unigenes, 67 (9.24%) taxonomically assigned

o/ .. n/“
0/U Eukaryota peonddesisal \jridiplantae
Viridiplantae

onl -

Actinopteri Echinoidea
Actlnop[erlo wioniformes|

0o/U
Ascidiacea

0/U Ente EnterocAscidiaceanidae

/U ‘ N/l
. Doliolidaolidae
Doliolida ||)o||o||dae

Eukaryota Thaliacea Mammalia

0/U Thaliacea

Metazoa

0/U Metazoa

Anthozoa Insecta




MGT-v1_758 : 724 unigenes, 123 (16.99%) taxonomically assigned

0/U Metazoa

Insecta

on o/nl
Enteropneustal Hydrozoa
Enteropneustal H{qrozoa.

onl

Gastropoda
Gastropoda

onl
IAmphibial
IAmphibia]

Mammalia

onJ
[Aconoidasidal
Aconoidasidal

o/l

Echinoidea
Echinoidea

Eukaryota

0/U MaxillMaxillopoda

—Calanidae—

0/U Calanidae

Calanus

0/U Calanoida

Calanoida

o/u
Eukaryota

o/u
Eukaryota




MGT-v1_759 : 721 unigenes, 150 (20.80%) taxonomically assigned

0/U Metazoa Metazoa Polychaeta |0/U ViridipIViridiglqﬂ@ﬁggﬁjéggﬂh ceael O e

IAlphaproteobacteria

Dinophyceae Pelagophyceae)|cgsiiaies gemeetss o/U

Bacteria

ony
Phaeocystis Bicosoecida T
Phaeoc¥3t|s [ENENEES n/l l

Bacteria
Bacteria

Bacteria

Phaeocystales Phaeocystaceae Noelaerhabdaceae

o/U
Phaeocystaceae Chroococcales

0/l
Choanoflagellida | Isochrysidales
Lotharella Choanotiageliida y

Isochrysidales

Eukaryota
0/U EuKaryota

0/U Eukaryota

Prymnesiaceae

0/U Eukaryota
0/U Eukaryota

Prymnesiales

0/U Prymnesiales




MGT-v1_760 : 720 unigenes, 524 (72.78%) taxonomically assigned

Bacteroidia

g Bacteroidia 0/U (Metazoaorea | Viridiplantae
0/U Bacteria

Cytophagia .0
Spirotrichea
uncultured Gymnodiniales Spirotricnea

0/U Flavobacteriia Flavobacteriia | —

5 Fragilariophyceae
bacterium Dinophyceae T Ogmysetes

Pel mon:
o/u | e
_ Dinophyceae |Mediophyceae Pelagopiyeeae
0/U Flavobacteriales Pe\agomonas|

Rhizosoleniaceae

o/
[Coscinodiscophyceae]

O/ U Eu karyota Coscinodiscolphyceae

Flavobacterium
sp. SCGC Chaetocerotales

Flavobacterium
AAA160-P02

Bacteria

Eukaryota
Flavobacteriia

0/U Bacillariophyceae

Flavobacteriales

Flavobacteriaceae
0/U Bacillariales

Bacillariophyceae

0/U Flavobacteriaceae

|
Bacillariales an1 ‘
Fragcﬂllano Sis|

Fragrariopsis

Bacillariaceae

nni
Pseudo-nitzschia
Pseudo-nitzschia




Siphonostomatoida| H §;’é’;ga ngoéﬁgg:
O/Coleopterara |
0/l
Calanidae
Calanidae

0/U Maxillopoda B |
Calanoida™| o /Insectaty

o/U
Calanoida
0/LOithonaa
MaxillopEukaryota
Oithonidae Cyclopoida 0/U Cyclopoida 0/U Metazoa

0/U Oithonidae




MGT-v1l 762 : 717 unigenes, 688 (95.96%) taxonomically assigned

0/U Bacillariophyceae

0/U Bacillariales

Mediophyceae

0/U Bacillariaceae

o
Dinophyceae
Dlnanycea

Phaeocystales

o/v

Bacil Eukaryota
Baclllariaceae

0/U Fragil&ragilariopsis

Fragilariopsis
kerguelensis

Eukaryota

I halassiosirale

Coscinodiscophyceae

Chaetoceros
debilis

Coscinodiscophyceae

Chaetocerotales
Chaetocerotaceae
Chaetoceros

o/U
Chaetoceros




MGT-v1l 763 : 712 unigenes, 567 (79.63%) taxonomically assigned

0/U Coscinodiscophyceae

Med ophylceae

ol
D'%L'E,‘.?R'Jxecleae

CoscinodisEukaryota:

0/U ThalassiosiralThalassiosirales

O/LSkeIetonemataceée |

O/Thalassiosirara

oni
Fragilariophyceae
r—ragnanoﬁnyceae

Phaeocystales|

Thalassiosiraceae

0/U Thalassiosiraceae

o/J
Eukaryota

—unal yuwy




MGT-v1_764 : 711 unigenes, 54 (7.59%) taxonomically assigned

N/l
O/l 0/U Hydro:Hydrozoaotothecata oni

Cichlidae Campanuiaridae Funai

Cichlidae Mucorales

0/U ActirActinopteri Cichliformes

o/U Echinoidea Insecta
Cichliformes

MetaEukaryota

0o/U
Eukaryota

0/U Metazoa




MGT-v1_765: 711 unigenes, 40 (5.63%) taxonomically assigned

0o/U .
Calanoidaalanus Anthozoa

Calanidae

Maxillopoda

0/U Maxillopoda Gastropoda

Eukaryota

o/l

Actinopteri
Actinopterl

0/l

Ascidiacea
/Ascidiaceal

0Nn)
Enteropneustal
Enteropneustal

o/l

Chromadorea
Chromadorea

Mammalia

0/U Metazoa




MGT-v1l 766 : 710 unigenes, 698 (98.31%) taxonomically assigned

0/U Maxillopoda

O/LCalanidaee

0/Hymenopterara

Calanoida
0/U Calanoida

0/Oithonana

MaxillopoEukaryota

Oithonidae  Cyclopoida

0/U Oithonidae

0/U Cyclopoida

o/INsestata

0/U Metazoa




MGT-v1l 767 : 710 unigenes, 56 (7.89%) taxonomically assigned

nni 0/

0/U Eukaryota 0/U Eukaryota Dino,_[,|)||yr39£;-h¥9-§§!§aceae Aconoidasida

Capitellida o 0

Ensiepaete | Mammalia

Polychaeta

0/U Polychaeta
Actinopteri

Eukaryota

0/U Metazoa Metazoa Gastropoda

0/
Veneroida
veneroida

0/U BivaBivalvia

0/l)

Ostreoida
Ostreoida




MGT-v1 768 : 708 unigenes, 87 (12.29%) taxonomically assigned

Dinophyceae 0/U Eukaryota

0/U Eukaryota

nni

Calg l%llua

n/)

anoida

Calanus

0/U MaxillMaxillopoda

Eukaryota

Mammalia

0/
Cyclopoida
L}/,clo oida

Hydrozoa

Metazoa

0/U Metazoa

Insecta

0/U

[Bacteria

Bacteria




MGT-v1_769 : 705 unigenes, 142 (20.14%) taxonomically assigned

0/l 1 NNl
Dinophyceae | Raphidophyceae
U|n08n¥ceae Ka| nluanyceae

0/0/Pedinellaleszs

DictyochophyceEukaryota
0/U Eukaryota

0/U Dictyochophyceae




MGT-v1 770 : 705 unigenes, 365 (51.77%) taxonomically assigned

o
Viridiplantae

Binophyceas] Viridiplantae

Coccolithales

Goniomonas| 0/U Metazoa

YRR 0/U Viruses
0/U Eukaryota i

Oikopleuridae
Olkopleuridae

OIU Caudovirales

o/UVIIISES dae

Eukaryota
| Metazo

‘ Aggendmulana

endicularia

marine sediment metagenome o SCaudovwaIegS

vl ivuuuy

nn Appendicularia
Pelaggneﬂlongoglgg C.@.uavgphyceae phage S—-CAMS8

Pelagomonas

alpha proteobacterium o/U Bacteroidia

SCGC AAA300-J04 . o
P I ancto mycetl A [cammaproteobacteria

0L . SAR86
Alphaproteobacteria | Planctomycetia |
Alphaproteobacteria I &mma FSE‘;‘SSSE%SF:?

Alphaproteobacteria | Planctomycetales
bacterium
SAR86B

Proteobacteria] ;
Proteobacteria

bantorium JG| |bacterium JGI
B | 0000113-D06

0000113-L05 Proteobacteria

bacterium JGI
0000113-E04

no Species

0/U Bacteria 0/U Bacteria

Proteobacteria bacterium
JGI 0000113-P0O7




MGT-v1_771 : 702 unigenes, 88 (12.54%) taxonomically assigned

oni . o/
Actinopteri|Enteropneusta

ECh|nO|da n/l | onl AcCtinopter| |Enteropneustal

Anthoathecata |Leptothecatal
Anthoathecata [Leptothecata

Insecta

ont n/y
Anthozoa .
Anthozoa|actiniarial

Echinoidea Hydrozoa

0/U Echinoidea
0/U Hydrozoa

0/

Gastropoda Lottiidae

Lottidae]

Eukaryota

0/U Metazoa




MGT-v1_772 : 700 unigenes, 229 (32.71%) taxonomically assigned

Archaea

Micromonas |Emiliania —
Verrucomicrobia oU
bacterium SCGC

o huxleyi
pusilla - e
. acteria
virus 12T | ps4o1 | AAA164-N20
[

Bacteria

Proteobacterial
bacterium JGI
o/U 0000113-E04

Phycodnaviridae | 0/U Viruses
0/U Viruses

marine sediment metagenome

sudul 0/U MetaMetazoammalia
uessiales 1
Suessiales

/U 0/U Mamiellophyceae
Kareniaceae
Karlodiniumn

Dinophyceae . Ostreococcus
0/U Mamiellales e

Gymnodiniales

o/u
Gymnodiniales

no

o/ superKingdom
CIYpiopRYEa

O/U EUKaryOta 1oUVLi ||y|o|da|es I\Alr\rnmnnnc

Viridiplantae

0/l
Phaeocystis WY ETMIEIEIES
Phaeocystis

Mamiellaceae

Phaeocys0/U Eukaryota
0/U Eukaryota

o/uU 0/U Mamiellaceae

Phaeocystaceae




O gene A4.64%) taxono s 3 gneag
0/U ViridipleViridiplantae Mamlello ceae| jigesida Metazoa Fungi
pie | P elloBh}//cea R J
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- Spirotrichea] o
Bolidomonas Odontella

Eukaryota
0/U Eukaryota 0/U Eukaryota

0/U Eukaryota
0U/U Eukaryota

ﬂ/ll

CrYplophYa

Pelagophyceae

0/

Oomycetes
Oomycetes

Dictyochophyceae

oni

o
Peridiniales
Peridiniales

Olg)itutae
jLpltutale:

- . on
Gymnodinialesaenaceae
Gon! aulaca\es
|Gonyaulacales]

Flavobacteri

0/U

Dinophyceae

0/U Dinophyceae

Chlamydiia
Chlamydiia

0/
Bacteria
Bacteria

0/U
Bacteria
Bacteria




MGT-v1l 774 : 695 unigenes, 647 (93.09%) taxonomically assigned

0/U Bacteria

Fusobacteriia[Bacillj

Betaproteobacteria|

Alphaproteobacteria
Alphaproteobacteria

0/U Pseudomonadales

o/u

i Alteromonadales

Oceanospirillales

Oceanospirillales| Alteromonadales

o/J
Eukaryota

Alteromonadaceae

oni
Halomonadaceae
Halomonadaceae

ukaryota
o

Eukaryota

Pseudomonas pelagia

Bacteria

PseudomoneGammaproteobacteria

Pseudomonadaceae

0/U Gammaproteobacteria




0/U Metazoa

Arachnida

MGT-v1_775 : 694 unigenes, 51 (7.35%) taxonomically assigned

Hydrozoa

0/

Hymenoptera
Hymeno tera

Gastropoda

Insecta

Diptera

0/

Chromadorea
Chromadorea

Eukaryota

0/U MaxillcMaxillopoda

Calanus

——Calanidae—

0/U Calanidae

Calanoida

0/U Calanoida




MGT-v1 776 : 689 unigenes, 287 (41.65%) taxonomically assigned

Metazoa SacchFungiycetes Viridiplantae

0/)

oni
Ectocarpales|Paviovales oM

Ectocarpales|paviovales Bangiophyceae Gamvicies

oni
Isochrysidales
1socnrysidales oni

H . - oni
Prymnesiales Bagiancpryceas St

0/l
Coccolithales [Phaeocystales
Coccolithales ou

Phaeocystales

Bolidomonas Palpitomonas

Dinophyceae

onj
ol Pegineliales
Florenciellales
Florenciellales|_. o
Dictyochales
Dictyochales

Dictyochophyceae
o/J

Dictyochophyceae

0/U Eukaryo/SUKaRQta 4

0/U Eukaryota Pelagomonadales

Pelagophyceae
0/U Pelagophyceae




MGT-v1 777 : 689 unigenes, 668 (96.95%) taxonomically assigned

0/U Bacteria

Actinobacteria

0/U Alphaproteobacteria

alpha
proteobacterium|
SCGC
AB-629-G21

Bacteria

Alphaproteobacteria

0/U PelagibacPelagibacterales

Candidatus
Pelagibacter

alpha proteobacterium HIMB5 ‘

Pelagibacteraceae

0/U Pelagibacteraceae
U/U FFeladgibdllelidiede

no
superKingdom




MGT-v1l 778 : 685 unigenes, 192 (28.03%) taxonomically assigned

Metazoa Enteropneusta Viridiplantae
0/

n/'ll _oni Spirotrich
Kareniaceae |BigpiyeiaksSpiratricheq

0N Kareniaceae
Peridiniaceae — o Lo
Peridiniaceae |Gymnodiniales|gorocenraceae | [S3ERREIGE1ES
O/U Prorocentrales
Gymnodiniales| ov
Scrippsie”a Prorocentrales|

0/U PeridirPeridiniales 0N |

Alexandrium
Alexandrium

Thoracosphaeraceae o
Gonyaulacales,.caes
o/J

Gonyaulacaceae

Thoracosphaeraceae

o/Eukanyotata

—ur

o/U
Eukaryota
Eukaryota

0/U Dinophyceae




MGT-v1_779 : 684 unigenes, 79 (11.55%) taxonomically assigned

N/l

Echinoida Bivalvia | \jridinlantae
viridiplantae

0N

Gastropoda Apyeiiad
Actinopteri
{iV

1)
Coscinodiscophyceae
Coscinodiscophyceae

Echinoidea
0/U Echinoidea 0/U Hydrozoa

0/1)
Anthoathecata| Hydrozoa
Anthoathecata

Insecta

I A
MetaEukaryota tothecata

0o/U
Euk&gota

Eukaryota

0/U Metazoa




MGT-v1 780 : 683 unigenes, 75 (10.98%) taxonomically assigned

0/U EukalQ/U Eukaryota Dinophyceae

Petromyzontiformes

Hydrozoa

\YETNEE

onJ 0/l
Ascidiacea|Branchiopoda
Ascldiacea/Branchiopoda

o/l

Enteropneustal o | 0N
Enteropneustal Actinopteri | Anthozoa
Actinopterl | Anthozoa

0/U Polychaeta | Echinoida

Eukaryota
0/U Metazoa Metazoa

Polychaeta Echinoidea

Capitellida o/
Echinoidea

oni. 0N
CalanoidalC cIoRolda
Calanidae/Oithonidae

Insecta —Maxillopoda—

0/U Maxillopoda




MGT-v1_781: 679 unigenes, 161 (23.71%) taxonomically assigned

0/U Metazoa

M 0/1) lia |acistion ezl

T
ammalla |aginspter Maiaesiaca
Mammalia

Fungi

Insecta

o/
Mamiellales

Viridiplantae

o/U
Viridiplantae

Dinophyceae]

n}/jn ]
Ulnoghyceae

o/y
Phaeocystales

Eukaryota

0/U Maxillopoda Maxillopoda

Phaeocystales

Calanoida | Siphonostomatoida

o/v
Eukaryota

o/

: | 0/U
OithorCyclopoida .
Cyclopoida

Eukaryota
(/0]
Eukaryota




MGT-v1l 782 : 675 unigenes, 665 (98.52%) taxonomically assigned

0/U Bacteria

oy
Clostridia
Clostridia

0/U Pelagibacterales

0/U Pelagibacteraceae

Bacteriq

Alphaproteobacteria

0/U PelagibacteracPelagibacteraceae

alpha proteobacterium HIMB59

Candidatus Pelagibacter ubique

Candidatus Pelagibacter

0/U Candidatus Pelagibacter




MGT-v1l 783 : 675 unigenes, 112 (16.59%) taxonomically assigned

0/U Metazoa

Insecta

0N
Dino ceae

DmoBH}//ceae

Cyclopoida

0/U Calanoida

ukaryota

Calanoida Maxillopoda

0/U CalanCalanidae Calanus

0/U Maxillopoda

0/U
Eukaryota
Eukaryota




MGT-v1_784 : 675 unigenes, 59 (8.74%) taxonomically assigned

Insecta

Cyclopoida

Actinopteri [Chromadorea
Actinobteri |Chromadorea

0/

Bacillariophyceae
Baclllariophyceae

Maxillopoda
0/U Maxillopoda

Branchiopoda

(‘S“ I, = h nna
Spiro[re;lrr;gér!gu.gu%iidae

Gonyaulacales

MetazoaEukaryota

0/U Metazoa

Dinophyceae

0/U Dinophyceae

—O0/U Eukaryota—

0/U Eukaryota




MGT-v1l 785 : 673 unigenes, 368 (54.68%) taxonomically assigned

U | oon | on
ASnopter! [etmeessnnals

Hymenoptera|Diptera

0/U Metazoa

Insecta
0/U Insecta

Calanus
Eukaryota 0/U CalCalanoida|Calanidae

oy

Calanldae Eukaryotal

Oithonidae Qihena

o/
[Eukaryotal

0/U Maxillopoda  Maxillopoda [ &
o/

[Eukaryotal

Cyclopoida

0/U Cyclopoida




MGT-v1_786 : 672 unigenes, 211 (31.40%) taxonomically assigned

Fungi

ni Ana
Viridi lantae Metazoa

Viridipiarniae | Vi« neiopnyceae

0/L)

Choanoflagellida |Cocco|ithales|VaucheriaIes

Ochromonadales [T

0/U Eukaryota
0/U Eukaryota

Eukaryota
0/U Eukaryota

0/

quahog
parasite QPX
o o/nJ
GRAGHE R S

(0[]
Thalassiosirales|

Viruses
Viruses

LS;yg)Hr.SPD%%?@gae Gonyaulacales

Dinophyceae
0/U Dinophyceae

0/U.
Bacteria
Bacteria

Chromulinales

Chrysophyceae

0/U Chrysophyceae




MGT-v1_787 : 671 unigenes, 650 (96.87%) taxonomically assigned

alpha . i
proteobacterium| proteobacterium
Selcle scGe

160-314 | AAA0LS-NO4

alpha proteobacterium
SCGC AAA536-K22

0/U AlphaproteAlphajBacteria cteria

alpha proteobacterium
SCGC AAA536-G10




MGT-v1 788 : 670 unigenes, 80 (11.94%) taxonomically assigned

0/U Eukaryota AgariFungicetes Ve

ol Scyphozoa

Echinoidea Gastropoda
Gastropoda

0/l 0/l
Ant 0l onl Maxillopodal Polychaeta

Leptothecata ChromadoreaMaiopodaCapitellida)
i oeREMosPongIRe  Cionadores

Branchiostomidae

Hydrozoa

0/U Metazoa
U/U IvieldZ0ad

0/U Hydrozoa




MGT-v1l 789 : 668 unigenes, 41 (6.14%) taxonomically assigned

0/U Eukaryota 0/U Eukaryota Pavlovales

onl 0/l
Branchiopodal drozoa

&
Branchiopoda| Antnoathecata

Insecta

0/U
. Ec
Echinoide

hinoidealinoida

nn

Eukaryota -
Y Ciass

Metazoa

0/U Metazoa Gastropoda




MGT-v1 790 : 668 unigenes, 150 (22.46%) taxonomically assigned

o
deirolrichea
‘Sporadotrichida

0/U
Mediophyceae
Mediophyceae

0/U Coscinodiscophyceae

Fragilariophyceae
Fragilariales|

. am
Dinophyceag
vinopnysiales

Skeletonemataceae

Thalassiosira

0n)
Bacillariophyceae
Bacillariophyceae

CoscinocEukaryota ae

0/U Thalassiosirales Thalassiosirales Thalassiosiraceae

0/U Thalassiosiraceae




MGT-v1_791 : 664 unigenes, 26 (3.92%) taxonomically assigned

W ETMIEIEUES

0/

Echinoidea Insecta Mgmmgl:g Viridiplantae

0/U Mamiellophyceae

Metazoa Eukaryota

0/U Metazoa 0/U Eukaryota




MGT-v1l 792 : 663 unigenes, 565 (85.22%) taxonomically assigned

0/U Maxillopoda

0/U Oithonidae

0/Cyclopettidaena

o/l

Insecta
Insecta

Eukaryota

OithonCyclopoida

0/U OithonOithona

Oithona nana

o/J
Cyclopoida

o/v
Metazoal




MGT-v1l 793 : 663 unigenes, 411 (61.99%) taxonomically assigned

nni

0/U Eukaryota Isochrysidales Prymnesiales

Frymnesiales

0/U Phaeocystaceae

Eukaryota

PhaeocystaPhaeocystales 0/U Phaeocystales

Phaeocystis




MGT-v1l 794 : 663 unigenes, 380 (57.32%) taxonomically assigned

on Vi .dD/IU q
ibi iridiplantae
ﬁm H:B:g Vindiplantae

/-\cti{r]llcl)lter Fungi

IActinopteri

Dinophyceae

ﬂ}ql I
0/l Ulnan}/lceae

Ascidiacea [y
0/U Metazoa Ascidiacea (coccidia
cocclaia

)
Vannewgae
o/l annellidae)

Mammalia|
Mammalial

Oikopleura

Eukaryot

o/U
Eukaryot:

o/U
Eukaryot;|
Eukaryot:

Oikopleuridae Appendicularia 0/U Appendicularia
0/U Oikopleuridae




MGT-v1l 795 : 661 unigenes, 64 (9.68%) taxonomically assigned

Rhabditida 0nl - oni o)
Actiniaria | Insecta |Viridiplantae | Chlamydiia| Flavobacteriia
Actiniaria Chlamvadiia| Flavobacteria

0/U Metazoa Metazoa Anthozoa

0/U Chromadorea, 0/U ony -
Actinopteri

Fungi
Anthozoa | Actinopter | Seruaivinyietes o Fondidong
Aﬁlghagroteobacterla
priaprou

udClEl la [relayivacter]

oni Gregarinasina

Gowaulacales Peridiniales
Ampimaomataceae

0Ny o 0/l Proteobacteria
Coccolithales | Coccosphaerales [Phaeocystales
Coccolithales | “occosphaerales [bhgeocystales| bacterium JGI

0000113-P07

0/U Bacteria
Eukaryota Bacteria
0/U Bacteria

Dinophyceae 0/U Eukaryota 12
ukaryota :
0/U Dinophyceae y Enterobacteriales

0/U Eukaryota

Gammaproteobacteria
urJ

Gammaproteobacteria




MGT-v1 796 : 660 unigenes, 62 (9.39%) taxonomically assigned
0/U Eukaryota

0/U Metazoa

0/U Metazoa

Eukaryota
Metazoa

Actinopteri

Trematoda

0/l

Anthoathecata
Anthoathecata

——Hydrozoa—

0/U Hydrozoa

Hymenoptera

Insecta
0/U Insecta




MGT-v1_797 : 659 unigenes, 149 (22.61%) taxonomically assigned

0/l -
Lepidoptera| __om Fungi
Lepidoptera| Echnatea 2

0/l) bi nr/]u
Hemiptera Inopnyceag
Hemlgtera ol Bl
LeptothecataHydrozoa 0/U Hydrozoa 0/U InsInsecta Branchiopoda

Lonys cales

0/l

Diptera | o/
Diptera | Aves

AVes

0/U QOithonidae

OithonCyclopoida ol
yelop Cyclopoida

Oithona Calandida

Calanoida

Eukaryota o/U

Eukaryota
Eukaryota

0/U Metazoa Maxillopoda

0/U Maxillopoda




MGT-v1_798 : 657 unigenes, 79 (12.02%) taxonomically assigned

0/} 0/l
ﬂeml '{era ﬂ grozoa
0/U - emiptera ol rozoa

0/U Metazgachiosiomidas _Metazoa —Insecta— Mammalia Vieplanee
o Calanidae [“aaiius Mammalia o

0/U Insecta Actinopteri
Actinopteri

o/l

.. Oomycetes
0/U Bacillariales Oomycetes

0/l

Dinophyceae
Eukaryota D|noBh¥0eae

Pseudo—nitzschia

REEEES 0/U Eukaryotad/U Bacillariophyceae

0/
CoscinodiscoBh ceae
bt

Bacillariaceae Coscinodiscophyceae

0/U Bacillariaceae

0/U
Eukaryota




MGT-v1l 799 : 656 unigenes, 54 (8.23%) taxonomically assigned

0/l
0/U Metazoa Insecta Actinopteri | Gastropoda
ActmoBterl Gastropoda

Calanoida

0/U Oith©ithonidae Oithona

Eukaryota

Cyclopoida Maxillopoda
0/U Maxillopoda

0/U Cyclopoida




MGT-v1 800 : 652 unigenes, 450 (69.02%) taxonomically assigned

0/U Maxillopoda

o/
Echinoidea
Echinoidea

0/
(Ascidiaceay
cioniaae;

0/U Calanidae

Eukaryota

Calanidae Calanoida

0/U CCalanus

Calanus
finmarchicus|

0/U Calanoida

o/l

Insecta
Insecta

o/l
Leptothecata
Leptothecata

Hydrozoa|
0/U
Hydrozoa|

o/U
Metazoa,




MGT-v1 801 : 651 unigenes, 341 (52.38%) taxonomically assigned

0/CCichliformes enomed 8

0/StegastesesPomacentridae 0/U Pomacentridae

|oMoronidaee

Actinopter Eukaryota
0/U Actinopteri

VIV ALLULIvpLer il

0/U Metazoa




MGT-v1 802 : 649 unigenes, 365 (56.24%) taxonomically assigned

0/U Polycystinea

0/U Nassellari

T /1
0/U Eukaryota Polycystinea [giaes

Theoperidae [®nveeas]
[Eucyrudium) o

Dinophyceae

N/l | .U Nl |
QN Choreanoreotrichida, ... Sporadotrichida
0/U RhabdRhabdonellidae Schmidingerella oreotricnida |
Schmidingerella

Eukaryota

Tintinnida Spirotrichea

0/U Spirotrichea
0/U Tintinnida




MGT-v1 803 : 647 unigenes, 596 (92.12%) taxonomically assigned

Actinobacteria ani

Eukarg/ota
gamma proteobacterium | SAR324 EUKaryO[

A SCGC AAA076-D02 cluster

0/U Bacteria bacterium
JCVI-SC
AAA005

Gammaproteobacteria
Gammaproteobacteria

Gammaproteobacteria

alpha proteobacterium SCGC AB-629-F11 Pelagibacterallles

Rhodospirillaceae

Rhodospirillales
Rhodospirillales

Bacteria o/l

Rhizobiales
Rhizoblales

Alphaproteobacteria
0/U Alphaproteobacteria

oni
Rhodobacteraceas
Rhodobacteraceae

[ Rhodobacterales |

o/U
Rhodobacterales




MGT-v1_804 : 644 unigenes, 76 (11.80%) taxonomically assigned

on)

0/U Eukaryota 0/U FungiFu rgggnggm%ggg

0nl 0/
e Mammalia | Trematoda
Echinoidea Mammalia Irematoda

0/ 0/nl

Enteropneustal Maxillopoda
Enteropneustal Maxillopoda

Bivalvia o

Insecta Ascidiaceal
IAscidiacea|

Eu kar?/ota

0/U Metazoa Metazoa A ctinopteri Gastropoda

AnthoathecaiHydrozoa 0/U Hydrozoa




oni
Urostylida
Urostylida |noPhycea
o/U

MGT-v1_805 : 641 unigenes, 465 (72.54%) taxonomically assigned

oni i
Euplotid Polycystinea|
Euplotdae) .
Polycystinea)
INERTE Y
Eucyrtidium

0/U Spirotrichea

nni

Xystonellidae

rFavelad

Eukaryota
o/u

Eukaryota,

Schmidingerella
Schmidingerella

O/U TintiTintinnida

Rhabdonellidae

0/U
Rhabdonellidae




MGT-v1 806 : 641 unigenes, 440 (68.64%) taxonomically assigned

onl | o
Clostridia|Nitrospinial
Clostriaig/Nitrospinial

Bacilli

0/U -
Caulobacterales|Flavobacteriales|
Caulobacter

Flavobacteriia
O/U Bacterla Flavobacteriia

Legionellales]

Actinobacterial

o/u
Actinobacterial

O/Leptonemana

Bacteria

Leptospiraceae Spirochaetia 0/U Spirochaetia
0/U Leptospiraceae




MGT-v1 807 : 640 unigenes, 85 (13.28%) taxonomically assigned

QN o/ py
S heppsoione Gastropoda | fydrozoa,
Caliljidae astropoda

0/ Flustra

0/nJ Echinoidea|Gymnolaemata
Cyclopoida| Echinoidea| foliacea
cyclo 0103

Maxillopoda Insecta 0/L1 on

Actinopteri| Ageendciaria

0/
Calanoida
Calanoidaj

Branchiopoda

Eukaryota

0/U Metazoa




MGT-v1 808 : 638 unigenes, 27 (4.23%) taxonomically assigned

0/U EukarQ/U Eukaryota Fonticula

Chromadorea Mammalia
nnN

Eukaryota -
Y Ciags

Arachnida Insecta

0/U Metazoa Metazoa

o 0/l 0/
.. Maxillopodanoida | Anthozoa
Maxillopoda| ‘Calanoida | Anthozoa




MGT-v1 809 : 636 unigenes, 69 (10.85%) taxonomically assigned
Diptera

0/ 0Ny ons
Leptothecatal Echinoidea| Mammalia
N Leptothecata Echinoldea| Mammalia

Maxillop
Maxillopoda [~

oni

anoida
0 a‘anoma

—Hydrozoa:

0o/U oy fe
Actinopteri| Hirudinida
Insecta Hydrozoa | Actinopteri

0/U Insecta

0N
Anthozoactiniarial _
Actiniarial Arachnida Gastropoda

Eukaryota

0/U Metazoa




MGT-v1 810 : 636 unigenes, 515 (80.97%) taxonomically assigned

n/i

RhIZObIa|eS ja |Flavobacteriial
kNizoDiales Betaproteobacteria

Viridi

Opitutae

0/U
Act
Acthomyeeiaes O
Holophagae |Nitrospira
Nitrospiral

Actinobacterial 0/0 [ [
O/U Clostridia
) ) et Clogtridia Cytgéhlagia O/ U EUuKal yUt Z
Actinobacteria|Elastocatelial ¢ oqirigiales [Cytophagial

Clostridiales

Gammaproteobacteria Alphaproteobacteria

Alphaproteobacteria

/U Eukaryota

Kofleriaceae Chroococcales Oscillatoriales /U Eukal’ Ot
Eukaryot

marine sediment metagenome

Myxococcales o1

Polyangiaceae
Polyangiaceae

Bacterlia

Deltaproteobacteria 0/U Bacteria
U/U DdllElld

no
superKingdom

0/U Deltaproteobacteria




MGT-v1l 811 : 635 unigenes, 106 (16.69%) taxonomically assigned

o/U ApIysiidApIyinidae Aplysia

Gastropoda
0/U Gastropoda

Echinoida

Echinoidea
0/U Echinoidea

0/

Maxillopoda
Maxillopoda

0/l

Insecta
Insecta

Bivalvia
Ostreldae

0/

0/U Hydrozoa

—Hydrozo

N/l
Anthoathecata

Anthoathe(‘ataU

o/l
Leptothecatal
Leptothecata)

a

n/

myuridae

Eukaryota

0/U Metazoa




MGT-v1l 812 : 634 unigenes, 573 (90.38%) taxonomically assigned

0/U Metazoa Insecta

0/1 1 OII Q’Ud
CVC|XDOI |uunona

0/U Calanoida

Calanus finmarchicus

Eukaryota

o/u
Eukaryota
o/u

CalanoiMaxillopoda Eukaryota
0/U Maxillopoda

0/U Calanidae Calanidae Calanus
0/U Calanus




MGT-v1 813 : 634 unigenes, 83 (13.09%) taxonomically assigned

Arachnida on)
Mammalia
Mammalia

0/U Metazoa Insecta
0/l
Ascidiacea
Ascldiacea Hydrozoa

Cyclopoida

0/U Calanoida

Eukaryota

| . .
Calanoida Maxillopodas finmarchicus

0/U Maxillopoda

0/U Calanidae Calanidae Calanus
0/U Calanus




MGT-v1l 814 : 630 unigenes, 145 (23.02%) taxonomically assigned

0/U Metazoa Metazoa

Insecta

Viridiplantae

0/U Eukaryota

0/l

Prorocentrales | . on
Prorocentrales | Lithodesmiales Oomycetes|

0/l

Dinophyceae

Dinophyceae [2ashanaies,

|thodesm|aceae00m CeteS
Mediophycea

0N o/
Cymatosirales|Cryptophyta
Cymatosirales| Cryptophyta

0/

'BaCi”ariOph Fragilar?t/)I I ceae

hy
Fragilariof hyceae

o/
Bacillariophyceae

N/l

. _Coscinodiscophyceae
Coscinodiscophyceae 0/l

0o/U
Thalassiosirales

Thalassiosiraceae
Ihalassiosiraceae

0/U Spirotrichea

o/EukaYQa 14

o/l

Sporadotrichidatrichidae
Sporadotrichida |Oxytrichidae

on)

Spirotrichea

Tintinnida

(07/0]
Deltaproteobacteria
Deltaproteobacteria

o/U
Bacteria

o/l

Bacteria
EEEEED

Chlam?/diales

Parachlamydiaceae




MGT-v1l 815 : 629 unigenes, 335 (53.26%) taxonomically assigned

0/U Coccolithales

0/Prymnesialeses

o/U
Isochrysidales

Isochry5|dales

nii
Noelaerhabdaceae

0/U Calcidiscaceae

NoOelaernapaaceae

CoccolithaEukaryota

Calcidiscaceae

Calcidiscus leptoporus Calcidiscus 0/U Calcidiscus

0/U Eukaryota




MGT-v1l 816 : 628 unigenes, 593 (94.43%) taxonomically assigned

0/U Chroococcales

0/U ChBacterialles
0/U SynechococcLSynechococcus Synechococcus sp. RCC307




MGT-v1l 817 : 628 unigenes, 292 (46.50%) taxonomically assigned

Liliopsida Actinopteri
o oni

0/U ViridiplaViridiplantae| yamelepveeae 0/U MeMetazoa on1 | Fungi
Mammalia| Fungl
Mammalia

oni
Chryso hyceae|
. onl. ony oni Dictyochophyceae [Pelagophyceae Chrysophyceae|
Choanoflajelllda Prymnesiales | |sgenrysidales | Phacacystales ol

Isochrysidales aeocystales oni
PRYTIESELSE ICoccolithalest—¢oscinodiscophyceae— Cryptophyta 0/U.
3 Créj/BtOBhéjlta o Bacteria
o - ) Spirotrichea |Bacteria
" Bacillariophyceae|Fragilariophyceae| Spirotrichea
c I—ragllarlogngiceae

SIIESSEES

occolithales]

Bolidomonas Lotharella

O/
0/l Peridiniales

Gymnodiniales¢areniaceae | Peridiniales
Kareniaceae

oni
Gonyaulacales
Gonyaulacales

Eu klaryota

0/U Eukaryota o/U Elu karyota

0/U Eukaryota
U/U CUKdlyULla Dinophyceae

0/U Dinophyceae




MGT-v1l 818 : 627 unigenes, 65 (10.37%) taxonomically assigned

N/l

SacclFungicetes
Saccharomycetes

0/U Eukaryota

..o
Viridiplantae
Viridiplantae

Maxillopoda

nni
Thoracosphaeraceae
I'horacosphaeraceae

Hydrozoa

0/U EukaEukaryota

. 0Nl
Peridiniaceae

reriginiaceae | Q/U Metazoa

Dinophyceae Peridiniales] Metazoa

oy Insecta
Peridiniales




MGT-v1_ 819 : 627 unigenes, 143 (22.81%) taxonomically assigned

N1

0/L) o) o | Viridiplantae
o Enteropneusta| asciices (Insectalviammaiia Virapiantae

ARtheaineeata [Enteropneustal ™ insectaMammalay o T itz
Aconoigasioa

nn

L o/U
Echinoidea [ Arachnica

o Ixodida Hirudinida
Campanulariidae
Campanulariidae

0/U HycHydrozoa

on| 0n| 0/U
Chromadoreal Gastropoda |Amphibig]
Leptothecata [Chromadorea| Gastropoda |Anura

o/
Leptothecata o 0N
Anthozoa |Aginaral Bivalvia

Bivalvia

MetazEukaryota 0o/U

Eukaryota
Ully

Eukaryota

0/U Metazoa




MGT-v1_820 : 627 unigenes, 447 (71.29%) taxonomically assigned

Mammalia Metazoa) Metazoa Insecta iliopsiViridiplantaexiophyceae [ SacctFungicetes

o)
Prymnesiales|
Prymr

Pelagomonas o
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MGT-v1l 821 : 626 unigenes, 419 (66.93%) taxonomically assigned
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MGT-v1l 823 : 625 unigenes, 395 (63.20%) taxonomically assigned
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MGT-v1_824 : 625 unigenes, 170 (27.20%) taxonomically assigned
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MGT-v1_825: 625 unigenes, 32 (5.12%) taxonomically assigned
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MGT-v1 826 : 624 unigenes, 396 (63.46%) taxonomically assigned
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MGT-v1_827 : 621 unigenes, 401 (64.57%) taxonomically assigned
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MGT-v1l 828 : 619 unigenes, 369 (59.61%) taxonomically assigned

0/U Metazoa

Maxillopoda Hydrozoal

onr
Insecta |azsmsa
Insectia

o
Acinoptervedise

0/

Mammalia
Mammalia

Oikopleura

Eukaryota

Oikopleuridae  Appendicularia

0/U Oikopleuridae

0/U Appendicularia

o/
Eukaryota




MGT-v1l 829 : 619 unigenes, 556 (89.82%) taxonomically assigned
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MGT-v1 830 : 616 unigenes, 498 (80.84%) taxonomically assigned
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MGT-v1 831 : 615 unigenes, 46 (7.48%) taxonomically assigned
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MGT-v1_832: 614 unigenes, 197 (32.08%) taxonomically assigned
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MGT-v1l 834 : 614 unigenes, 371 (60.42%) taxonomically assigned
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MGT-v1_835: 611 unigenes, 44 (7.20%) taxonomically assigned
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MGT-v1 836 : 610 unigenes, 404 (66.23%) taxonomically assigned
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MGT-v1 837 : 608 unigenes, 366 (60.20%) taxonomically assigned
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MGT-v1 838 : 607 unigenes, 37 (6.10%) taxonomically assigned
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MGT-v1 839 : 607 unigenes, 85 (14.00%) taxonomically assigned
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MGT-v1 840 : 605 unigenes, 251 (41.49%) taxonomically assigned
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MGT-v1_841 : 604 unigenes, 77 (12.75%) taxonomically assigned
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MGT-v1l 842 : 599 unigenes, 416 (69.45%) taxonomically assigned

Actinobacteria

0/

Clostridia
clostridia

on Flavo(kj)/alfler‘iu

gy{ggng Slgﬁ Flavobacteriia)

—Cytophagia—

0/U Bacteria ou-1Bacilli
Cytophagia

Gammaproteobacteria

0/ULeptonemai

Bacteria

LeptospiracesSpirochaetia 0/U Spirochaetia

0/U Leptospiraceae




MGT-v1_843: 596 unigenes, 134 (22.48%) taxonomically assigned
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MGT-v1 844 : 595 unigenes, 25 (4.20%) taxonomically assigned
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MGT-v1_845 : 594 unigenes, 31 (5.22%) taxonomically assigned
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MGT-v1 846 : 591 unigenes, 295 (49.92%) taxonomically assigned
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MGT-v1 847 : 590 unigenes, 495 (83.90%) taxonomically assigned
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MGT-v1 848 : 589 unigenes, 35 (5.94%) taxonomically assigned
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MGT-v1_849 : 587 unigenes, 529 (90.12%) taxonomically assigned
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MGT-v1 850 : 586 unigenes, 35 (5.97%) taxonomically assigned
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MGT-v1l 851 : 586 unigenes, 376 (64.16%) taxonomically assigned
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MGT-v1l 852 : 585 unigenes, 209 (35.73%) taxonomically assigned
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MGT-v1 853 : 583 unigenes, 96 (16.47%) taxonomically assigned
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MGT-v1_854 : 581 unigenes, 24 (4.13%) taxonomically assigned
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MGT-v1 855 : 579 unigenes, 43 (7.43%) taxonomically assigned
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MGT-v1l 856 : 579 unigenes, 518 (89.46%) taxonomically assigned
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MGT-v1l 857 : 578 unigenes, 394 (68.17%) taxonomically assigned
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Phaeoc:{sﬂs Irnchomonadidaj

Phaeoc&stales
0/

Phaeocystales

0/U Dinophyceae

0/U Eukaryota

0/U Eukaryota




MGT-v1 858 : 578 unigenes, 25 (4.33%) taxonomically assigned

Anthoathecata Polychaeta
Insecta

Hydrozoa Hirudinida

O
Viridiplantae
Viridiplantae

0/U Hydrozoa
Chromadorea
Actinopteri

Eukaryota

0/U Metazoa




MGT-v1l 859 : 575 unigenes, 176 (30.61%) taxonomically assigned

N/l ]

Aves |Mammalia

Aves |Mammaliaf o)

o) o | BiRcpeess
Actinopteri[Branchiopodal
|ActinopteriBranchio 0da|

Diptera

0/U Metazoa

038R a

Eukaryot ol
ukaryota Eukaryota

0
Caligidae
Caligidae) o/U

0/L) o
Calanoida. .
Calanidae |‘aianoida

Eukaryota

n/il

0/U MaxillopodeMaxillopoda Oithonidae |Oithona
Oithona

Cyclopoida

0/U Cyclopoida




MGT-v1 860 : 568 unigenes, 501 (88.20%) taxonomically assigned

O/U Actinotiacteria Opitutae \Y.'E“:Ss%és
Flavobacteriia|

phingobacteriial Chlorobia

Sphingobacteriia

o/U
Flavobacteriales

0/U Bacteria Flavobactelriia

T
Alteromtl)nadales 0/U

Flavobacteriales ErcEiEtE

I
0/l - R
Flavobacteriaceae | S2™maPgisobaceeria | Bacteroidia
Flavobacteriaceae Gammaproteobacteria Bacteroidales

0/l

Cytophag aceae Cyclobacteriaceae

Cyclobacteriaceae

Bacteria\Flexithrixix

0/U CytophagalesCytophagalCytophagia 0/U Cytophagia
Flammeovirgaceae

0/U Flammeovirgaceae




MGT-v1_861 : 568 unigenes, 415 (73.06%) taxonomically assigned

onl iridi
Betaproteobacteria Vlrldlplamae
Betaproteobacteria

ani on)

Myxococcales Ch
rysophyceae,

MYXococcales Chrzsoghyceae

0/l 0l
Gammaproteobacteria 0/U Bacteria SRR
Gammaprotecbacteria | omm

sochrysidales|
oopact 0/U Flavobacteriia
proteobacterium,
HIMB30

Flavobacteriia ~rs
Flavobacteriales| EUKaryota

Eukaryota

alpha proteobacteriumfalpha proteobacterium ehen

proteobacterium - . | Eukar Ota
SCGC AAA536-G10 | SCGC AAA536-K22 RS24 Rhizobiales Rhodobacterales

o/U
0/U Pelagibacterales Eukaryota

unidentified
0/U Pelagibacteraceae

Bacteria

0/U AlphaproteobactAlphaproteobacteria
0/U Alphaproteobacteria

Pelagibacterales

Pelagibacteraceae

alpha proteobacterium HIMB114




MGT-v1l 862 : 562 unigenes, 58 (10.32%) taxonomically assigned

0/l
oNn) Coscinodiscophyceae 0/l
Prymnesiales Coscroaiscopceae Liliopsida
Prymnesiales Lillopsida

on

0/U Eukaryota 0/U Eukaryotagacillarioéggceae Viridiplantae

aclllario ceae
r\I_I 1 nni
Eutrg“tliales Dinolaluybggpggs‘\%%les o/

Eutreptiales Viridiplantae

o/l

Hydrozoa
Hydrozoa

0/l 0nl

Actinopteri |Branchiopoda
Actinopteri |[Branchiopoda

0/

Echinoidea
Echinoidea

no
superKingdom

Eukaryota

0/U Metazoa Metazoa

0/U

0/U CalaCalanoidaCalanidae |gyclopoida

Cyclopoida,

Maxilllopoda

0/U Maxillopoda




MGT-v1 863 : 560 unigenes, 46 (8.21%) taxonomically assigned

0/l 0/l 0/ o/l

Hydrozoa 0/U Inselnsectazmiptera | Anthozoa | Echinoidea | Mammalia
Hemiptera | Anthozoa | Echinoidea | Mammalia

Crocodylia

0Nn)

Calanoida Calanidae
Calanidae

Eukaryota
0/U Maxillopoda

Maxillopoda 0/U Metazoa
0/U Metazoa

0/U OithonidaCyclopoida Oithona




MGT-v1l 864 : 560 unigenes, 17 (3.04%) taxonomically assigned

0/U Eukaryota

Maxillopoda

Polychaeta

Hirudinida

ELfkaryota
0/U Metazoa Metazoateropneusta Gastropoda

0/
Insecta Actinopteri
Cyprinitormes




MGT-v1 865 : 559 unigenes, 103 (18.43%) taxonomically assigned

0/11 onJ

0/} Hirudinida §8§828§8§
Actinopteri |Hirudinida

AcCtinopteri

0N 0/nl
Chromadorea | Maxillopoda
Chromadorea | |viaxillopoda

oni
Gastropoda 0/l 0/

0/U Metazoa Gastropoda | Anthozoa| Insecta
Anthozoa| Insecta

N/l

Demospongiae Echinoidea
Haplosciefiaa

Eukaryota

Anthoathecata

Campanulariidae

0/U Hydrozoa Hydrozoa Leptothecata

0/U Leptothecata




MGT-v1 866 : 556 unigenes, 433 (77.88%) taxonomically assigned

0/U Bacillariophyceae

mFTagiiaricl)ph)(ce?e

(/V]

0/U Bacillariales

C‘Coscir1odiscophyceae_

Coscinodiscoph

Chaetoceros
Chaetoceros

ChChaetocerotales
o/U

Bacillariophyc&ukaryota

Bacillariales

0/U BacillariaceaeBacillariaceae

0/Pseudo-nitzschiajia

Chaetocerotaceae

O/Prymnesialeses




MGT-v1l 867 : 555 unigenes, 26 (4.68%) taxonomically assigned

0/U Eukaryota

Echinoidea

Insecta

Arachnida

0/
Maxillopoda
Maxillopoda]

Eukaryota

Metazoa

0/U Metazoa

no superKingdom




MGT-v1_868 : 554 unigenes, 44 (7.94%) taxonomically assigned

Dictyochophyceae

Pelagophyceae sp. CCMP2097

Prymnesiales Isochrysidales

Eukaryota

0/U Eukaryota Pelagophyceae
0/U Pelagophyceae

0/U Eukaryota




MGT-v1 869 : 553 unigenes, 93 (16.82%) taxonomically assigned

n/ni

0/U MetazcMetazoa Insecta AgariFungicetes | Viridiplantae
Agaricomycetes

Thalassiosiraceae Corethrales

o/U
Bacteria
Bacteri

ThalassiCoscinodiscophyceagyy 0/U Eukaryota

0/U Thalassiosirales .
Coscinodiscophyceae

0/ onl

Goniodomataceae Dinophysiales
Goniodomataceae Dino hé//SIales

0/U Gymnodiniales Gonvaulacales | Suessiales
Eukaryota

0/U Eukaryotazs

Prorocentrales

O/U K araniaraan a{:'g:u

CE K al .
Gymnadiniales Karenia| Dinophyceae

Kareniaceae 0/U Dinophyceae

Karlodinium




MGT-v1 870 : 552 unigenes, 542 (98.19%) taxonomically assigned

[VEEEED

0/U Alphaproteobacteria

0/U Pelagibacteraceae

AlphaBageria cteria
Pelagibacterales

o/uU
Pelagibacterales
Candidatus
Candidatus Pelagibacter Pelagibacter
ubique




MGT-v1_871: 551 unigenes, 37 (6.72%) taxonomically assigned

0/l) 0/)

Metazoatinopteri 0/U Metazoa| Mammalia
lestudines | Mammalia

Perkinsida

nii

Dinophysiales Gymno(&ymgd%dlmales

Isochrysidales
Eukaryota

Dinophyc0/U Eukaryota —O0/U Eukaryota—

0/U Dinophyceae

0/U Eukaryota




MGT-v1 872 : 550 unigenes, 390 (70.91%) taxonomically assigned

on) A" H
Rhodobacterales —-— VIrIdelantae
Rhodobacterales Clostridiales. ORilutae w
Opitutael Cryptophyta
0/l L o o CrYBioBvia
Deltaproteobacteria Clostridia] Pranctomycetia A ]
pelaproteonacteria (V/])

Gammaproteobacteria | " 0/U

Alphaproteobacteria

Clostridi Eukaryota-
ou

Dinophyceae]

mine drainage metagenome

Candidatus
Poribacteria bacterium WGA-3G Poribacteria
sp. WGA-4E

Bacteria

0/U Bacteria no
superKingdom

0/U Bacteria




MGT-v1_873 : 544 unigenes, 55 (10.11%) taxonomically assigned

Metazoa

0/U Dictyochophyceae

0N
Prymnesiales
Prymnesiales

0/l
Coccosphaerales
Coccosphaerales

Dictyoch/SUKaNQa

Dictyocha Dictyochal

0/U Dictyochales

Miliolida

0/U Eukaryota|

0/U Eukaryota




MGT-v1_874 : 542 unigenes, 22 (4.06%) taxonomically assigned

Actinopteri

0/U Metazoa

0/l]

Chromadorea
Chromadorea

0/
Echinoidea
Echinoidea

0/)

Polychaeta
Polychaeta

Eukaryota

Insecta

Mammalia

Hydrozoa




MGT-v1 875 : 542 unigenes, 56 (10.33%) taxonomically assigned

0/U Eukaryota

0/

Chromadorea Insecta
Chromadorea

Branchiopoda | Echinoidea

o/l ni) nni

H\édrozoathecataActino teri
Hydrozoa |-eptothecatalseioniiormes

Eukaryota

0/U Metazoa Metazoa
0/U Maxillopoda

Maxillopodaalanus

0/U CalanCalanoidaalanidae

0/U Calanidae




MGT-v1 876 : 540 unigenes, 416 (77.04%) taxonomically assigned

Microggécales
micrococcales
0/U Bacteria

I
Actinobacteria

| |
Rhodlospirilllales

0/l
Rhizobiaceae
Rhizobiaceae

oy |
Phyllobacteriacea
Nitratireductor

0/U Alphaproteobacteria

Bacteria

Alphaproteobagteria T

C Hyphomonadaceae
Lalrernsia Paracoccus
Paracoccus

Rhizobiales
Stappia stellulata

0/U
Rhizobiales

0/U RhodobactereRhodobacterales o

Rhodobacterales

Stappia
0/U Stappia




MGT-v1l 877 : 539 unigenes, 463 (85.90%) taxonomically assigned
Holo%lllwla ae
- 0/U

0/U Bacteroidia o/ | Eukaryota
0/U Flavobacteriia Bacl Eukaryota | cractozerotaies

— o/u
Bacteroidia | |sphingobacterii

o/y
Chlorobia
Chiorobia liclophagae

Cryomorphaceae 0/l

Crageipagieruits| Bacteroidales| SPhingobacteriia
ariantcus Bacteroidales | | Sphingobacteriales

Flavobacteriia

(VIS
Flexithrix
Flexithrix

(07,0
o/l Cyclobacteriaceae

FlavobacterialeSteri EcChinicola
Flavobacteriales | — ¢ aceae |

Flavobacteriaceae Cytophagia

0/U Cytophagales

o/v
Cytophagia

Bacteria

0/U Bacteria




MGT-v1l 878 : 537 unigenes, 309 (57.54%) taxonomically assigned

Il
o EukaryotEukaryotah“ﬂggn%ggg

0/U Viruses

Myoviridae

marine
sediment
metagenome

Marinimicrobia| Proteobacteria

bacterium JGI | bacterium JGI = 'k())/”t | I n/i)! | Be}{a ro%légac{eria
8 o - elagibacterales izobiales eltaproteobacteria
Proteobacteria 2013-bLLI0000115-E04 | pejagipacterales | Rnizobiales

0 i Chromatiales
bacterium JGI | Proteobacteria SARS6 cluster

0000113-D06 bacterium JGI _ N
0000113-L05 | Alphaproteobacteria SARB6A

Viruses

o/ Gammaproteobacterial
Alphaproteobacteria [Sammaproteobacteria Caudovirales
BT 0/U Caudovirales

proteobacterium
SCGC

Proteobacteria bacterium AAALSO-DO2

JGI 0000113-P0O7
0/U Bacteria Bacteria

aCtInObFl("tfPI’Iltl)m . o/U
SCGC AA/SUIE]L? ﬁ(i eria Actinobacterial

0/U Bacteria




MGT-v1 879 : 536 unigenes, 43 (8.02%) taxonomically assigned

Cypriniformes

Beloniformes

Salmoniformes

Anguilliformes

Cichliformes

0/
Tetraodontiformes
Tetraodontiformes

onl

Amphibia | Mammalia
Mammalia

Actinopteri Eukaryota

0/U Actinopteri

Echinoidea

Coelacanthiformes

0/U Metazoa
0/U Metazoa




MGT-v1_880 : 532 unigenes, 71 (13.35%) taxonomically assigned

0/U Metazoa

onl
Insecta

N

|nse.gt“a:ﬂo' tera

optera

nni
Chromadorea
Cnromadorea

o/y
Echinoidea|
Echinoida|

OII 1
Anthozoa

('\IIJ

0zoa_ .
Acuniaria

r\ll 1
MarM%ua

0/

mmalia

Bubalus|

Eukaryota

Actinopteri




MGT-v1 881 : 531 unigenes, 47 (8.85%) taxonomically assigned

0/
Arachnida
Arachnida

0|
Viridiplantae
virigipiantae

0/U Metazoa

Hyd rozoa Le) tglll%écala

Leptothecata

Eukaryota

Calanidae

(/[V]
Eukaryota

0/U Maxillopoda Maxillopoda Calanoida

0/U Calanoida




MGT-v1_882 : 530 unigenes, 87 (16.42%) taxonomically assigned

0/}

Cyclopoida N/l |Pycnococcaceae

MammalialPycnococcaceae

WENIGEE]

: 0/l 0Nl

0/U Metazoa MetazoaMaxillopoda (Sagittoidea Viridiplantae
o/U 0Ll Sagittoidea Viridiplantae
) Calanoida 0/l

Maxillopoda) Calanoida Enoplea | Viridiplantae

Enoplea

T
EndodiniaceaePeridilniaIes Peridiniaceae 0/

0/U Polycystinea Nassellaria
Nassellaria

0/l

Collozoum
_ Collozoum
Polycystinea

0/U ColloCollodariajSphaerozoidae

Eukaryota
o/U

Sphaerozoidae

Dinophyceae 0/U Eukaryota
0/U Dinophyceae

Bolidomonas il

Phaeocystales
Phaeocystis

o/l

Pavlovales
Paviovales

0/U Eukaryota
0/U Eukaryota

Isochrysidales

o/l

Choanoflagellida
Choanotlageliida




MGT-v1_883 : 529 unigenes, 62 (11.72%) taxonomically assigned

Calanus Mammalia

o/nl

Hydrozoa
Hydrozoa

Insecta

0/U Calanoida Calanoida Calanidae
0/U Calanidae

Coelacanthiformes

Branchiostomidae

Maxillopoda Eukaryota

0/U Metazoa
0/U Metazoa
0/U Metazoa

0/U Maxillopoda




MGT-v1_884 : 529 unigenes, 15 (2.84%) taxonomically assigned

Demospongiae

Gastropoda

Polychaeta

Metazoa

0/U Metazoa

Eukaryota

0/U Eukaryota




MGT-v1 885 : 528 unigenes, 16 (3.03%) taxonomically assigned

Polychaeta

Actinopteri

Eukaryota Gastropoda

0/U Metazoa

Echinoidea




MGT-v1 886 : 528 unigenes, 80 (15.15%) taxonomically assigned

on) 0/U)

0/U Eukaryota Cryptophytal|Viridiplantae
y Cr¥BtoBh¥ta Horgeum

Branchiostomidae

i - I 0/l Thaliacea

: Chromadorea | |nsecta
Demospongiae|c"romadorea | nsacta
Demospongiae oni

Sagittoidea
Sagittoidea

il 0/1)
Branchiopoda [ Enoplea
Daphnildae | Fnoplea | Malacostraca

0/1
Gastropoda
Gastropoda an oni 0/l

coGRINQIdER, . o ammalia

AN

Eukaryota

0/U Metazoa Metazoa
VIL Vi€tazoa Actinopteri Ascidiacea

Hydrozoa




MGT-v1_887 : 526 unigenes, 323 (61.41%) taxonomically assigned

. . 0/ oni
Rhizobiales Bacteroidia | Flavobacteriia e,
Bacteroidia | Flavebacteriia | Eykaryota (actinopterd

0/t 0
Aquificae[Clostridial. EUkaryota
Aduiticae|Clostridia[EukaryoLa

Alphaproteobacteria
- ) 1o |Leno
Alphaproteobacteria 0N/l ] ) Eg{gﬁng ales [Leptc enit ‘
Bacilli -Cytcgmagia-s irochaetia

Spirochaetia
Baclll

Cytophagia |Spirochaetia

0/U Bacteria

0N
Gammaproteobacteriaimses
Gammaproteobacteria

0/l

Bacteriovorax
Bacteriovorax

Bacteria

o/n) o)

Bd e I I (0)] b rion aceaegg”%:g”g Bacteriovoracaceae
Bdellovibrionaceae o

Bacteriovoracaceae

0/U DeltaproteobacteiDeltaproteobacteria Bdellovibrionales

0/U Bdellovibrionales




MGT-v1_888 : 526 unigenes, 225 (42.78%) taxonomically assigned

0/U Maxillopoda

N/l

Mammalia|
viammalla

0/U CaCalanus

Eukaryota

Calanus
finmarchicus

Calanidae Calanoida

0/U Calanidae

0/U Calanoida

o/l

Insecta
Insecta

on|
Branchiostomidae
Branchiostomidae

o/U
Metazoa




MGT-v1_889 : 521 unigenes, 185 (35.51%) taxonomically assigned

onl
WEIINEIE
Mammalia|

0/U Metazoa Insecta e
Hydrozoa

Hyadrozoa

Cyclopoida

0/U Calanoida

Eilkaryota rchicus

Calanoida Maxillopoda 0/U Maxillopoda

0/U CalanicCalanidae




MGT-v1_890 : 521 unigenes, 24 (4.61%) taxonomically assigned

0/U ChromeChromadoreaabditida 0Nl 0Nl

Echinoidea |Enteropneusta| Gastropoda
Enteropneusta| Gastropoda o/U

Eukaryota

Polychaeta 0l

Insecta Demospongiae
Demospongiae

II\/IetaEukaryota

N/

Viridiplantae
viriaiplantae

0/U Metazoa




MGT-v1 891 : 521 unigenes, 59 (11.32%) taxonomically assigned

Coscinodiscophyceae

on 0/t
Coccosphaerales | Phaeocystales
Coccospnaerales | Phaeocystales 0/l

Peridiniales |rameaces
Peridiniales | Vidilant

0/U Coccaolithales
0/U Eukan0/U Eukaryota

Dinophyceae

Coccolithales oni
Prorocentrales
Prorocentraceae

Calcidiscaceae

Mammalia

Eukaryota Sporadotrichida

Rhabdonellidae

0/U SpirotrictSpirotrichea
Tintinnida
0/U Tintinnida




MGT-v1_892 : 521 unigenes, 24 (4.61%) taxonomically assigned

0/ )
AgariFungicetes Viridiplantae

I Mamiellophyceae
0 0/

A COnoIdasida g inediscopmyeess

Cryptophyta

on B an Demospongiae Echinoidea

phg/ceae SEIES
Dlnophyceae mploainiaceae|

0/U Eukaryota Eukaryota

Metazoa
Echinamoebidae

0/l

0/U EukaO/U Eukaryota | Choanoflagellida
- Choanotlagellida 0/U Metazoa Peiomyzontiormes

0/U Eukaryota




MGT-v1 893 : 520 unigenes, 489 (94.04%) taxonomically assigned

0/U Bacteria

Bacteria

Synechoc(Chroococcales

0/U Chroococcales




MGT-v1_894 : 519 unigenes, 32 (6.17%) taxonomically assigned

Actinopteri

Hirudinida

Hydrozoa

0/U MaxilMaxillopoda

MetazEukaryota

cye

0Nn
lopoida
lopoida

0/l

Viridiplantae
Viridiplantae

0/U Metazoa

Dinophyceae

0/U Eukaryota:

0/l

Kinetoplastida
Kinetoplastida

0/U Eukaryota:

0/U Eukaryota




MGT-v1_895 : 518 unigenes, 149 (28.76%) taxonomically assigned

0/U Bacteria

Rhodobacterales

Alphaproteobacteria
Alphaproteobacteria

0/U

Eukaryota

Deinococci
Deinococcl

mine drainage
metagenome

0/U ol
Actinobacteria [Bacteroidial
Frankiaceae |Bacteroidial

U 1o
BachoCille:
acllli | ==

LS o/
XEnterobacteriaceaeS| Xanthomonadales
Xenorhabdus|Xanthomonadales

0/t

[Enterobacteriales:

Enterobacteriales |Pseudomonadales|

o 0/
Pseudomonadales

Bacteria

Vibrionales

o/ "
Vibrionales,....

Gammaproteobacteria Alteromonadaceae
Alteromonadaceae

0/l)

Alteromonadales
o/U

Alteromonadales




MGT-v1l 896 : 517 unigenes, 342 (66.15%) taxonomically assigned

o/
Aureococcus
Aureococcus

|
Mediophyceae
Mediophyceae

oni
0L HHelerolrichea
Eutreptiales eterotrichidaj
(EEIEEE

0/)

0/U Eukaryota Pelagophyceaegomonadales
relagomonadales

Pelagomonadales

n/)
Suessiales
0Nl Suessiales

Gonyaulacales
Gonyaulacales 0/l

Peridiniales
Peridiniales

Eukaryota Kareniaceae

0/U DinophyceaeDinophyceae

Gymnodiniales

0/U Gymnodiniales




MGT-v1l 897 : 517 unigenes, 61 (11.80%) taxonomically assigned

0/U Eukaryota

0/U Metazoa

on
Coelacanthiformes
Coelacanthiformes

0/)

Amphibia | Anthozoa
Amphibla

Enteropneusta

Eukaryota

0/U ActiActinopteri

on)
Salmoniformes
Salmoniformes

onl
Cypriniformes
L;}/I riniformes

0N
Cichlidae
Cichlidae

rCichliformes-

o/U
Cichliformes

Gastropoda




MGT-v1 898 : 517 unigenes, 58 (11.22%) taxonomically assigned

Metazoa

0/U Euki/U Eukaryota

nini

Ct!?yrby)mnesmles

Clirornulinaceag

0/l)

Isochrysidales
Isochrysidales

o/ AR Ra

Dinophyceae

o/
Gymnodiniales
Gymnodiniales

nni
Dinophysiales
vinopnysiaceae




MGT-v1 899 : 516 unigenes, 153 (29.65%) taxonomically assigned

0/l

Sphaerozoidae Collozoum
Collozoum

o/U

CollodiEukaryota .
Polycystinea

0/U Collodaria




MGT-v1 900 : 515 unigenes, 481 (93.40%) taxonomically assigned

Bacilli

uncultured

0/U Bacteria S ——

0/l

Gammaproteobacteria
Gammaproteobacteria

Rhodobacterales]

Rhodospirillales
SR

Rhodospirillales

O
Bartonellaceae
Bartonellaceae.

Rhizobiales
Rhizobiales

alpha proteobacterium SCGC ABAlphaproteobacterial Alphaproteobacteria

Pelagibacterales|

(/[V]
Pelagibacterales




MGT-v1 901 : 514 unigenes, 159 (30.93%) taxonomically assigned

N/l

Actinopteri|  on

Actinopteri [Mammalia

Enterogona

0/l
Chromadorea| 0/U
o/l Chromadorea |Echinoideal

- Echinoid
Gastropoda Ascidiacea Trematoda S
Irematoda

0/U Ascidiacea
Insecta

Coelacanthiformes H gll’li(liae

Hydridae

Le ptOth ecata Anthoathecata
o/u

Anthoathecata

Eukaryota

0/U Metazoa Hydrozoa
0/U Metazoa

0/U Hydrozoa




MGT-v1l 902 : 513 unigenes, 238 (46.39%) taxonomically assigned

0/l

Mammalia|
Mammalia]

0/l

Hydrozoa
Hydrozoa

onr oy
Actinopteri |[Echinoidea

O/U Metazoa Actinopteri |Echinoidea)

0/
Ascidiacea
Ascidiacea

0/U Oikopleura

o/u
Eu karyota Eukaryota

Oikopleuridae O/Appendiculariaia  0/U Appendicularia

0/U Oikopleuridae




MGT-v1l 903 : 512 unigenes, 235 (45.90%) taxonomically assigned

0/

Prymnesiales
Prymnesiales

0/
Isochrysidales|

idale:

Rotaliida Eukaryota

0/U Eukaryota

oni 0/l 0
Alphaproteobacteria [BetaproteobacterialGammaproteobacterial
AIBha roteobacteria |BetaproteobacterialGammaproteobacterial

0/l

Prochlorales
Prochlorococcus

Bacteria =
0/U Bacteria®"®
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MGT-v1l 904 : 512 unigenes, 485 (94.73%) taxonomically assigned
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MGT-v1 905 : 511 unigenes, 212 (41.49%) taxonomically assigned
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MGT-v1 906 : 510 unigenes, 260 (50.98%) taxonomically assigned
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MGT-v1 907 : 509 unigenes, 13 (2.55%) taxonomically assigned
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MGT-v1 908 : 508 unigenes, 5 (0.98%) taxonomically assigned
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MGT-v1 909 : 508 unigenes, 66 (12.99%) taxonomically assigned
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MGT-v1 910 : 508 unigenes, 52 (10.24%) taxonomically assigned
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MGT-v1l 911 : 507 unigenes, 386 (76.13%) taxonomically assigned
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MGT-v1l 912 : 506 unigenes, 198 (39.13%) taxonomically assigned
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MGT-v1l 913 : 505 unigenes, 489 (96.83%) taxonomically assigned
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MGT-v1l 914 : 505 unigenes, 370 (73.27%) taxonomically assigned
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MGT-v1 915 : 505 unigenes, 294 (58.22%) taxonomically assigned
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MGT-v1l 916 : 504 unigenes, 16 (3.17%) taxonomically assigned
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MGT-v1l 917 : 504 unigenes, 438 (86.90%) taxonomically assigned
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MGT-v1l 918 : 503 unigenes, 366 (72.76%) taxonomically assigned
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MGT-v1l 919 : 503 unigenes, 49 (9.74%) taxonomically assigned
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MGT-v1 920 : 503 unigenes, 29 (5.77%) taxonomically assigned
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MGT-v1l 921 : 502 unigenes, 235 (46.81%) taxonomically assigned
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MGT-v1 922 : 500 unigenes, 373 (74.60%) taxonomically assigned
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MGT-v1_924 : 500 unigenes, 11 (2.20%) taxonomically assigned
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